Supplementary material

Fig. S1. Map of genes and other genomic features of T.cruzi scaffolds containing masp genes.
The maps show the position and orientation of the genes. Colored arrows below the central line
represent genes oriented 5° - 3’ left to right, and above in the reverse direction. T. cruzi specific
genes correspond to genes not present in T. brucei or L. major genomes. Other genes correspond
to T. cruzi genes also present in T. brucei and/or L. major genomes. The scaffold identifier is the
Genbank accession number.

Fig S2: Histogram showing the variability in protein length of MASP members. The protein
length of all 771 MASP members containing both N- and C-terminal conserved domains was
analyzed.

Fig. S3: Example of a chimeric TcMUCII/MASP sequence. Alignment of the cDNA clone 66
[Genbank Acc.# EU825839], the contig (Genbank acc.# AAHK01000303) containing the
chimeric gene Tc00.1047053508219.50 and the whole genome shotgun reads TCHKU21TF and
TCJTB48TR. The TCHKU21TF read is shown as the reverse complement sequence. The
predicted amino acid sequence in shown on the top of each alignment block and the conserved
nucleotide positions are indicated by asterisks on the bottom of each alignment block. Gray
shaded and non-shaded nucleotides correspond to the TcMUCII and MASP sequences,
respectively. The TcMUCII conserved N-terminal sequence is shown within a gray box while the
MASP C-terminal conserved region, within a black box. The coding region is shown in upper
case and the 5’ flanking region and the 3" UTR MASP sequences are shown in lower case. The
predicted signal peptide is in bold and underlined and the predicted GPIl-anchor addition site is in
bold, italic and underlined.

Table S1: Repetitive domains derived from the central region of the MASP proteins.

Table S2: MASP proteins containing the Mucin-like glycoprotein Pfam domain (PF01456).
Table S3: MASP and mucin TcMUC aminoacid composition.

Table S4: MASP cDNA annotation.

File S1: MASP subgroups.
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Table 1:Repetitive domains derived from the central region of the MASP proteins
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Table S2. MASP proteins containing the Mucin-like glycoprotein Pfam domain (PF01456)

locus_id
Tc00.1047053503587.10
Tc00.1047053503609.60
Tc00.1047053511089.90
Tc00.1047053511197.60
Tc00.1047053511591.10
Tc00.1047053511603.500
Tc00.1047053506067.260
Tc00.1047053506279.160
Tc00.1047053506909.90
Tc00.1047053506969.10
Tc00.1047053506993.180
Tc00.1047053507071.380
Tc00.1047053508359.80
Tc00.1047053508435.70
Tc00.1047053510363.70
Tc00.1047053510363.80
Tc00.1047053510693.150
Tc00.1047053511233.130

annotation

mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP, pseudogene), putative
mucin-associated surface protein (MASP, pseudogene), putative
mucin-associated surface protein (MASP, pseudogene), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP, pseudogene), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative
mucin-associated surface protein (MASP), putative

*Pfam expect value for T. cruzi mucins (eg. Tc00.1047053511625.100) is ~1.0E-50

Pfam expect value* chimera

3.30E-07
0.00012

3.60E-06
3.80E-05
1.70E-06
1.70E-11
8.70E-09
9.90E-05
2.20E-06
0.00021

6.50E-05
1.10E-09
6.00E-06
4.10E-05
1.30E-06
4.70E-06
1.90E-05
4.80E-08

yes
yes
yes
no

yes
yes
yes
yes
yes
no

yes
yes
yes
yes
yes
yes
yes
yes



Bartholomeu et al.

Table S3. Comparative amino acid composition of T. cruzi MASP and mucins

Amino acid frequency (% £ SD)

Amino acid TcMuc | TcMUCII  TcMUC Il  TeSMUG S TcSMUG L MASP
n=54 n=582 n=2 n=10 n=7 n=771
Ala 109+27 11.0+19 20515 13.7+23 154+14 12.1+4.6
Cys 51+11 33+10 650 53+13 5307 16+0.6
Asp 1.1+08 38+x14 1.1+0 32+10 27204 58+13
Glu 28+1.2 6.2+1.8 43+0 2906 27204 9.8+31
Phe 0.3+04 0.2+04 0.6+0.8 16+11 19+06 05+05
Gly 26+1.1 7.0+22 860 6.2+x14 53+0.7 10+ 29
His 03+11 0.7+0.8 0 0.3+0.7 0 16+0.8
lle 1617 14+0.8 0.6+0.8 0.3+0.6 0 1.6+0.7
Lys 24+14 38+x14 2.7+0.7 3.3+x09 59+05 51+19
Leu 89+15 7.7+13 129+0 84+09 85+15 56+10
Met 20+10 1.5+0.6 1.1+0 1.6+03 1.8+0.2 1.6+0.6
Asn 1.2+09 33+13 3.8+0.8 22+0.8 28+0.3 46+1.1
Pro 83+17 78+17 6.0+0.8 53+038 56+0.2 70+20
Gln 14+23 34+13 0.6+0.8 33+15 2704 42+16
Arg 3430 31+17 1.1+0 24+18 27+x04 25+10
Ser 7.8+27 10821 16.1+0 47+18 51+06 9.7+25
Thr 335+77 18.0+38 9.7+16 25.8+8.0 21.7+6.2 91+18
Val 43+15 55+17 1.1+0 72+19 7.3+x05 64+13
Trp 0.7+0.3 05+x04 1.1+0 0.9+0.3 0.9+0.1 04+0.2
Tyr 1.0+04 0503 1.1+0 0.8+0.2 0.9+0.1 0405
Total ~100 ~100 ~100 ~100 ~100 ~100

Thr+Ser+Pro 496 +6.1 36.7+x39 31.7%23 358+84 32.4+6.6 258+4.3




Table S4. MASP cDNA annotation

CcDNA Clone
Clone_01
Clone_30
Clone_35
Clone_38
Clone_52
Clone_63
Clone_46
Clone_27
Clone_60
Clone_73
Clone_04
Clone_75
Clone_48
Clone_72
Clone_37
Clone_64
Clone_02
Clone_79
Clone_69
Clone_29
Clone_41
Clone_47
Clone_19
Clone_18
Clone_65
Clone_15
Clone_23
Clone_14
Clone_20
Clone_22
Clone_67
Clone_32
Clone_21
Clone_50
Clone_66
Clone_12
Clone_03
Clone_05
Clone_09
Clone_17
Clone_25
Clone_44
Clone_51
Clone_61
Clone_68
Clone_71
Clone_10
Clone_31
Clone_06
Clone_24
Clone_26
Clone_40

Genbank
Acc. No.
EU825796
EU825819
EU825822
EU825824
EU825833
EU825836
EU825828
EU825817
EU825834
EU825845
EU825799
EU825846
EU825830
EU825844
EU825823
EU825837
EU825797
EU825847
EU825842
EU825818
EU825826
EU825829
EU825809
EU825808
EU825838
EU825806
EU825813
EU825805
EU825810
EU825812
EU825840
EU825821
EU825811
EU825831
EU825839
EU825804
EU825798
EU825800
EU825802
EU825807
EU825815
EU825827
EU825832
EU825835
EU825841
EU825843
EU825803
EU825820
EU825801
EU825814
EU825816
EU825825

Best hit

Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
T+C1c00.1047053509897.124
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.
Tc00.

1047053504587.30
1047053504587.30
1047053504587.30
1047053504587.30
1047053504587.30
1047053504587.30
1047053506615.100
1047053507803.10
1047053511259.220
1047053506321.50
1047053509979.350
1047053506799.130
1047053510279.140
1047053506245.270
1047053508305.50
1047053508541.110
1047053510025.260
1047053508165.30
1047053511173.100
1047053508125.140
1047053506285.110

1047053510547.14
1047053510583.114
1047053511605.5
1047053509751.28
1047053509751.28
1047053509325.10
1047053507859.15
1047053507859.15
1047053507859.15
1047053509521.7
1047053509521.7
1047053508049.40
1047053508219.50
1047053413893.10

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

NULL
NULL
NULL
NULL

Annotation

mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mu
mu
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated
mucin-associated

mucin-associated
mucin-associated
mucin-associated

mucin-associated
mucin-associated
mucin-associated
mucin-associated

mucin-associated

mucin-associated
mucin-associated

surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface
surface

hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein, conserved
mucin TcMUCII, putative
trans-sialidase (pseudogene), putative

MASP unknown
MASP unknown
MASP  unknown
MASP unknown
MASP unknown
MASP unknown
MASP unknown
MASP  unknown
MASP unknown
MASP unknown
MASP unknown
MASP unknown
NULL

NULL

NULL

NULL

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative
(MASP), putative

(MASP, pseudogene),
(MASP, pseudogene),
(MASP, pseudogene),
(MASP, pseudogene),
(MASP, pseudogene),
(MASP, pseudogene),
(MASP, pseudogene),

(MASP), putative

putative
putative
putative
putative
putative
putative
putative

Conserved domains

MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP

MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP
MASP

TcMUCIT N-terminal domains and MASP C-terminal

MASP
Oonly
Oonly
Only
Oonly
Only
Oonly
Only
Only
Only
Only
Oonly
Only
NULL
NULL
NULL
NULL

N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
N- and C-terminal
C-terminal domain
N-terminal domain
N-terminal domain
N- and C-terminal

C-terminal domain, unknown N-terminal domain
C-terminal domain, unknown N-terminal domain
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domains
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domains

and reconstituted N-terminal
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conserved domains, stop codon in frame
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MASP C-terr

al dom:

MASP C-terminal domain
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File S1. MASP subgroups

Meme motifs identified in the 771 MASP proteins containing both N-
and C-terminal conserved domains
Motif: 1 code: A size: 15 RVLLVCALCVLWCGA

Motif: 2 code: C size: 15 STAVSHTTSPLLLLL

Motif: 3 code: D size: 8 CAAAAAVV

Motif: 4 code: E size: 15 TAQTNDTATTGDSDG

Motif: 5 code: F size: 21 AGTAEEKQNENKDANPKETPV

Motif: 6 code: G size: 41 VDNNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLPI
Motif: 7 code: H size: 21 QQHQQHEHPAENGEESAKDKN

Motif: 8 code: I size: 50

KKEEADTGTTEG I SAGGQEQPSLSSGAEGASNITNPNSTQTTGDDDPAAD
Motif: 9 code: K size: 29 RPNSKEPHDDLETGNTNVAPTASEAAPQT
Motif: 10 code: L size: 26 DDGVSLKADCGLLSTRMALIKAVEAA
Motif: 11 code: M size: 21 VFGHAMDDYCSEGGGNGLRHT

Motif: 12 code: N size: 20 SAGEYLVLNWRALLRRECAE

Motif: 13 code: P size: 43
KI1CIHKAMKEVCDAFYNKTSGETHDPEVERICTYYAG I PDEPV

Motif: 14 code: Q size: 50
EVSRRTGGRANASAVEECVRQGMDGVRAVVDGRRRWRRQRFAVAAAAAGD
Motif: 15 code: R size: 50
VRSDTGTEGTPTTNHPNRPSTEGATPPGTTSDGEAASANKYDTVSQSAGS
Motif: 16 code: S size: 50
DGVDSREQDGEDTTSEGKKNVPSPETAATPQSHRDKGSEGTGEDTKATTV
Motif: 17 code: T size: 21 EEEEEEEEEEEKQEESDEXQV

Motif: 18 code: V size: 29 TPPSPSANGDAANNEADKSTEEGIPNNDP
Motif: 19 code: W size: 29 AGSSGGTAGSSGSNPSNTTGDSSTGDQTP
Motif: 20 code: Y size: 29 QHGHDTDTEDSMKNAATGSPAETTASSIS

>Tc00.1047053416605.10]S104 | ANP-VF-CD| 10

MAMMMAGRVLLVCALCVLWCGASVVL SAAGGFTSDRSDTAENMVLLWYPETNKTCKENSTKGG I LDESA
FKSCMHKSMKE I CEVYYNMASTDSDDPEAEE I CKKYTGDPVEAAESSTPQDKLSPGAETPVAAPTPETS
KGGAAEMGSTPG I PAGDSPANPTEGSQSTSDANDTANSEAEKG I TEVMPKNAPESNATGKEEEKRNERN
HNNTKTTPLDADAMQR I TSSADSDSSTAVSHATSPLLPPLLLVVACAAAAAVVAA*
>Tc00.1047053457979.10]S043 | AG---—- cDj27
MAMMMTGRVLLVCALCVLWCGAGGVYARDLDNRALGGCMASGVLGMNASYEPNGCNEYMPTPPLRSALP
IPA1QAEDGQVRDTPSGPGSGGGGGDKGARDPAGGGDGHAASGPVAGPTADPPAGYLDPTGPGGNDDSS
GATGLPGAAVSSVGPSSLPGPANSNAASVGLPAGSENSNTGCGEVSDCGSQGNLEKATVEKEDFTVSKA
QKPPATQNTKSKDNEENPAEASSTESENTEPQQE IKTPVDESDSTSTDASTAVAARSTSAGSQEEATAS
SSNGSHSPLQGEVFTGTDTPENAPSPAAAETEKRQGENVTTPGDSDSSPAASHTTSPLLLVVVACAAAA
AVVAA*

>Tc00.1047053503429.30]S012 | A----REC-] 10
MMMTGRVLLVCALCVLWCGADE I YAEGDLEGPPAALSPGLAPSSPGDVGSLDNTGSLAGHGVGVGRSEP
LENAVSGGDVSEDLLNSNNDDEESCSADEESGCGSEDGHRRQENRDEVAEDEVR I IPQTDQSE I TPKGP
Q1 PAREDNAAQLQQKQPPQGVHRTSAAHERAQDASEL RTPLSKNLSQQKTGAVSSQFATHTPTDNEEGK
1PSPPPKSGSDTSNSPEQL VAAKKERGNQREGADDSPTESKEDKNPPATTRKTDAENTHSSVSSSAADT
TPKPDAVTEENPPATDSSRTSSEDAEQLTAIPNPEDASDSTENAATQSAGSANKTNDTAKTAESDSDSS
TAVSHTTSPLLLLLLVPAAAAAVVAA*

>Tc00.1047053503491 .19]S043 | AG--——- cDj27
MMMTGRVLLVCALCVLWCGAGRVYARNPDNNSLGGC I ASGGFGRKKSFLSNGS IKNLSTPLLLSASFIS
AIQAEAREEVPSAGVTNLPLSGSTGLSPAFSDLGTSSPRPTVPVPGADVSAHVPAIPGRVPATPGPAGH
GHGPVGPGLRAA I PGVDVPSDGPGA I PAVSGVRAADAPTPGVAVRSDGAAAFSGLGAAGLGAAGPGPLR
DPAFPGPDAN IRGSVAPGHGTP I TGAAGPGAAAFSSLGAAIHDAADPGAATPGA I PGPSSVRGAAVHGP
AGPSDGPAGTDHVPAFSGLVPAGPGAGHSVGGGSKPPDSRSVV 1 SSSQGGNGKTAPVSVLSDEQIASPK
EVLAQKETGSEGTSSPEGQPTVSSNNEKQRNNSASAGGHSLGHDAAGDELQDSLEEQKKNDHSQTNETK
KSSGDQNTESQSSGGALSEVSNTTTHG IKTQQPKTNSANEKNYSQNTDASHTTSPLLLLFVVACAAAAA
VVAA*

>Tc00.1047053503503.40] S033 | A---V--CD| 9

MAMM I TGRVLLVCALCVLWCGAGGGGCTEGQLPVVVSPVNPASGAGYTHNPADHTVPGGAGKHSAEQTQ
LNNVEGSASRKVSLEAPLQPVSTTQQTPSSSEPTDSLTNSQSSGGKRQDVQHEGPPGEPETSLNQEENK
DVSNGNQQS I DPPSHSGNDDVVSSNSEERTEDTPRSTE I IVAVPSEEGQERENVTPSLEQPRETSTAAP
AITTQTSSMRPTDVGESNTVKMSDAAPQSTGTANTNDTTTK IANSDGSTAVSHTTSPLLLFLVVACAAA
AAVVAA*



>Tc00.1047053503519 30| S082 | A-—-YKEC- | 17
MAMMMTGRVLLVCALCVLWCGAGGGCDDTPQASPSDSGGTVVGTGAGQSGEADNAVCGVGPSGSSSGSG
VKSMVSASFSACTLSPPNPVDGDVLQGGKGT TATLSMDSSEKSVKPQSAEPPAPAQPNLDRQEASTSNA
ENHSP 1KPHTAGNEVVSGGATGKENTQRAAVTGGPSSDTRSTTLQAAPQEQPKTEL I I VPAGKELQIST
EEMHQTSPSEAQKLLLGQETPSKDDAEDQNTEGTAASDSVKDEAASSLVETTAPPISTSGGADTKSVAS
EDADNAQQPNHKEAHKDPEPQNTSPAFTTTEALPQTAIPLTTAPTNDNTTPGDSDSSTAVSHTTSPPLL
LLVVACAAAAVVAA*

>Tc00.1047053503533 .40 | S099 | AML-VFECD | 25
MAMMTGRVLLVCALCVLWCGAVFGHAMEDYCGEGGGNGLRHTSNGGDDGYSLKADCVLLSTRMAL IKAV
EAADGQGLSGDPLETSQDSSPGKKLDDKTSGGGTPGLGGGVAGPAI AAAAALEPGESGRGEPKRELEVA
DTAGEEHANDRMKGSERNPENLKNGQSSSFSSGSPVTLGGEGLASEKNSKAAEPSEDGLKVTKLSQQKA
EGDKENKNDT I L1 GVRENPEKNTE 1QTAPPPPANNGKSGPEDTVRMQQLQQVLDG I ESNYNSQTKSVAS
1 AANQHNEPSADNAESTPPSATANGDAANNEADNSTEEG I PKNDPAADGAGTAEGKQNENKDANPKETP
VTAAAMKTTTATTGDSDSSTAVSHT I SPLLLLLLVVACAAAAAMVAA*
>Tc00.1047053503585 .10 SO08 | A-——-- ECD|43

MAMMMT GRVLLVCALCVLWCGAGGGYAWPYKECKSDDKSCLNHGQHKSVYNSS IRSWFLGETDSTSTGL
LGSSTGSTGSGGEVSRNGAGGTTNSATDPQKGGAQSSLTPSQHASASSGDSSRSKESSEKTEETPGPVS
TSDNDGDGGPNTANQAHL TGSEKRDSGHQTEYGDTDPNLPLEDSKDGEGTHSSPTPPPANKANVPQVTA
EGEKAPAVLTRQEESEGNPEAEPENEQHSSASGVSVPQPEAAQQSETEDDNTTEKTPDEAAAPKNGTAT
TGDSDGSTAVSHTTSHLLLLLVVACAAAAAVVAA*
>Tc00.1047053503645 .10 S099 | AML-VFECD | 25
MAMMTGRVLLVCALCVLWCGAVFGHAMEDYCSEGGGDGLRHASNGGDDGYSLKADCGLLSTRMAL IKAV
EAVEAVEEGLSGVPDPSQDTEESSPNNKLDDNTQSTGAAGLGGGVAGPATAAAGAAGLPPNPKGSDKKG
QQGKQEELGPAVGRKAGNKEDRNDGKATGPKLQTVDQPSPSSSLPGSPGARNGEEHKLENTSESDEPSD
DSPEDDEGDRLSQSDSREEKAEELVKQNELNTENTSNEAPAL TAAPAEEAEAKTAIPTTSLHGHSSAED
SGDVQQLQQPQDG I ESNDSQTKTAAT I AANQHNEPSADHAESGLPSPTANGDASNNEADNSTEDG I SNN
GPAADGAGTREKKQNENKDANPKETPVEATATKTTTATTGDSDGSTAVSHTTSPLFLLLVVACAAAAAV
VAV*

>Tc00.1047053503645 .40 S061 | A--TIFECD|52
MTMTGRVLLVCALCVLWCGAGGGGCSETTPGSPGSSGTPPVNDNDSKSDNNSTGGAGEGVQTGKQAVPQ
APAPPASGLPEVPARPSQGTQSGGASE TPSTKKDSMVQNTEVKKKEEEEEEHGGNEEEEEKQEEEEEEK
RQEEEEDGTEEEETKKEEAGTGTTEVTSAGGQEQPNLSPGAAGASNKTNPNSTQTTGDDDPAADGAGTP
EGKQNENKDANPKETPVEATAMKTTTATTGDSDGSTAVPHTTSPLLLLLFACAAAAAVVAA*
>Tc00.1047053503665.30]S072 | A---VFEC- | 6

MAMMMT GRVLLVVCALCVLWCGAAMVMAEANVDKSTEMKKDESFESSELVAG I VSAEQHVTQDSVREVS
ENGKQSLGAQTGNG INQDNGG I IASPASTVRGEEEEEEGETEE I EELTSSIEGEETSQLTLTQEGVPPP
SEPLTTTLNGNPAGTLNATPAKGQSSSDDGSAQEEGLKSPTLKAPAAPAAPAAAAEATTTQTKDENPFL
ADDPLVQHVEASQHDMESRSASRKEGS I PTTVTKTDGPTEVNAESTPTSPSASKGA I TNDADEGNEEG
PKHDQAPDGEATKEAQQGENKEENANKTATLEAAAI TNDTAT 1GDSDGSTAVSHSTSPLLLLLVVACAS
AAAVVAA*

>Tc00.1047053503699.19 | S043 | AG----- cDj27
MAMMMTGRVLLVCALCVLWCGVCGVYARNPDNNSLGGYMASGGFGRNKSFLSTGASKNLSTPPLLSASF
1SA1QAEAREGEVSSPGVTDSPLSGATGLSPAFSGLGPAVPGPGPGFVHGHVHGPAGPGDGAAAFSGLG
AAGPDPVRGPAFSGPDAN I FGAPVPGNGPAA | PGAPVPGHGPAA I PGAPVPGNGPAFSGLGAAVPGDGA
AAFSGRGAA I ADAA I PGAAGPVRGVDAP I PGPAVPGDGPAFSGLGAAGPGTADPAA I PGSAVLGHGAT P
GS1SDAA 1 PGPAGPGGGPALSGLGAAFSGAGHSVAGGSEPPNSRSVV ISSNQGGNGKTTPISVSSDEQI
VSSQEVLAQKETGSQHTSLPEEQPTVSSNNEKQRNNFASAGGRSLGHNAAGHELQDSLEEQNKNEHSQT
NETKKSSGDQI TESQRSGKE I SEVSNTKTHG I KTQQPKTNPVNEKNYSQSTDASHTTSPLLLLVVACAA
AAAVVAA*

>Tc00.1047053503717 .20 SO89 | AG---KECD | 6
MAMMMAGRVLLVCALCVLWCGACGVYARDRDNSAVGGCMASGVLDTRRLYMPRRCNKTAVTLPLRHVFP
1 SAVGASTDGQVSGK I DGGLFP I PAPALPPAPNTPKAPEAPTSHGVSQPAVGVHSGDGTPSLHIPNVDS
SVGGGSGQSGNSNGSVVSVMEPPSTVVV I SPSSVSPEVDGLQNKDGPPSNLKLGSPA I SVESGK ILVGH
NGETEKDSTPDDGPESSR I QEETESRATTEEARGSEAGQSGVGTNGPSNVLSTESQQQNRETTVTETKP
PPPSPGKQ 1 PAVSLPPGVDAPAALSPGPQASSPEPSRAAEDPEEEKR I LPATTASHNSKGETHKASSLR
TETVSAAPKPPSPDVVLEQNSEGTVTKDAMKTDAYTDGPAATSESS I STSDSGVVQDKTEEEDDNEQRR
EAKGPHNDPHAGNTNDAPTASVTAAETVKT I TTQTNTTSKSGDSDGSTTASHTTSPLLLLLFVVACAAA
AAVVAA*

>Tc00.1047053503761 .40 S002 | A-—-S-ECD| 19
MAMMMTGRVLLLCGLCVLWCGVCGGLADEETAGSGSGDELPPESQGVETSPQDPQGSQNRAPGGKENIT
PER | EEADDDDDDDDDDGETKAEEERSTERQSVQEGAAAPDPVSREENLSDSGQEKNQAILSAEDVSLS
GSRESNANPTQTEFEEKKDSEKNPPAVEDALTTGNGGNTLPGGVARGNFPSSPEDGVDSRKQDGEETTS
ENKKNVPSPTTAVTPQSHREEGSEGTGEDTKATTVTANKTDTTNTQNSDSSTAVSHTTSPLLLLLVVAC
AAAAAVVAA*



>Tc00.1047053503771 .90 S087 | AG--YKEC- | 7
MAMMMTGRVLLVCALCVLWCGACGVYARNRENKALDGCTASGEFGKKKLYLSSGCNKTALTLSLRSVLP
1VAAEVSVDENDYDQTV I GPALVSSEEPS I LPPAALSDVSVAPGVGGVGGVGGGGESGASNLGSPGSGG
GSQLGGVSSKATPSGVLPTPLPHTPQTGEGLQPSGVKPSTPSRDPQTT ITQSGE IKTPSSTTPPKVEAL
VEGPKPEAERQVANTHEEANSQVTGVNANENSTDKRATREETPP IVLP IDSTPPVKLTTPPPLPTPEVS
QPKASPPVTVSETGESSTTRDLSQEPKTQTNENSPSQNK TEPEALKEL SGDAETEQQDQDKDASNMVKA
AV IGRHAETTSSS I STNDSDDAQSTGDENNDKAERPSPKETSNHTAHNTNDAPTSTEAAPPTAKTATI I
QTNDTATKGDSDGSTAVSHTTSPLLLLVVVACAAAVVVAA*
>Tc00.1047053503783.80]S123 | ANQ-V--CD|3
MAMMMTGRVLLVCALCVLWCG I DGVAETEEPV I GVWPGVDEYLVVEWRSQLRSECAEKAGRRTGGRANP
SAVEECVRQGMEGLRTFVDGRRRWRRQQFAVAADDDGSGNDGRNSVSSQKAVSVTGTVLPDDPKLKSP I
APGPVLADTTTGGGNLL I PAGSLETAKNKNGEPSKETDKGEKPTVENRSHEGTNGDEQVDNAA I GNPNE
DPENKKGETLQFGEE I VKNEENEVKNGLEE INTETDEENRNKAAEDPEGDDEVTVLSSGGQYNEEGERQ
TEKDSGSNKKGNEVNGGGATDG I SAVVPLVLQPASPVDVTDRRNLEKKNDGDTGGKRDAGRTQTQEAAV
PSQAEKLAAEL I TEEEAAETETGTPGKKTQPEDAGKEQTTVGAKSNPETPAAAKEANNKKEVPKEEEDS
GKATTNENFDKKRTAGKDNAHNEAET TMQENENEVEKAEGTQAEAEGNEEQTGKKDFADKDLKLNGTAI
NADSDGGTAVSHFTTSPLLLLFACAAAAAVVAA*
>Tc00.1047053503827 .20 ] S061 | A--TIFECD |52
MMMTGRVLLVCALCVLWCGGCGGGCSET I SPAPPDSPSDGNPQKEGEATDVTGKGDQSGQSEASRGKSP
ASELPAAPAKSLQETQSGGGAPDSANTTTDKNNPNTEGKKEEKEEDEAEEEEDEEEEVEVEEDEEKQQE
EEGNQEADGGDVTKEEEEEGKGEENGANEKGETKKEAVTGTTEG I SAGGQKQP I LSSGAAGASN I TNPN
STQTTGGDDPAADGAGTAEGKQNENKDANPKETPVEATATKNTTATTGDGDGSTAVSHTTSPLLLLLVY
VVCAAAAAVVAA*

>Tc00.1047053503827 .60 S082 | A-—-YKEC- | 17
MAMVMAGRVLLVCALCVLWCGAAEVSVTDGDVVAGGPVALGDPGVGGQSPLVNKGDGGSGGSKGDSSHE
SKSESLVAASGEESPALLLDEDEGRNPAEEHLRVEKEDSKGKQEESQSPPQGASPTEVNPEEALDSLPQ
ERSLDAPEKGV I TNGGGGGTANGVKDDTDQONAGLSPNNSDPTALVEPEVKQVVTPQP I TTGPSPAMTVS
AEETNPTASTGPQHATETTSTTSPSHSKKVPEATEKTSGNVEPNQQREETDQPDSMNNGTTSHPAETAA
SST1GSDGAQNKEGKVDNG IQRPDRKEPQDGLEDRNTDDASTASETEPKSAKTD I TQKNATSKSGDSDG
STAVSHTTSPLLLLVFACAAAVVAA*

>Tc00.1047053503849 .40 S100 | AML-VFEC- | 15
MAMLMAGRVLLVCALCVLWCGAVFGHAMEDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMAL INA
VEAAEAGEKPSRPDPPQDTEESLPDNKLGNNANGTGAPDSGGGSVSVQPAG I PPTPKGSDKEEKGKKPE
VEDTSGEKVAGDQEQKDGTTTGPQLQRADQLSSSSSGSSDTEGVKRPSSKENSE I SESSDNPPQEEGEK
DLGSASDSHEEEAEEKETEGDQKNAGNQAPTEKRGDAAKHTE I QKATTEPNGQSSPEALEGVKQSEEVQ
SEKDSKNNPQTKSVDS I AANQQNGPSADHGESGLPSPTANGDAANNEADNSTEDG I PNSDPAADGAGTR
EEKQNENKDANPKETPVTAAAMKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053503859 .40 S091 | AG--YKECD | 14
MAMMMTGRVLLVCALCVLWCGAGWVYAGDVENNAGEGFMASGVLGVNRLRVPSVCGKVA I TLPSRMVSF
I TAAEASTNDDASG I IGGNPDSPSGAAAAGSVSGGAGGAGGSGGGGGTSGGSGNSAGGSDGNRDTTEDP
KGVGGGSLQSPPSVDPNSSR I PNEVGESQNTEASLSPEET I SPEAAAESGPTASPGNTPPKVETADKSK
PKEEEKELSVTQAAAP I SVNGNASTGEQNPHNDVGKVDHSSNQTPPPVLPSAVTSPAPSKEPALPATEP
SPSDGS I PAPNVPQNAKDQEQKTSVLT I KMESNAPE I PSEDNVVQQQGQNTTTEELMETSSRVSQAETT
TTSIYTSGTGEAQSTADADDAQRPNPSESQNDLEGTD I INYPTASEAAPQTAETATTAHKNDTAAPGDS
DGSTAVSHTTFPLLLLLLVACAAAAAVVAA*

>Tc00.1047053503875.30]S025 | A-————— c-117
MAMMMTGRVLLVCALCVVWCGTSGGRCDEEKETTPANLSGAPSSGESPPTESKALSPASGSPSL ISKPK
EDEKSKHLPAKESSEAKEGSSSEGNVVNGDEALQEEPSGNLSESEEEEGLPKEQKEEKKTHV 1QDGEQN
RNQPTSHEPSPHQPPSAESHAGSTSASVGGVKDSLDSPLPGY I SSPHGDGDRGTTGSTLSNPQSTSPKE
VLSTEETGAQRHSLSNEKAAKGD 1VGS I ATPGSEGPSFLEEQK TKDLESETHQTAGSSEDLNTESQGSA
KAQLELVNV IKPEPQTSHG IKTPETEGNDSHNTD I SKNLPDAQETEHVQEKNNENPASSPVKAQRTSTA
THEEAPASHPNG I PSPLQKETFTGMKTTEDVQPPEAAATNKPQTGDKSKDVNSDGGTAVSHTTSPLLLL
LVAAAAAAVVAA*

>Tc00.1047053503947 .20 S061 | A--TIFECD |52
MMMMTGRVLLVCALCVLWCGACGGERAEATPGSPGNASREEKPQSEGEPVGGAGNDVKKGEQKVTQGAA
LKAPESHESPANSPQAPPPEGGASVTASTTTENKGKNAQEGEKGENEEKEDEDEEDEVEEEEEEEEQEE
EDEDEEEEDGAKENGETEEETATGTTEETSAGSQEKPSSSSAAEGASN I TNPNSTQTTGDDDPAADGAG
TAEGKQNENKDANPKETPVTATAMKTTTATTGDSDGSTAVSHTTSPPLLLLVFACAAAAAVVTA*
>Tc00.1047053503973.80]S033 | A---V--CD|9
MAMMSGRVLLVCALCVLWCGAGGRCDEEGTAGHGVQPGVSASGGSGAPDNASGQTASGVAVKPSAEQTQ
LRKAEDSAPGSPQSQADLQNQSST IQRTPSSSENAVPSTHSKPSGEQMQDLPEEVPPGKPE I LSSQEEG
KNET IANQQS I DPPSHSGNNDVVGRNSGERTDDTPSSTE I IDAAPSEEVQEREKVTPSLEQPQETSTAA
PAITTQTTSMTPPKDGENSSVKMSDASPHSTVTVTQTNHTAT I TQNSDSSTAVFHCTSPLLLLLVVACA
AAAAVVAA*



>Tc00.1047053503973.120] SO25 | A--———- C-117
MAMMTGRVLLVCALCVLWCGAGGRCDEEMEAAAGGAGGG IAGKGAVEPAGTSTPAADSSSLTKGLPRVN
QSKETRGVKPLEVKEVNADQQDVVPGVEDEDG IPSEQLEETVNAGPGKENTKTQLKNVGQEVRQPPEAQ
FNLPQQPQPQTPASEKGEGAGENNKGGAGQPSLGVQD I GNEDSKALGKGDLLKSPGKESESSEQVQTTV
QKTVPPEHKTQNEVLTSEQKTNESQSTDTSNNLPETQKENKEYPASTKGTAQSTSIGSQEQEAEPSTSE
EPSPFEEQQFTGTNTTEDARTPDAAATEKSQSVNKETAGESDGSTAVSHTTSPLLLLLFVACAAAVVAA
*

>Tc00.1047053503973.150]SO70 | A--TIFEC- |13
MMMTMTGRVLLVCALCVLWCGAGGGGCSETPSV I SGNASDENTQKEKEMTVVGGEEGEQESKQAAPQAT
SSPTGSGLRGVPVNPPQTTQPGGEASDPANT TKDNKDQNKKDKKEEKEEKKENQDEEEDDKNEEEGKDE
DKDDVKEEDGEEEKKEEDEEEDY I STTMGMSAGNQEQP I LSSRVEEASNKTKPQSTQTTGDKDPTTDGA
GTQEEKQNENKETNPKEKAVEATAMKTTAATTGDSDGSTAVSHTTSPLLLPLLVACAAAVVAA*
>Tc00.1047053503973.190 | SO80 | A-—-YKECD | 24
MAMTTGRVLLVCALCVLWCVAGGRCDGEDTVLVVVSPGGRSNDGQSGPGPAPPSPPG I GTSGPGS 1 VPE
SEGSQE 1AGTYSEGSGEKNYKDEDGEEESVAEDGENSRNHERLSEQPTQQEVSHEETPEEKGLKERLK
EKDVYPPGEEV 1KGAQQSQSQQPPPQQLQVQ I TAPAGRGGT TAATGPARPPAPAEPSSMDGSRT IEPTD
SRSPSQESHDKSPLLTKTESSAPVPPLKDAFPEQHGQETTTPDSVMSAPAGRQARNTAPSTSTNDSGEA
QSEADGSDAQRPNPNESHDESDSGKTKVPTTLSEAAPQATETVAATQTNHTKT IGDSDDSTAASHTASP
LLLLLVACAAAAAVVAA*

>Tc00.1047053503973.280]S121 | ANQ----CD| 9
MAMMTGRVLLACALCMLWWGLFG I AADGAGGVPDGSAGEYLFPRWRAQLRSECAEEVGRRTGGGVNDPA
VEECVRRRTDGVRAVVDGRGHWRPQQFVVVATSAGDTSDDYKDPGSLPEGQSGSVAQLTDQQPLKPAPS
TVPGSADNATEKNKPTNPAQPLATGEK INGEL I E IKSDDEGTKGKSEDEGEEVEENGDEADGNAGSGTS
DGSREQGKQKAGTGQGASGGTAKENVNVVAGSNLAEGAAASPPVVSVNVENPKSVEL IRDDVGGRRQTR
EKTVQEPPAVKLKENVPAEL I STEDAAEGEKQK TEEKAEEAETKEEQKNAAEKSKEETPTAPEKKTKEE
QKDKEVQH I RSKNEEKETDGAQPPATKEADVEK TAAFKNTHMNN INKPGDSDGSTAVSHTTSPLLLLLY
VACAAAAAVVAA*

>Tc00.1047053503977.30]S034 | A-—-H--C- | 4
MAMMMTGRVLLVCALCVLWCSAGGGRCGEE I AKDPVGANDAPGNLGEDETEKAEPAALGHGDLGLNPET
TKDVSQGGPSEKPLGGTGGGAVENDEGLLSSGRGDEFKSPSPEEEPPETDDPGKR I EEEEVELRQRRNE
EKKLENQPQLQVPVAQQEQSALPQPPQSMQQPSPPQEQPRQQKQQPPHEHPADNEQESKKNKNAVFANK
TENAQDSDGSTAVTHI TFPVLLLLLLVAAAAAVVAA*
>Tc00.1047053504031 .30 S051 | A--TS-EC- | 2
MAMMMTGRVLLVCALCVLWCGADGGECSEPTPVPPASQSEDRNTPKSEKET I GGAGGGGQSGQLEALQA
AGLSVQEEKKAETPLRTGTQLAPGTADAEKKGKEQTREVGDVGEKKDEEQEKKEEEEEEDG | EQVEEEE
EEEDEEEVSEENDEGAGAEDGEKTRTEGQGDQEVT I ALDQNSGEKNLSGSEQQTRQS I VSAGE I PPPGS
RESSANPTQTK I EEKKETDKSAPAAENTLTTVNGENTVPAGVPGGNPSPPPEDGVDSREQDGEVTTSEG
EKNVPPPATAATPQSHQEKGSEGTGEDTKATTVTANTTDTTNAQNSDG I TAVPHTTSPLLLLLFVACAA
AAAAVVAA*

>Tc00.1047053504039.130]S121 | ANQ----CD| 9
MAMMMTGRVLLVCALCVLWCGVFG I VADGACGGDADGSAVEYSLSRWRAQLRSECAEEVGRRTGGGANA
SAVEECLRQGTDGVRAVVDGRSRWRRQQFAVAAAADGDSGGNVKEEK TKTLSKELHQQPQDSNVAAPGM
NESPGRAHEPSS I GEGGAGSEESQSSLPEVPHEMQNSLLESQKVLGGVGRKAESTVNGPTGHESAADGS
GHIESPE I GVTGDPEKESSQKGSPK I TASSQGAGTGEAPQPPTRAGGGTQKDPG IKNPETAETPGEQI T
QTAEQGTPQGGQVPKVQQ I VSEPANKQSKVEQEVDS I TTPVNAPGVTPQQEKEEDAENEGTADEDEAEE
EIETQED IAWRPLTPIRKKSSHS I SSLHGSAASFSQEEKPTTQV I SENLP I SETVLEEGGRQHGDTATP
HNVNSSNAPSSVTEPDTATTTKTMIATHNASNLNWDGVKPFTEEKEKRDETPNLNSASEGTKNTPANSE
VPTTATEHAKD I TNTTPPADSDGSTAVSHTTSPLLLLVVVACAAAAAVVAA*
>Tc00.1047053504039.160]S061 | A--TIFECD|52
MMMMTGRLLLLFALCVLCCGVCGGGCSEAAPASPVTGVSGDGNNPEGKNNT TVGGVGAVDQTGQQAASQ
AAASSSVQNAPGAEAESAQQTGAQALGTANATTENNNDTTKTGENEKTNHDTVEDDDEEEKKEEEEEEE
EDEEEEEEDDGNEEEDGGEEKKQEEKDDTSTTKR ISEGGQEEP I LSSGVEEASNKTKPQSTQTTGDKDP
AADGAGTQEEKQNGNKEANPKETPVESTVMKTTTPTTGDSDGSTTVSHTTSPLLLLLVACAAAAAVVAA
*

>Tc00.1047053504039.180]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCVAADGAVGVVSGGDDNSLKELF I PVARLQERQEQRAAGATADAKAAAEA
AETAVAKATAAKVAAEAAAKAKAAAAETASKATAAKAAAEAAKAAAEAAAEAAAEAAAKAKTSAETDET
AATKVTAAAEAEAKAAAASEAAKAAATQATATAEAATKAKAAAEKAAKEAATAAAAEAVTATAAAEAEA
KAAAASEAAEAAATQATATAEAATKAKAAAEKAKEEAEKAKAAEKAKEAVTATAAAEAATAAKAAAEAA
KEEAEKAAAATQEAAKTTAAAKEEAEKAAETAAAEAEAAEAEAKAAAEAAKAAEAKAKEAAETAAAESL
RGTTVGEEAKTATHDQDNSVEHHSEEKQELLQEHEPERQEKEQHEKQQHQQREHSAGNGEESPKEK I AN
GTNATAITDDSDG I TAVPHTTSPLLLLLLVVCAAAAAVVAA*
>Tc00.1047053504039 .200 | SOO8 | A-———— ECD|43
MAMMMTGRVLLVCALCVLWCGAAVEAEGDDVTEPQDEPSRASQSASEGGHEEEPD IRNPVGEVLNTSEG



PLVARDLTKVSPQKTSFKQPPRDNGGAAGKEEKVEVKKVGDEETRSDGEEPPKDHSEGTQERDGPKENE
RNPSPTPAEKMLTSGDKTAEHAGRAGQA I1RAPQSPESDGTRPSGSSVGGSKRGESSNLDNSASDGGKQS
AVDGLGSGGGTVLDPNGGGGSSGRGGGSSRGDSSVSPLSTAG I SSSSALDAPFVQSTQPSEKGLQSETM
SLGTALPNEQPKERSGSKAKQGSSTSEEAAESLDDSGDAVEKEKEKGD IGPKATTSLSSTTSYPPVTRT
TPRSSEKPSPTKTEVQAGKETSTENVT I TKRNDTATPGDSDGSTAVSHTTSPLLLLLFACAAAAVVVAA
*

>Tc00.1047053504039 .230]S002 | A---S-ECD| 19
MAMMMTGRVLLVCALCVLWCGAGGGFADEEKAAGSESGGELPPASNPVVTPPVGSQGLQNGVTVVTEEV
SP 1SSPPQGGDADGDDEDEEMEDGETEEKEGKRTAGQSGQGGTVAPDPGSREE I LI GSENEKNQSILSA
EDVSPSNSRES I ANPTQTEFEEEKNTDENKPAVEDALKTGNGENTLPGGGNLPSSPEDGVDSRKQDGEE
TTSENKKNLPLPATAATPQSHRDKGSEGTGEDTKATTVTANKTDTTNTQNSDSSTAVFHTTSPLLLLLN
ACAAAAAVVAA*

>Tc00.1047053504081 .40 S047 | A--TS-ECD| 8
MAMMMTGRVLLVCALCVLWCGAGGRCDGGKTAGLGSAEHLLESQELEKSPQFTQGIRDGTGGVKEKVLS
TSSEDEDKEDASEENEHEETEDGEKKS I ERQGDQGGTVASDPNSGEKNL I GSGQENNPAIVPAGGISPS
GSQESNANPSQPEVDEKKETEKSLPAVENAHTPGNRENTLPGGVAGGNPPSPPEDGVASREHDGEETTS
EEKKDVPPPETAATPQSHQDKGSEGNGEDTKATTVTANTTDTTSTQNSDGSTAVSHTTSPLFLLLVVAC
AAAAAVVAA*

>Tc00.1047053504081 .50 | SOO8 | A-———— ECD|43
MAMTMTGRVLLVCALCVLWCGAAVVESVANDVVDGGVKEGPLGGSRSDSGDEKAGNPELSKPVDEGLGS
AGHSLDTRSGTNVSEQGNLVKEPPTGNVGKEEVEGKGLGTQRNEVHEQQVEAEGEE I TVTHKSQTKDKG
TLPQSTPPTPALMQGSPRTPGQPKENSQKSTGQSPTLKLPPAKSPSQASGVGEADGGSVG I EGTGRNVS
GGSLVGASETSLVTGEAIKDPKGSEGPVSGPPSGGASSST I SNNGDASRNNGGAPSTQDTKSLKNNEQS
GPT ISSGNAPLNRETPETSTPDAKQHSSETQENETSRVADGDANYRAAGQSAVGTKGSSGVSTTAKNAP
TPPTATVTGAPAEKPTAERSPPPADSTTGEGLAATTTAQTNDTTKSGDSDSSTAVSHSTSPLLLLLVAC
AAAAAVVAA*

>Tc00.1047053504081 .90 SO73 | A-L-YKECD |2
MAMMMAGRVLLVCALCVLWCGAGGRCEEEGTAVPESGGKLL THTHNGGNDGLRLKADFGL I STRMGL 1K
AVAAGDDGGDGAGNDSLENEDKSPQGGVLAGTKDNEAPGAGGGNGAAGAVNGQLPAAGQKG I ENKNVDP
GRNAATDSQDQNNDHLSSSSGSTPSRSGEKPSSTGTSEMTQLPKDTVTKLDADLQDKRESSEG I KAEET
EEEERQK I KAHTGSRESKNNGGETTPPLPTSSDEESP I SDQENSQNSKKVKNEATLSESKTASEAPAPP
SKDATQGQHSHDTDTEDPTKNAATGSPVEPTTSSTSKSGSGDHVQNKVDEDDAQSSEEQHDG IETGNTN
VVPTLSERASQTPETATDARTNDTTTPGDSDGSTAVSHTTSPFLLFVTCAAAAAVVAA*
>Tc00.1047053504081 .170]S002 | A---S-ECD| 19
MAMMMTCRVLLVCALCVLWCGVGGVCTEEEETAGRGSGADLPLESKE IV1SPEGPQGLQGGAPGGEENL
TPVV IQEADDDDDDEE TKAEKEKSNEMQSVQEVA IAPGPDSREKNLSGSDQEMHQA I 1 SAED I SPSSSQ
ESKTNPTQTEFEKKTTDENTPAAGNALTTVNGEQTLPAEGNLPSPPEDSVDSRKQDGEDTTSEDKKNVP
SPETAATPQSHRDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAASHTTPPLLLLLVVACAAAAAVY
AA*

>Tc00.1047053504081 .350] S004 | A---V-ECD| 18
MAMMMAGRVLLVCALCVVWCGAGGRCDEGGTGGTPPGANPASGAGTTGNAAGQTAPGEAEGFSAQQPQL
EKVGDSPSGGSRSQVDLQLQSPT IQLTPSGAEHTAPSTHSKPSGEQMQDLPDEGPPGKPG I SPSQEEGK
NKT IVNQQSNGPPSHSSNNDFVSRNSEERTEDNSGSTETLVAAPSEEGQERENVTPSLEQPQETSTAAP
TVTTQT I STKPSEENKSNTVKMSAASPQSTVTANTTDTTNTQNSDGSTAASHTTSSLLLLLVVACVAAA
AVVAA*

>Tc00.1047053504081 . 400 | SO80 | A-—-YKECD | 24
MAMMAGRVLLVCALCVLWCGAGGRCDGEDTALVVASPGGRSNDGKSGPGPAPPSPLAIRTSGPGSIVPE
SEGSQE 1AGTYSEGSGEKNYQDEDGEEESVAEDGENSRHHERLSEQPTQQEVSHEETPEGKGLKERLE
EKDVYPPGEEV 1KGAQQSQSQQPPPQQLQVQ I TAPAGREGTTAATGPARPPAPAEPSSRDGSRT IEPTD
SRSPSQESHDKSPLLTKTESSAPEPPLKDAFPEQHGQETTTPDSVMSASAGRQARI TAPSTSTSDSGEA
QSEADGNDAQRPNPNESHDESDSGKTKVPTTLSEAAPQATETVAATQTNHTKT IGDSDSSTAVPRTTSP
LLLLLVVACAAAAAVVAA*

>Tc00.1047053504081 . 460 | SO09 | A----KECD |5
MAMMMTGRVLLVCALCVLWCGAGGGDAEMNDESLVGSQHVSGVGEKSPTGLPESGERVPDSAGHSLGIN
NG INSSLQEGTGTGTTTDRVGKKEEEDNDDDDLEEAEEERSKEKEDTAQTRKSKTSSKEVAAT IPTVSG
LSESDGGSPSGVDGVGSSESSDGSEDLNLEVPGPVVNSPPPLSNAAAGGLQNTDGALSPQKNNFPETGY
HSGTTPLAPSLPKSQAPA I TQPKAEEQSSTEQDTEDSPDTGEVTTGKKNVQNTVETG I PSRSLSAASKP
PVQQPTPLLAPSPAVPSPGRSAPAPSEKKSTAPSFSAGEGSRRAPNVAQNSKEEKNEKLPSETETESKA
VEQPSGNDVAEQDSPARTTASP I PASGSADAQRNEDADNSNAQVLKSEGTHENSETGY INLASTAGDAA
TQTEKPLADAKTNDTATRGDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053504081 .490 ] S002 | A---S-ECD| 19
MAMMTGRVLLVCALCVLWCGAGCGRCEEEGTAVPESDADLPLASKQLENSPQDTQGLNGGVPGANVNVP
PASPEPREGEDDVDDDDSEETEAQEE I IEGQSGQGGTAAIGSDSMEENL IGSEKKTGQS IVPAKD I PHS
GSQESNANPTQKE I EKKDSGKNTPAVGNALTTRNGENTLPAEGNPPSSPKSSDDSRKQDGEDTTSEEEE



NVPPPETAATPQSHRDKGTEGTVEDTKATTVTANTRDTTSTQNSDGSTAVSHTTSPLLLLLLVSCAAAA
AVVAA*

>Tc00.1047053504081 .530]S032 | A---H--CD| 8
MAMMMTGRVLLVCALCVLWCGAAGAAADSSEKMADPSSSERSQALRNGLSEPTDGKKSVEHKSCSVEPY
SDANTAECTKAKSNNLDAISTDPLSPSHAPSNQDPQTGLQPVVPPTGPVQANQPSPGHVKGVVEEVREE
DDEAKRKKELEEQNKQQNQESHENPSSREKPSVLKGDQAVGQEATLQGDSAQQGRKHQEEAPVQ 1QQEK
DVQHRGLSQHDQQLQSHEEGQEGRHPDEEQPQLPKVQKEK I ATASPTGPNLTQQSPPQVKLHGMQQEGS
AASSSERLKEK IPSVSTESKSNGT IDPPSPKASEGEGGAAAAL QAEEEDEKFRKDAEFFETAVTEDHHH
EQPTENEGETTKEKPAVVKNNTAI TNDSGSDGSTAASHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053504081 .420]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCVPADGD IVVVSGGDDN I LKELF IPVARLRLRQEKRAAEA I ADAKAAAET
AAKAAKAATEATKTAAVKAEEAEAAAEAAAKAAEAAEAAAEEAKAAATEAAKAVDTEEKARAAAAAAES
AATKATTASKAATKAKAAAEEAKAAAEAAAAKAEEAEAKAAAEAAATATEAAEAAKAAAEAAAEAAATA
TEAAEAAATAANAATAAAKAAEEKDEAEEAAKEAAKEAAAAK I | AASAAKAAKEAAEKAEKAKAAAETA
EAKAAAAAEAAAAEKAKAAATEADAKATAAK TAEAAAEALRGTTVGEEKGKTA THDQDNSVEHHSGEKQ
ELLQEQEPERQEKEQHEKQQHQQREHSARNTEESAKDNTANGTNATAI TDDTDSSTAVSHTTSPLLLLL
VFACAAAAAVVAA*

>Tc00.1047053504155 .80 S082 | A-—-YKEC- | 17
MALMMTGRVLLVCALCVLWCGAGGGYAEDVDVVFGHPGTRGERGGGAVGQSPPAGGSNGGSGGSKADSP
HGSESEPLDSTSDEESSSLD I DQELDPNPPEEHVLQKEVDP I GKQDHSESGPQDALPPDANGTVTLDSD
AQLQLSDTKKKQTEVLTNVGGGE I ADGEKDSTGRSNGLSPNKSDPPALLEPR I KEVSQPTEPSPPPANL
SPAPQELPTAVSPAERPPAIAVSAGETNPTASTGSRNATETTTTTSPSHSKTAPEAAETPSGNGEPNQK
1QDTDTPDSMKDGPTSLPAETVVSSVSKSG I GGAHNKEDKVDDGAQRPNTKEPQDGPEDGNTNDAPTST
EAAPQKALTAT ITQTNVTATKGDSDGGTAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053504155 160 S066 | A---VFECD| 8
MAMMMTGRVLLVCALCVLWCGVCAVGVSMADDSENTDVSQGSAKGPPSEPAGRNNGKQESSDQVSQGLQ
KVGEPLDSKKEAVGNQRKDPK I ETPTTDKSMDDKGEAEKEQ I RGSAGEESGEL LEEREAPLDGQGGEGQ
ARQAGNGSAKVGGHSSATTPSEGERPGTGESSPPGSLLPPASTQGNGAA I PASLQGAPAATMKTNEKPY
ENPRAEPEKEKL SSEDDVPEQTSQGVNDGVEPNNDSQKKENVSVTLKERNGESDGDSESTQTRPLAVGD
ASNMDAERGTE I GLPKNNPTANNAVTEGAKRGDNKHSTRKETPVKATAI TNDTARTGDSDGSTAVPHTT
SPLLLLLLVVACAAAAAVVAA*

>Tc00.1047053504155.230]S010 | A----RECD| 22
MAMMMTGRVLLVCALCVLWCGAGRCQEALLVSQSEVPGA IEGDGGQPRGSSGFKMPESHAPGSEASVRE
VQQEQDPSPPREETQLGTKGGNMVEKAKEKGAAKDAGKEGELDGKT I ELKKPEDKLTSVEGQQLNNNEG
LHPTTLNGPNGVETTTPSRE I LSVREDQQDLSSSLLPPLHNTSPGGTPPSTPAAGRADTKSHEND I GKK
NSQQSVVGD IGQNNDTGEKAVDSTGEEEGSRLSVATVEEMSETTKKSDSGGTATTTAVGTDIGTEETPP
TNHPSKPSTEGATTPGTTSDGEAASTNKYDTVSQNAGSTTAATTNATTGDTAKKGDSDSSTAVPHTTSP
LLLLLVACAAAAAVVAA*

>Tc00.1047053504197 .20] S025 | A-————— C-117
MMMTGRVLLVCALCVLWCGAGGRCDEEVVE I PVGGGKVAVGSTGTSTPGSDSLDPTKGLPKVNQSTEKS
EGKSLEGKEVKNDQLFVAPGVEGEDRSPSEQLEERLKNAPEQGKTKPE I QNKEQEVGQPPKSQLNVLQQ
PQPQPPSAPQPHTPASERGEGVGENSKGGEGQSSLGVENSGNEDPENPREEDLLKSPGTKSESSEQVQT
TVPDTVPPEHKTQNEVLTPEQKTNESQSTDTSTNLPETQKENKEYSASTESTAQSTSTGSQEQETEPST
SEEPSPFEEEHSTGTKTSEDARTPDAAATEKRQTGDNEKVGDSDSSTAVSHTTSPLLLLLLVACAAAVY
AA*

>Tc00.1047053504201 .40 | SO82 | A-—-YKEC- | 17
MAMMTDRALLVCALCVLWCGAAVVAVGDV I GEVG I KEESSKALQVDSQAREAGKRDVSGPEAVVPRLHE
QQGKNARKNDDSA I QPTRQFKVEEDRDHSEEEEEKENEGSLEGTVKDGEVLPSPAEGQPTSNEPPPPPA
SGGSRNGV 1 SGGGSKLGEGSNGGEGPTLNSSSSSGDGKPPAVDSSGSGGGTGSVPGGKG I GGGGTPGVE
SLKFPVSGVALPPSTPAAGSASSAQNLEPSERSGWPEPTASLR 1 APLNVDARKESKPKDEPQTFSAHGE
AERHVTDEETSKKEAEESAVEGKRLFNLPHTASSTPAGPAVRLPEGSQVQGNRDEGEGLPPEATKSETS
TGQKHGTSQSQNESRGTKFPSKNEVAVKHGHVTVPSDSMTNASANSQGL TTAPS ISTSGSEDAQSTVDG
NTDDDQRPNKKKAHNNPEDDNANVAPTFSETAPETDT IQKNATSKVDDSDGSTAVSHTTSPLLLLLVAS
AATAVVAA*

>Tc00.1047053504201 .50 ] S025 | A-————— C-117
MAMMMTGRVLLVCALCVFWCGAGGRCAEEKADEVLVAEPGPSLSGGGDSPTKQSKNSSPVPGPLVLPPK
QQKDDKSEHLHAKESLESEEEVPLKTQEGENKTQVPQDGVQNGNQS I PQEQSPHQALPPHQPPSVGSDA
VSPGGSSVGSSSSGV I SSPHGGGDKGTTD I 1 LSNAPSSSPKGVLPAEEAETEHHSLPNENAAERGNVGR
AAAQGNEDPFPLEERRTQDGKSEAHQTEESSKDLNKQPQGNGK I QNGSPNADTPQLQTPHGRKTPETKG
NNSHNTD I STNLPDAQEPKYVKESNNENPASTPVKTQGTSTG I QEEAPASHPNG I PSLQQENFTGMKTT
ENVQPPEVAATNKLQTGDKSKDVNSDGSTGVSRTTSPLLLLLVVCAAAAAAAAAVVAA*
>Tc00.1047053504239 .30 SO09 | A----KECD |5
MAMMMTGRVLLVCALCVLWCGAGGSFANEERTGLGSGAESLLESQELETSPQVTQG IRDGTGGVKGQVP
SKPPEDEVEEDEDEDNDDDEGAGTDEEEEERSKEKEDAQQTRKSKSSSKEVATT IPTASGLSEAGGGSP



SGVDGVGSSESSDGSEDLNLEVSGPVVNFPPLLPNAAAGGGLQDTDGALSSQKNNFSETGVHSGTTPPA
PSLPKSQAPAI TKPEAEEQSSTEQDTEDSPDTEEVTTGKENVQNTVETG IPSRSSSAASKPPVQLTTPI
LTQSPAVALPERSALAPSEKKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETESKAVEQPSGDD
LAEQDSPARTTAAP I PASGSSADAQRNADADNRNAQALKYEGTQKNSETGYKNLASTTGDAATQTEKAL
ADAKANDTATPGDSDGSTAVSHTTSPLLLFLVVACAAAAVVVAA*
>Tc00.1047053504239.110]S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGVGGGGCTEGQLPDVGPPVNPASGAGY THNPVDHTVPDGAGKHSAEQTQ
LNNVEGSASREVSLEAPLQPVSTTQQTPSSSEPTDSL TNSQSSGGKRQDVQHEGPPGRPGTSPSQEDNT
KVSNGNQQS IDPPSPSGNDDVVSSNSGERTEDTPGSTETFDAAPSEEGQERENVTPFLEQPRETSTAAP
AVTTQTSSTTPTDVGESSTVKMSEASPQSTGTANTNDTTTKIGDSDGSTAAFHTTSPLLLL 1VVACAAA
AAVVAA*

>Tc00.1047053504239 220 S015 | A-—-H-EC- |9

MAMMMT GRVLLVCALCVLWSVAADGAVGVVSGGDDNSLKELF I PVARLKVRQEQRAAEATADAKAAAEA
AETAEKAKAEAEAASEAAEKAKAAAEEAAVKTTAAVEASAKAAEAAAKAKTLAETAETATEAADAKAAA
ETAEKAKAEAEAASEAASEAAEEAAGKTTAAAEASAKAAEAAAKAK TLAETAETATEAAEKAAAKATAA
SEAAEKAKAAAAEAAAK TAAAEAAAAEAK TSAETAKMATANAATAAAKAETETEKAAAAAAKEATTKAK
AAEAAKDEAAKAAATAKTAAEEASAKAAEAAAKAKAAAEAAETAKASAGKAAEEAAKAAAEAAATAAEA
AAEAKTSAETANTETAAAKAKAE TEKAAAAATEADAKT TAAKTAEAAAEALRGTTVREEEVKTA IHDQD
KSVEHHSEEKQEL LQEEGTERQEKEQHEKQQHQQREHSAGNGEESPKEKTANGTNATAI TDDSDGSTAV
SHTTSPLLLLFFFACAAATAVVAA*

>Tc00.1047053504239 290 ] S002 | A-—-S-ECD| 19

MAMMMT GRVLLVCALCVLWCGAGGRSDGEDTAGSG I GGESPLSSQELETPPQVTQDLRRGAGGLKEELP
PAPSEDEVEEDEDEDNDDDGAGTDEAERTERQGDQEVAVTSDPNSGEKNL 1 GSRRKNHQP 1 VSAGD I SH
SGSREPNANPTQKEVEEKKDE TDENTPAVENAL TTGNGEHTLPVG I AGGNPPPPPEDDVDSREQDGEDT
TSGGKKKVQSPETAAAPQSHRDKGSEGNGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLLLLLY
ACAAAAAVVPA*

>Tc00.1047053504239 350 | SO99 | AML-VFECD | 25

MAMMMT GRVLLVCALCVLWCGAVFGRAMNDYCSEGGGNGLMHKSNGGNGGVSLKADCGLLSTRMAL INA
VEAADEGGLSGDAGSSQKSKESLQDKTLSDDTEGDAALVSGGVVADPPPPPAAAPLQNPGGRNTGEEGK
QEELGTKGNEADDKSRSEPGPQKPKTEQSTSSASGGPGTQSDVELALEDTSESNESSNDAPKQEDAGET
ELTKLSDEEPEKGKSNMAL TETNDSQAKQKE I QLPTPTTLPTTRVDEHSSPGDTVTKQQLQKPQSEMEP
NNNSQTKSVVT I TADQHNEPSADHAGSRPPSPTANGDAANHEADKTTEDG I PNNDPAADGAVTREEKQN
ENKEVNPKETPAESTV IKTTTATTGDSDGSTAVSHTTSPLLLLLFFACAAAAAVVTA*
>Tc00.1047053504239 .420] S004 | A-—-V-ECD| 18
MAMMMSGRVLLVCALCVLWCGAGGGGCTEGQLPDVGPLVNSESGGY I TGNPTGHTVPDGAGKHSAEQTQ
LNNVEGSTSREVSLEAPLQPVSTTQQTPSSSEPTDSL TNSQSSGGKRQDVQHEDPPGRPGTSLNQEENK
DVSNGNQQS I DPPSPSGNDDVVSSNSGERTEDTPGSTETFDAAPSEEGQERENVTPFLEQPRETSTAAP
AVTTQTSSTTPTDVGESSTVKMSEASPQSTGTANTNDTTTKIGDSDGSTAAFHTTSPLLLL 1VVACAAA
AAVVAA*

>Tc00.1047053504249 .30 S043 | AG—---- cD|27
MMMTMTGRVLLVCALCVLWCVAGGVYARDVDNNAQGVCMASGVVVKNCSQMPSGCDKTTITVPLRSVLP
I TAVEASTENNVSGSTDGNQDSTSD INPGVVDGTDGEGTVQAGGSK TAGDSRGGGDAGSSGSSKGSEGL
DSEPLPSGGGGTGDSPPSSSTDVTSSTRSGGGMDSTGNALSSVGNK TPEVVQPEKAANAALPQHPTSQE
QETMKSTPGTQSQTPSLAAGQDVGDGVTDGEGQGSSREKTKENEDLKAPGTEV I FESPGPKLHGSGGNE
SELPNATLQETKTQKQGKTLEKENNDSQSGGAPKNSSNKHERNDRREGSSKATTSTAGTAQSTSTGSQE
QAAASSSVGTPTPDQEEKFTGKKRTESTQPPDAAGTGKPSSGDKAN I ADSDGSTAVYHTTSPLLLLLVV
ACAAAAAVVAA*

>Tc00.1047053504261 .40 S002 | A-—--S-ECD| 19
MAMMTGRVLLVCALCVLWCGACSGRFGGEETVGLGSDGPLPKSTQLETSPL 1SQD1KDNAPVVKGNLPS
ALSTPREERDDVEGDGDDGEGTKDEGEKTRTERQGSEGGTAAIVLDSREE I LSGNEQENHQS I VPAEG
SSSNSQESNANPLQTEVEEKKETDKNTPTVENTPTPVDGENTLPPGVAEGNRPPPPEDGVDSREQDGED
TTSEGEKNVPSPETAATPQDHRDEGSEETGEGTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLLLLY
VACAAAAAVVAA*

>Tc00.1047053506133.140]S061 | A--TIFECD |52
MAMMMTGRVLLVCALCVLWCGACCGGRAETSLPDSSGTTSSEGNDSESDKNS 1 GGAGGVDQSGKPAQSQ
AAGLSVQGATGVAAENA I KTEAQVSSTADAEKKKEEETQRAEDVVEKKGKEQEPKGEEEEEE I EQGEGE
GEEERREEDKDEEEQEEKSNGQKEEQEETKKGEAVTGT I GGMSAGTEEQPSLSSGAAGASNKTNPNSTP
TTGDDDSTADGAGTAEGKQNENKDANPKEAPVTAAATKNTTATSGDSDGSTAVSHTTSPLLLLVACAAA
AAVVAA*

>Tc00.1047053506133 .54 | S016 | A-——-~- EC-]10
MAMMTGRVLLVCALCVLWCGAGGGYAWPYKECESDKESCLNHSQHKSVYNSS IRSRYLGETDSTSTGLL
GSSTGSTGSGGDVSRNGAGGTTNSATDSQKGGAQSSL TPSQHASASSGDSSRSKESSEKTEETPGPAPT
SDNDGDGGPNTANQAHL TGGEKLDSGHQTEDGETDPNLPPEDSKDGEDTHSSPTPPPANKANLPNVTAE
GEKAPAVL TRQEESDGNPEAEPENEQHSSASGVSVPQPEVAQQGETEDDNTTEKTPDEAAAPKNGTATL



DDSDGSTAVSHTTSHLLLLLVFACAAAAVVAA*
>Tc00.1047053506133.61]S015|A---H-EC- ]9
MAMMMTGRVLLVCALCVLWCGAADGAVVFSGGDDS I LKELFFPVTRLLLRQEQRAAEAAADAQAAAETA
AKAAAATKAATEATKRAAEKAKEAEAAAEAAKAAAEAAATAVKAVDAEAKAKAAAAATESAATKAKAAA
EAAKAAAEAAAKAAAAAAKAEEAEAEAKAAAEAAAKAREAAEAAKAAAVAAAGAAAEAANAATLAAKSA
AKASAEAEKAAAQDETEEAAAEAAAATLAATSAAKEAAEKAAKAKAAAE TAEAKATAAEKAAAEKAKAA
ANKAETAAEALRGTTVGEEEVKTA IHSQDNSVEHHSGEKQEL LQEEEPERQEKEQHEKQQHQQHEHSAG
NGEKSAKDETANGTNATAIKNDSDSSTAVSHTTSPLLPLLLVACAAVTAVVAA*
>Tc00.1047053506139.10]S087 | AG--YKEC- | 7

MAMMMT GRVLLVCALCVLWCGAGGVYARDHDSNGLVGSMSSGVLGANLPHMPSGSDKNAFMLPMRSVLP
I TVAEALNENDVSVPAEEDVDLSLNAGYPHAAANGGGGR IGNTTGSHAGGSKTSGGG | GSPGAGAVGVQ
GEGAQRSGGGVDPNGSGHSTLETLGREANGKGGDQSGVRTEENSRNPPAELSSSVQSKPPLTPPEPAGY
PQ 1 QHAPQLLPQKAPETAEASPSPAVSAVDRGTPESRDSQ I SGKETKKHSTSEAKTEPQ I TEKFLNGGL
TEENGQEATRPNLAKNAVTDTPTKTTAPSLSTSGTGDVQTTTDTVDNGAQRPNTKEPQDGLEDGNTNVP
PRASGAAPQTALTAT I TQKNHTKT IGDSDGGTAVPHTTSPLLLLLLLVACAAAVVAA*
>Tc00.1047053506139.40]S024 | A--T-R-C- | 1

MAMMMT GRVLLVCALCVLWCGAGGGFGEEAPTVSVPDLPTADTVAQG I TEMTGDAGNGGPQDGKEKLQG
ETKPEVNVNNSENPAGTPSGVNAEEEEDDKEETEEEEE I RDEHNVETEPRKDQGEEAEDGPGVPNARPY
ASAQQHLQPAPSTGSKSPSGSLETTLQATQTGLQQSADTPNNLPTGNNK INKETGRKTASDKTAEETSP
SSLREGVVD 1QKDAEGNNEKHQNNPHLPATAATLQVHQQDGKLDT INET ILSGETNNEN 1QQNDSSSKS
VKAVQSDAGTEGNPTANELSRPS I EDATP I SKTHDFNKDSDSTENVASETAGSVTAPNTDSKPGGTAMP
GDSDSSTAVSHTTSPLLLLLVACAAAAVVAA*
>Tc00.1047053506139 .70 S066 | A---VFECD| 8
MAMTMTGRVLLVCALCVLWCGVCAMEVSKADDSENTDVSQGPAKGSPSEPAGRNNGKQESSDQVSQGLQ
NVGEPLDSKKEAAGNQRKDPK I ETPTADKSMDHKGEAEKEQ | GGSAEESGEL LEERKAPLDGQGGEGQA
RQAGNGSAKVGGHSSATTPSEGERPGTGEPSPPASLLPPASTQGNGAAPPASLQGAPAATMKTNEKPVE
NPRAEPEKEKLSSEDDVPEQTSQGVNDGVEPNNDSQKKENVSVALKERNGESDGDSESTQPRHLAVGNA
SN1DAERGTE IGLPKNNPTANSAVTEGAKRGDNKHGNRKETPVEAAA I TNDTARTGDSDGSTAVSHTTS
PLLLLVVACAAAAAVVAA*

>Tc00.1047053506139.110]S072 | A---VFEC- |6
MAMMMAGRVLLVCALCVLWCGAAAASSAAGREDVVTEEDEQTRTTEVLPSGGKNKSQVTSVEESTGKKA
GNVKTPENSQAA I LSTTNGPSDKKQEDEKKKKEKEGDTKDGEDEGKGEEEREK I EKPPTLPPPSGQTST
PTTNGNSAGTSNETRAKEMPSTDRDSTQEQVLKSPAAPTAATPKAKNENPGSADAVLVQQVQKVQSGLE
SGTESRKEESVLTKNKQQDGTFDSHAESTPTSRSSEKSVAASNGPDKATEDE I SNKNTAGVDAVPEAAK
DDGNKDDNKKETP IKTTD IANGTAPTGDSDSSTAVPHTTSPLLLLLLVACAAAAAAVAA*
>Tc00.1047053506139.160]S100 | AML-VFEC- | 15
MAMTMTGRVLLVCALCVLWCGGVFGRAMDDYCSEGGGSGLMHTSNGGDDGVAIKANCGLLSTRMRL INA
VEAADEGGLNGDAGSSQDNPKVSLQDKKLSGNKEGDAAH I SGGGV 1 ADPPLPPAAAPLQKPGGRNTGEE
GKQEELDKKGNEAGDKSRSEPAPQKTKSEQSTSSASGGPGTQSDVEPGLEDTSESNESSDDALKQEDAG
ETELTKLSDGEPEKGKSNTALTETSD 1QAKQKETQLPTLPTAQVDEHSSPGDTVTTQQLQKPQSEMDPK
NNSQTKNVAT I TANQHNEPSADHAGSTPPSPTANGDAANNE TDKTTEDG I PNNDPAADGTGTAEGKQNE
NMNANPKETPVEAAAMKTTTAKAGDSDGSTAVSHTTSPFLLLLLLVACAAAVVAA*
>Tc00.1047053506277 .10 S025 | A-——--- C-117
MAMMMAGRVLLVCALCVLWCGAGGRCDGDEVSSSALSGPRGGVDGPQSSSKSVAGVSEDARQLLYAQNG
KNENQGRGSV I EPSLDDVYEEEDEGEETETRETPPPAGGG I KAPSASAGPGV I PTSGSSSPSGVDSSSR
1GGGTGPTVSTSSNTVGKASKEDMALQEKESQHTQLGDGEAAGTHNNGSQQNSSAPPPTGGQNDNDAVT
LSADGLRTLGVQIAVKGDLEASRSEEPSDGPSTNLPESGRAPPESSQAAAAPEHTPQHKVMTSVKEETE
RMNMNASANLPGAPKRSNEDPASTATTMQSTSTGGQEGEATPSSNG I PK IQEEKLTGNNTTENVQPSDT
AETERLQSVNTSNVGDSDGSTTVSHTASPLLLLLVVASAAAVVAA*
>Tc00.1047053506309 .30 ] SO85 | AG--YK-C- | 2
MAMMMTGRVLLVCALCVLWCGACGVYARDRDSNELVGSMSSGVLGANLPHMPSGSDKNAVMLPTRSVLP
I TVAEALNENDVSVTTEEDADLSLNTGSLHAAANGGTGG IGNT I DSHAGGSKTSGGE | GSPGAGAVGVQ
GEGAQRSGGGGDPNGSGHSTLETLGREASGKGGDQSGVRTEENSRNPPAELSPSVHSKPPLTPPEPAGY
PQ 1 QNAPQVLPQKTPQTAEASPSPVVSAEDRGTPESRDSQI SSEETKKHSTSETKTESQVKEKFSNGGL
TEEDGQEATTPNLAKNAVTETPTKTTASSLSTSGTGDVQTTTDTVDNGAQRPNTKEPQDGFEDGNTKVP
PRASGAAPQTAKTAT I TQKNDTATSTQNSDGSTAVSHTTSPLLLLLVVACASAAAVVAA*
>Tc00.1047053506309.40]S010 | A-—--RECD| 22

MAMMMT SRVLLACALCVLWCGVSVANGDTGNDREHSGQGDVG I FSHSSSSVVGHGDNGVVTDGNFQGSG
SHSPGFAPNGGKTSLTGVVEGVGLKSSKDAL TPAEEGRGGMQGQQELVPKVSHQPEAGTTGKSHHNAPE
QLPNARTELGNGGGATAEGDEVKTTVKDAQLGRSSTNDSHPPAADRGLKEQEGTVRKATSTVALTPAVG
RETPPKADPKEDSPKEKAASSAGVTQDSPTVSQQQTHSSSSSQSG I DPTYTPGEGRDAEE I FNNNQPSG
GVVLKEGAQHETVAGSEKPT IPAANTRNT IGTT I YGDSNSSTAT I TALRSDAGTEGTPTTNHLNRPSTE
GATPPETNSDGEAVSANKYDTVSQSTGSTTAQTTNAKPGDTAKPGDSDCGTAVSHTTSPLLLLLVVACA
AAAAVAAA*



>Tc00. 1047053506309 .70]S100 | AML-VFEC- | 15
MMTGRVLLACALCVLWCGAAFGHAMEDYCSEGGGNGLRHTSNGGDDGVSLKADCGL I STRMGL INAVEA
GDDG I DENGNAVLENKDKSQHGSVLAGTGGNE TPGQKGVKGAAGAGLPPSPSGPGGSDTEEQRQPEQLD
TKGKEAGGKRDEKGGKATESQQQRADQSSSSGSDGPQGGKEPALKEKSESTESSVDTPTQEDEVEAEET
NVSEEETGGDEENNNNVALTVTSESQAKLKGTQTATPPTLPTTQVNERSRTEDLGHVQQPKGVQSDIES
NSNSQTEGAAP I TANQHNEPSADHAGSRPLSPTANGDAANNDSDKSTEEG I PNNDPAADGAGTAEEKQN
ENKESNPKETSVEATAMKNTTVTTGDSDGSTAVSHTTSPLLPLVFVACAAAVVAA*
>Tc00.1047053506309.140]S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVLWCGAVFGHAMDDY CSEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMGL IRA
VEAVEAGQELSGPDPPQDNSKVSSSDKKVRSGAPGSKGGSVAAAAAA I PPTPGGSGTGGQVVKPEGLDA
NGGKEADHKEDRNDSTATGPQLQSVDQSSSSSSSSGSPGTQSGEEHNLENT SKSDESSDDSAEDDESDP
LSQSDSREERAEEEPEKNELNTENTSHEAPTLTTAPAEEAE I QAT I PTTPLHGHSGAEDSGEVQQLQQP
QDG I ESNNHSQTKSVAT I AANQKNEPPGGHAESRPPSPTANGDAANNESETSTEEG I PNNDPAADAPGT
AEEKQNENKDANPKETPVEATAMKTTTATTGDSDGSTAVSHTTSPLLPLLVVACSAAAAVVAA*
>Tc00.1047053506601 .40] SO08 | A----- ECD|43
MAMMMSGRVLLVCALCVLWCGVGGVCAEEQEAGTLLLPPGPVHDDQEEVLSE I GRMKPSDTDEQVTVDG
VGDREDSKHLSGHVPSVDAKDVTPAG I GGAGNGAVEEVAPEENESLQNSCDEDGEMSEGCVQVQGSDDF
PGSEGGHVDRGRQQDDRNPPLPLSDQTSSEE INSPLPAEGKPKNRRPVPRQLPVEEEQTDPVN IRPQEE
AATLESEAVRNVASSHSQESAAELANGTLPAHARVTEAEDRSKH I VDPHKDAAEKQKKPAHTTGKSKST
AASGDAHKTTASPAAVDNEAA I KKAKSPGDASSLTS I SONSLNNDTEQNNARDTSDEASHSTENAATHS
AGIPRET I TTAKTDDTATQEDSNSDGSNVKMGEAAPQTAGTAQPNDTATTGESDGSTAVSHTTSPLLLL
LLVVACAAAAAVVAA*

>Tc00.1047053506759.20]S061 | A--TIFECD |52
MMMVTGRLLLLCALCVLWCGVCGGGCSEAAPALPGTEPEDNKRKGENNTTDNVGGGGPTGQPAVTQPAA
GSVPVSG I EAESALQPAAQALQPAAKASGTANATTENNKNT TKKEDKADNEELKDEEKEDEEEEEGEEE
EDEVEVYDGKEKKEETEEEKKEEEKDDTSTTER I SEGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPA
ADGAVTQEEKQNENKEANPKETPVAATVMKTTTAKTGDSDGSTAVSHTTFPLLLLLVACAAAAAMVAA*
>Tc00.1047053506759.40]S064 | A--T-KECD|5
MAMMMTGRVLLVCALCVLWCGAGGRCDGGETAGSGSGGGPPPESKE I ETSPQVKQELKDEARSVKGKKP
PTSSEDEVEEDEKEDNDDDDDDEPEEEKEKSKEKEDAQQTRKSKSSSKEVAPLT IPKASGLSEAGGGSP
SGVDGVGSSESSGGSEDLNLEVSAPVVNFPPLLPNAAAGGLQNTDGALSSQKNNFSETGVHSGTTPPAP
SLPKSQAPAITKPEAEEQSSTEQDTEDSPDTEEVTTGKENVQNTVETG I PSRSSSAASKPPVQLTTPIL
TQSPAVALPERSALAPSEKKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETESKAVEQPSGDDL
AEQDSPARTTASP I PASGSAEAQRNADADNSNAQALKYEGTNKNSETGYTNLASTAGDAATQTEKALAD
AKANDTVTPGDGDGSTAVSHTTSPLLLLLFVTCAAAAVVVAA*
>Tc00.1047053506759.80] SO59 | A-TTIFECD |4
MMMVTGRLLLLCALCVLWCGVCGGGCSEAAPEAQL I ESEDNKRKGENTT I DGVGEVDRLGQPAASQSAE
SVPVSGSEEESASNPSPALQPAAKASEVANATTENNKNTTKKEGEADNDEEL KDEEKEEDEEEEEDEEE
EEDEEEEEDEEEEGEEVEEKKEEGEEVEEEVELDDGKEEEGEEEEKDDTSTTKG ILAGGQEEP ILSSRV
EEASNKTKPQSTQTTGDKDPAADGAVTQEEKQNENKEANPKETPVEATV IKTTTATPGDSDGSTAVSHN
TSPLSLLLFVACAAAAAVVAA*

>Tc00.1047053506759.170 ] SO08 | A-———— ECD]43
MAMMMTGRVLLVCALCVLWCGAGGRCEDLGTFSSEPVVDNPVNAPGSKKGSDLPKSNDNEDPKTLGEGQ
NCDSLNLPENE I CTNDSTKSSKCTEGPEDALVSPLDPVGQGEHHEVQNSGSSGSSEKDKTRKDQDSQVR
LHDGETLSREPATLKDPQI TMPAEHSSSPSPSKGTHETVSSTD 1 SGVGDGTVQRDNMQNTLNGNDGSES
RASQLDSASGNTQTSVDEETSSNGGAPQVSTAADTDSAGSTTKALNTADTKKENSGGGDSSLAASPAVG
TNTATTTTSATQDASEYNKDGVKLSTEEVEQNASKTNPTANSGSTETAAANSEVPTAASNATNKKSNTE
TTADSDSSTAVSHTTSPLLLLLLVACAAAAVVVAA*

>Tc00.1047053506801 .40 ] S043 | AG---—- cDj27
MMAMMMTGRVLLVCALCVLWCVAGGVYARDLDNNAQEGCMASGVLGMNASYVPNGCNKYMPMPPLRSAL
PIPAIQAEDEQL TDVSQDGTNSTSVNAPESGSGVGSGGSPGPAASPGSPTGAGGPAAAAAAAGPAGPAG
PAAAAPAAPNVVPGAAAAGGGPNGPAGY TGGNAGSSGATDVLGAAVSSDVPSSLPADSENSNADCGEEA
SDCGNQEKLEKTKVENQELEASKTQKTPATQNTKSKDNEENSTEASSTELQNTETQQE IKPPVDENDTT
STDASTAVAAQSTSAG I QEEATESSSDGSHSPLQGEVFTGTDTPENAPSPAAAEAEKRQGENVTKDGDS
DSTTAVSHTTSPLLLLVACAAAAVVVAA*

>Tc00.1047053506813.29]S043 | AG---—— cDj27
MAMMMTGRVLLVCALCVLWCGAGGVYARNPDNNSLGGYMASRGFGRNTSFLSNGS IKNLSTPLLLSASF
I SAMQAEAREGKVSSARVTDSHLSGATGLVPAFSDLGASSPRPTVPGHGAAVPVPGSVRGPDAP IPGVA
VPSPGPSGPGLRAAGHGLGASVPSPAVPGAAAA I PGHGPAGPDHVPGA I PGHGPAVPVPGPGPVPGPAY
PGPGSVRGPDAP I PGVAVPSPGPSGPGLRAAGHGLGASVPSPAVSGVGAAI PGHGPAAHGHGPGAT PGH
GPVRVPDA I PGASVPGNGPVVPGPAFSGLDAAGHGRDAA I PGPGSARGPAL SGLGAAGPGHVPVGPDHG
PAIPGHGPAGPGAGHSVGGGSEPPDSRSVVTSSSQGGNGKTAPVSVSSDEQ 1 VSSKEVSAQKETGSQDT
SSPEGQPTVSSNTEKQRNNSASAGGHSLGHDAAGDELQDSLEEQKKNDHSQTNETKKSPGDQNTESQSS
GGALSEVSNTTTHG IKTQEPKTNSANEKNYSQNTDASHSTSPLLLLLVVACAAAAAVVAA*



>Tc00.1047053506877 .20 S133 | ANQ---ECD| 6
MAMMMTGRVLLVCALCVLWCGLPGVAADGVDVVSDGSGDEDLLLQWRAWLRRESAEEVSRRTGGGANAS
AVEECVRQGMDGLRAVVDGHRRWRHQR I' VVAAAAGNGDV I TDKDGQARNNEVSPPE I KDEKPVASGKES
TDATRGKDQTTQNPSAA I VSRKKL I SEKKQEGGERMTEKEDGDNEDEEVEDEAK IRETTPVVPPPAAAG
GG IKPPSGASGPAAPGA I LTSRSSSGVVSSSR I GDEGSTVG I SPNAVGKPSRQDKVPEAKESQHAQPHD
GVAADTLNNGSEQNGSAPTTGQNDNEVATVGAGGSRSSREQ I TVKGGSEASRTDESSADPNTKLQENEK
TPLKPSQAAATETKTSHEVLTSVKEETNSKSTDASANLPDAPKSSEEHPASAATTMQSTSTAIQEAAAT
PSSNRIPPLHEETTTGTN I TENAQPPKETPVETTTMKNTTATTGDSDGSTAVSHTTSPLLLLLVVACAA
AAAMVAA*

>Tc00.1047053506877 .60 S061 | A--TIFECD|52
MMMTGRVLLVCALCVLWCGACGGGCSEAPSSDAPASSDNASSEKKPQREEEAVVVTGEGVKNGEEAAPK
GTASPASGLPAAVAAIQTGTQLSPQPEGGGTSETASTTTDNNNTNTEGKKEEKEEEEDEDDKKKEERET
KEEKKDKEKEEEK I KEDDADATKGMPAGGEEPPSLSSGAEEAANQTNLKSTQTTGDDDPAADVTGTREG
KRNENKDANPKERPVEATAMKTTTATTGDSDGSTAVSHTTSPPLLLLLVACAAAAAVVAA*
>Tc00.1047053506939 .50 | SO30 | A-————— CD|31
MAMMMTGRVLLVCALCVLWCGAWLCDAMQTSSSAPHRENAKETMTPEEVTVAIEKLTKEVLES IRLSCR
MSF 1 TSVNATLPAHNDTEVEKCVNKTAVE I SGVTSRGRPAAATTDANFASPLPSSSSAASALQGQAQGS
PGAAPETVKPPQTDPVNNEQLSEAPASTGGGPGGGGELADRSSRTPTDDAKTHEARPARNATSTPTATQ
GYSEKSPANTTRTRETNETDDTDGSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506939.110]S004 | A---V-ECD| 18
MAMMMTGRVLLVCALCVLWCGGGGSCDVEVLPAVEPLVNPASGSGVTGNASGHTVTGEAEVVSLQQSRL
DNAGNSAAGSPQLQAALEPESPTEQPQSDPEHTVPSTHSQSSGEGRQDGAPDGQPGKPG I SPSQEDNKD
VS 1ENQQSNDPPSHSGNDDVVSRNSGERTEDDSRRTETLVAAPSEEGQEPENVTPSLEQPRETSTAAPA
VTTQTTS I TLPEENASNTVKMNDASPHSTVTANTNHTVTPAENDGSTAVAHTTSPLL 1 VACAAAAAVVA
A*

>Tc00.1047053506939 180 | SO80 | A-—-YKECD | 24
MAMVMTGRVLLVCALCVLWCGAGGGYAEGVDVAFGGPGAFGEGGGGAGGQSPPADGSRGGSRGSKADGS
HLGESDASDSASDD I SLAPSPALDVVPTLSEEPLPQEEEESERKQKHPQTGPQVASTPKVSGREAIDPD
SQKQLPDKSKTES I TNVGGGETADGGKGNNAHNSGLSSNKSDPPALLEAR I TKVSLPTEPSQPPADLSP
PPHELPTVPSPTGLAPAMAISAGETNPTASTGSQNTTETTSTTSPSNAKAEREATEKTSGNVAPNQNRH
DTDTPGLMKGTTTSRPAETAVPSVSKSGSDGAQNKEGKVDNGAQRTNSKEPQDGPEDGNTDDAPTANET
SSQTATTAITTQTNDTTTTGDSDGSTAVSHTTSPLLLLLLFACAAAAAMVAA™*
>Tc00.1047053506951 .60 | SO08 | A-———— ECD|43
MAMMMTGRVLLLVCALCVLWCGAGGVLASASDVAAGGSGTSGERGGGDKSSLADGSHGGSGGSNGDSSH
ESESEPSDSASNEKSSNLQVDENEDPNSSGQPLQQGKEGSKGKQDHLQSAPQNGSPHKVNGTETLGSDA
QVQLSATPNAELNTNVADGE I ANGGRGNTGHNAGLSPYSSDSSAPPVPQVNDVVPPAEPSPAMTVPAGE
TNPTASKDLQN I TETTSTTPPSHSKTASEAPENPSGNGAPKQHREETDPPDLKDAPTSHTAQSTASPIS
TSGSSGAQSEADADDDDPQRPNPEGPQNDGTEAGDTHGPSAASDAAPQAAKA IAAQTNGTVTPGDSDGS
TAVSHSTSPLLLLVVVVCAAAAAVVAA*

>Tc00.1047053506973.20]S134 | ANQ-H-ECD| 1
MAMMMTGRVLLVCALCVLWWGFSGVVADGAGGGDGSAGEDLRALWLTRLRRECAEEV IRRTGGRTNASA
VEECVYQGLESLRAVVDGRRRWRHQRYAVAAVEGVVDGKGN I GQSDDRLKVSSPSVQGLQEGSGLPGVV
GGPPNLPAREDTLKLSGDAISPDGLKVNAGADPAK I TASQRPKEDSTAAGTRNHSPPGPSPTTSSKAEN
ALLLTNSEGQKTE IKVEPKDQTLSVGEEGLRNQEGQSPQGKEHQPTVE IKASD I PTERPLEGGEHDVDS
QEEDREDKVVAGRKQTGDGGHEVSNEKVLRVPVEPKANLTE I EQEVTRTHTGEHLVRDAEAAEKEKQRE
QGADGQNEKNEKGPVTRKEQREQEENQLPHQQEQQEKEGTLSASPAGLETTQRSLSTVQPEGIQEELLQ
QQHQQHEHPAESGEESAKDKNA I RTNATANKDDSDSSTAASHSTSPLLPLLVVACAAAAAVVAA*
>Tc00.1047053506973.30]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARD I LKNAQGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGEGASQHANNSGSNANNSGSGGGGGSAAGPGASVGAGYSGEGDSGGGSGGGGGSGGAGGDS
GSADGAGGPFASPPGPPPAPLGGPSAASAPGYDSSAGSSDGTAESSGSHPTNTTGDSSTGDQSSAAAAA
NDSSPPEGPAGTTSGAGHTRQEEEEEEEEDHEKQQQSDEAQVQQHQRHERPAENGEESAKDKNALRTNA
TANKDDSDSSTAASHATSPLLPLLVVACAAAAAVVAA*
>Tc00.1047053506995 .70 SO83 | A-—-YK-C- | 4
MAMMTGRVLLVCALCVLWCGAGGSCEEEAGAPVSGGVPPPAAKELETAGQGTKNLKVGSPD IEGKV 1 PA
PSPPTEEAEDEDSDEEEETAEE TEKDKKGEKEKNKLHPQTHESQNNEGAPPPPPT I PSGGPAPSSTAGE
GGPLPDQENLQKLNKAKKENTPSRSKTDSEAPEPPPGDATQGQHNHDTDTKDSTKNAAAGSPAETTTTS
STSTSGSGDHAQNKADEVDAQSSEEQHESLE IGNSNVVPPLSERAPKTARTTTDAQTNGTVTKVGESDG
STAVSHTTSPLLLLLLVACAAAAVAA*

>Tc00.1047053507067 .60 ] S025 | A-————— C-117
MAMMAGRVLLVCALCVLWCGAGGGCDEEVVEAAAGGLLGTAGKGTVETSGTSTPGPDGSDLPKGLPKVN
QPTETSTGKSLEVNKVNVDQQDVAPGVGDEEDGSPSDHLEEPLKDDPEKGK TKPELQNKGQEGREPPQL
QVTVPQQPQPPLQQSQPPSAPQPQPSASEKGEVVGENNKGGEGQLSLGVEHKGSAAPEAPRKEDLLEGS
GKESENNEPVQTTVPNKVPPEHKTQNGMLTPEQK TNESQGTDTSMNLPE IKKENKEYSASTKSTAPSTS



TGSQEQEAEPSTSEEPSPFEEEQSTVTKKTEDARTPDAAATEKRQNGANEKDGDSDSSTAVSDTTSPLL
LLLLVVACAAAAVVAA*

>Tc00.1047053507867.10]S017 |A---S-EC-] 13
MMTGRVLLVCALCVLWCGAGGRCNEGLAEGRAGVSGSDVEPPPAPTPLVTSPQDTQSLHGRVSGVKEKL
SPASSTPTEEEDDDDEEDDSDEAEAQEGS IEGQGGKGGTAASEPGSGEKNLSGSKKETGQAIVSAEGIS
HSGSRESNANPTQTEVEEKKNTDKNTPAVENAITTGNGENTLPAGIAGGNLPSLPEDSVDSHEQDGEDA
TSEGKKNVPLPETAATPQSHQENGSEGTVEDTKATTVTSNTTDTTNTQNSDSSTAVSHATSPLLVLLVV
ACAAAPAVVAA*

>Tc00.1047053507937 .50 SO61 |A--TIFECD| 52
MAMMTGRVLLVCALCVLWCGACCGGCSEKPPVPPASPSSKDKDPPEVEETTGLAAGDDQSGKQKAPQAA
APTAPESQEVPAKSSQAPQPEGIVSETTNTTKDNNDQKEEGGKKGEKEKGAEEEEEEEEEEEDGAKENG
ETKKEEAVTGTTEGTSAGGQEQRSLSSGAEGASNITNPNSTQTTGDDDPAADVAGTAEGKQSENEDANP
KETPLTAAAMKNGTATPGDSDSSTAVSHTTSPLLLLLVAACAAAAAVVAA™*
>Tc00.1047053508013.110] SO58|A-TTIFEC-]2
MMAMMMTGRVLLVCALCVLWCGAGGGGCSETPQAPQD IKSGNGNNHQSVNNNAGGAGESGQSGEPVESQ
AAGLSVTELPGAGAATKLPGAETPTAGTEKKNEETGQEKEEEDDKQQEEEKTKKDEKVVDKKEEEAEED
DEEDKDDDVKDEEEEEEQKKKKDDNGATKKLSAGSEEQPLLPSGAEGASNNTKSKGTQTPDDDDPAADG
AGTREEKQNENKEANPKETPVEATATKNTTATTGDSDGSTAVFHTTSPLLLLLFVVAAAAVVAA*
>Tc00.1047053508151 .20 SO38| AG----- C-17
MMAMMMTGRVLLVCALCVLWCGAGGVYARDVDNNAQGVCMTSGGFGKKKSYLSSGCDKNAPTLSLRSVL
P IPAIQAEDSEEVASSKGKGGKNPTSGVVEAAD I AAGVGGGGSGGGSGVKSAGQGGGGSSEAGSVPAAG
LSPGAGLSPAAGGPASGGGSSPDRIVGTETSVSLSSPLQSESEKKVLRRDEAKDQSHQLPNGKAAGTPV
AETQSRGSDKTRGQDVGDTSTLGFKQERSSEEPEKKDGDSYTLQTVKSPEDPNKELQEKGKALPELSNA
PLPEPKTDHPKTNPEKEKKGSQNTSASTDSPAKQEGNNEDPVSTSDAAESVSTGSQEQAAATSSNDSSS
PLQKETSVEKTTVENSQPSDTAQTEKRQSVNKEKVGDSDSSSALSHTTSPLLLLLLVACAAASAVVAA*
>Tc00.1047053508157 .20 SO90| AG--YK-CD|3
MALMMTGRVLLVCALCVLWCGTPGVDATNHENNAVGVCMTSGGFGGKMSYLSSGCDKTDVGLAMRSILP
ITAAEASDDEVVSNTAD INSQSSQNSNADTAGGGGSGGSGG I VNNFGDDREGVRGHSDSRSHDDLSSSS
ILNEVVDSNALSGP IPAKSRKSPEKDPKSEEMSTRPLLPELVVQEDT I TKAHDQLSHT IEKAGNQVVGG
GAAGEGVKQRDMGTTGPSSNQPAPPAPQEITQTPADPPGKGGLPAPTESRNKKDQPLENLPLTTKTESE
ALETSLGDQLPERKRHEEAPADLMKDAVTDNPGKTTATSIST IDSGDAHEKEGKDDDTDERPTSKEHNS
SPETGNTNDAPTASEAEPQRAETTATTVAKKNDTTPGERESSNAVSHTTSPLLLLLLVACAAAAAVVAA
*

>Tc00.1047053508227 .20 S017 | A-—-S-EC- | 13
MAMMMTGRVLLVCALCVLWCGASGRCDGEDTAVSGSGGESPLASKG I ETSPQGTQELRRGAGGVEGNVP
STSSEDEVEEDEDYDDDDKGTEDGEGKRTERQSVQGGKAAQDPDSREKNLGGSDQE IHQSIAPAGD 1 SH
SDTQESNAIPTQTE IEEKKE I EENTPAVENALKTVNGEHTLPGG I AGGNPSSSPEDSVDSREKDGEDPK
SGGRKNDPPPETAATPQSHRDKGSGRTGEDKKATTVESTANTNHTTTPGDSDGSTAVSHTTSPLLLLLL
VACAAAAAAVVAP*

>Tc00.1047053508227 .40 S034 | A-—-H--C- | 4
MAMMMTGRVLLVCALCVLWCGAGGGRCDEE I AKDPVGANDTPGNFGEDETEKAEPAALGHGDLGLKPEP
PKEVSQGGPSEKPLGGTGGDDVENDEGVLSSGRGDEFKSPSPEEEPPETDDPGKSREEEEVELRQRRNE
EKKLENQPQLQVPVAQEEHGTLPLSLPHTQSQQSHQTTQQQQPQPQ I LQQEGGLPHEKGSEKGTQELDK
LKEDTQHTELQNKVKEEK TTQELKNEKKGREHQPQLQVPVEQQEQSALTQPPQSMQQPSPPQEQTRQQK
QQPPHEHPADNEQESKKDKNAVFANKTENAQDSDGSTAVTHTTSPLLLLLLLVAAAAALVAA*
>Tc00.1047053508327 .10 | SO99 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWRGAVFGHAMEDYCSEGGGNGLRHTSNGGDDGVSLKTECVLLSTRMAL IKA
VEAAEAGEDEL SGAPAPSQDKSKVSSPDNTEDGGATGLGSGVVAVQAAA IQPKPEGSGTGGQEGKSTVV
NTKGKEGDNKNGTAADSKKPKPDQSSSSSGGPGPLVGEEPLSEHSKTSEFSG 1QLKEQGKDLRSKPHSH
EEVVEETSESEQEGTGEGKYEK I NDKAPAV I RENPLEQKEMQTATSPTQVNGQSGTEDNVPMQQLQQPQ
SGMNQSNNSQTRSVAPTTANQHNDPSAVHMETRPPSPTANRDAAN I VSDKSTEDSNQKNDLAADGAGTA
EEKQNENKDANPKETPVEATAMKTTTATTGDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053508433.10]S046 | A--TV-ECD|3
MAMMTGRVLLVCALCVLRCGAAAMASAPDVAAASPAAGKGGPEEDHSLGAQTGNSTNEQSVVV I SPPES
PLGTEEEEEEEVETVQKEKLESKTKEEETPKLTSPQVGEGPPAPVTTRKNEKPAETSDATPGKGQSSSG
DVSTRPELHKKPSEEQPSSTAPQAPAPAAAAQ I KNESTTSADVVSGQQ I KEESQHDMQSEGTSGKEENY
PTTVTKKDGPTESNAESTPTTPSASKDA I TNDDEKSNEEE I PKHDQTPDGETMNEASQVGNNEGNTTKT
QTVEAAAITNNTATPGDSDGS I AVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508433.30]SO59 | A-TTIFECD| 4
MAMTMTGRVLLVCALCVLWCGAGGGGCSEPTQDPQD I TSGNGNNHQSVNNSTGGGGEVGLSGESAESQA
AGLSVTELPGAGAATNLPGAQTPPTAGTGNNSEDTGQENEEEDGKQQEEDKKKEDEMEVDKKEEEAEED
DEEDKDDDVKDEEEDEEHRKMKDDAGATKKLSADSEEQP I L TFPAEEASNKTKSKGTQTPDDDDPAADA
AGTAEGKQNENKDANPKETPATAAAMKTTTATTGDSDGSTAVSHTTSPPLLLLVVACAAAAAVVAA*
>Tc00.1047053508433.90]S061 | A--TIFECD|52



MMTMTGRVLLVCALCVLWCGVFGGGCSEAPSPALPGSASDGNPQKEGKATDVAGGVQSSQQAELQETPV
PPASGSQELPARPSPAPQPGGGAPDSANT TTEKNNPNTESKKEEKDRKKEEEDNEAEGEEDEEEEEEEE
EEGEVEVEVEKEEDDTKEKEETGKEKEAVTSTTEVISAGTEEQP ILSSGAAGASN I TNPNSTPTTGDDD
PAADGAGTAEGKQNENKEADPKETPVEATATKTTTATTGDSDSSTAVSHTTSPLLLLLLVVACAAAAAY
AA*

>Tc00.1047053508433.180]S003 | A---Y-ECD| 2
MAMMTGRVLLVCALCVLWCGGGGGYAEDVDVAVGGPGTFGEGGGGAGGQSPPADGSRGGSRGSKADGSH
LGESDASDSASDD I SLAPSPALDVFPTLSEMPLPQEEEESEAKQKHPQTGPQVASTPKVSGREAIDSDS
QKQLPDKSKTES I TNVGGGETADGGKENNAQNNGLSSNKSDPQPLLEPG IPKVSLPTEPSQPPADLSLP
PHELPTVPSPTGLAPATAVSAGETTPTASTGSQNTRETTSTKSPSNAKAEREAQEKPSGNVAPNQNRHY
TDTPGSMKGATTSRPAETAVPSLSKSGSGGAQNKEDKVDNGAQRTNSKEPQDGPEDDTSDAPTANETPS
QTPEKATTQTNDTTTPGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508433 220 S099 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVLGHAMEDYCGEGGGNGLRQTSNGDDDGVSLKADCGLLS IRMAL 1KA
VEAGEKGLSDTAPPQDNSKASSPENKVGNNTKSTGAPDSKGGSVAGEPAEAAPTPGESDTEEKVVKPEG
LDANGGKKADGKRDRNDGTATGPQHQRADQPSSSSSSGSSGTESAKQPLVKENSERNETLDDPPQEEEK
DRGSESDSHEEEAEELEKKEDKKNASNQAPTETLGGLTKHTE IHTATTEPNGQSSPQALGDVEQPEEVQ
RD IESNNNSQTKSVAS I AANQQNEPSADHGESGSPSPTANGDAANNDSDNSTEDG I PNSDPAADVAETR
EKQNENKDANPKETPVEATAMKNTTATAGDSDGSTAVSHTTSPLLLLVVFACAAAAAVVAA*
>Tc00.1047053509547 .40]S012 | A-——-REC- | 10
MAMMTGRVLLVCALCVLWCVAGRCQETLLVSHSDVPGA I EGDGGQPQGSSGFKTPESHAPGSEASVREV
QQEQDPSPPREETHLGTKGGNKVEKAKEKGAAKDAGKEGEVDGKT I ELKKPEDKLTSVEGQQLNNNEGL
QPTTLNGPHGVETTTPSRDSLPAREDQQDLSSSLLPPLHNTSPGGTPPSTPAAGRADTKSHEND IGKKN
SQQSVVGE I GQNNDTGEKAVDSTGEEEGSRLSVATAEEMSETTTKSDSGGTATTTAVGTDIGTEETPPT
NHPSKPSTEGATPPGTTSDGEAASTNKYDTVSQNAGSTTAATTNATTGDTAKRGDSDSSTAVSHTTSPL
LLLVVVACAAAAATVVAA*

>Tc00.1047053509867 .20 S043 | AG————— cD|27
MAMMTGRVLLVCALCVLWCGAGGVYARNPDNNSLGGYMASRGFGRNTSFLSNGS IKNLSTPLLLSASFI
SAMQAEAHEEVPSAGVTNLPLSGAAGLSPAFSGPAAAGPGP I PGPA I PVPGSVRGPGA I PDVALPSPGP
SGPGLRAAGPDHVPGA 1 PGRGPAGPDQVPGA I PGRGPAGPDQVPGA I PGRGPA I PVRGPGA I PGVAVPS
NGPAFSGLDAAGHGRDAA I PGPAGPGAA I PGA I PGRGSVRGAAVHGPAGPGLGPA I PGHGPAGPDPAFS
GLVPAVPGAGHSVGGGSEPPDSRSVV I SSSQGGNGK TAPVSVSSDEQ I ASSKEVLAQKETGSQGTSSPE
GQPTVSSNNEKQRNNSASAGGHSLGHDAAGDALQDSLEEQKKNDHSQTNATKKSSGDONTESQSSGGAL
SEVSNTTTHG IKTQQPKTNPANEKNYSQNTDASHTTSPLLLLLAVACAAAAAVVAA*
>Tc00.1047053509867 .60 ] S043 | AG————— CD|27
MMTGRVLLVCALCVLWCGAGGVYARD I GNNSQGVCMVLGGFGKKTSHLASGCDKNAPTLSLRPALP 1AA
1QAEDTEEGAGSD I TAVGGGGGGSGYNSARQDGAGSSQAGSVPGAGLPPPAGASGVGGNPSGSVTPGGD
SSPDRSVGTGTSASLSSTSQGESEKKVLQGDEAKDQSHQLPNGRAPDTPVFETQSRGSDATRGQDVGDN
STLSGKEQRSSEEPEKKDGDSDT I QTVNSPGDPNKESQEKGKALPELSNAPLPKPKTDHPKMNPEKEKN
GRQKTSASTDSPAKQEGNSEDPVSTSDTAEGVSTGSQEQTAATSSNDSFSPLQKETSTEKTPVENSQPS
HTAQTEKRQSVNKEK 1 GDSDGSTAVSHTTSPLLLLLLVVACAAAAVVVAA*
>Tc00.1047053509977 .30 | SOO8 | A-———— ECD|43
MAMMMTGRVLLVCALSVLWCGAGGGYAWDFGRENESLRKKHYGANGTYCRLNSSLFFCNEKRNASELEE
TVSQKSTVQREEGSDQPKAGDSSGGQDHGSEKNGSDRS I GNSGTTELKNPGERETTPTQPSTGAENLPK
PAAPGEPEAPGTTTELQPPQQSPLQSPLPAGGTPPPTTATPTADGSSGGQDNSSEKNGSNDSEKTDAGP
QESQPPNGNVTETPTPATVTAAQTSATRTPDESDGSTAASHTTSPLLLFLVACAAAAAVVAA*
>Tc00.1047053509977 .80 | SO08 | A-———— ECD]43
MAMMMAGRVLLVCALSVLWCGACGGYAWDFNDESVNEYYYGANGTYCRLNRSFPFCEEKRNASKRKEAA
LOKSTAQSGTGSGLQAPQPLNGNVTATPTTATPTAGGSSGGQDNSSEKNGSNDSEK TDAGPQESQPPQG
NVTETPTPATVTAAQTSATRTPDESDGSTAASHSTSPLLLFLVACAAAAAVVAA*
>Tc00.1047053510039 .30 SO08 | A-———— ECD|43
MAMMMTGRVLLVCVLCALWCGAGGGYAWDFGSESLNEHYYGANGAFCK I LPKMYSCELR INASKLQEAA
SQKNNTQSGTGTGQPNAGGSSGRQDQTLEESGSGQPEGTAGEGTQASQPPGEGGTETPTPLSSPPTATA
TATAAQTSATRTPDESDGSTAASHSTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053510085 .60 ] SO80 | A-—-YKECD | 24
MMMTGRVLLVCALCVLWCGAGGGFGDEEEGTALVVVSPGGRSNDGKGGPGSVPPSPPGTGTSGPRS IVP
ESQGSQER I AGTSSEEREEKNYQNKDEEEESVAEDGENSRHQKRLSEQPTQKEESHEETPEEKGPKKR
EEEKDVPPPGEEG IKGTQQSQSQQPPPKQLQVQ I TAPAGRGGPTAPTGPARPPAPAETSSMDGSQT I EP
TDSRNPSQSTHDKSPLQTKTESSAPDPPLKMAFPAQHGEETTTPDSVMNASAGSQARNTAPSTSTSGSG
EAQSEAAGNDAQRRNPNKSHDDSDSRKNKVSTTLSEAAPQATETVAAAQTNHTKTTGDSDGSTAAFHTT
SPLLLLLLVACAAAAAVVAA*

>Tc00.1047053510107 .30 SO49 | A--T--ECD|5
MMAMMMTGRVLLVCALCVLWYGAGGCAEESAGGVLPGASGGGAKSLQGSQP 1 VPEVLKNSDLKASD IND
KTEETL IKVSLAEQEE I SDDDDEGEDEEEGPSPPTPPKGGGVQPQANNGKLKKANESEPQKENQRHVEY



ERQNPSEKETVVDEAEGTNEKEA I GLQPQQQK I PVREQDTRNGEGNQPTQGNEEQT I VEEI TPHNPTED
HSSGEHKGSDGSKEMEEGEEGGVEGYEGRNERHRDQVREEAVHAAGTPKLNSTD IQQEVQRTHAGETPT
G IKQKAEEEKDDE TEAEREQQKKQHQGNPTDKKQEFTSGANATNK INTTPGDSDGSTAVSHTTSPLLFL
LLVACAAAAVVVAA*

>Tc00.1047053510193.10]SO30 | A---——- cD|31
MAMMMTGRVLLVCALCVLWCSAYC I CTEEESVSLSRSG I GDSRTGSGVSGENGVKTDKTRTMRTASEGD
SHPSERDVSDGGSFDQATPDKSMCKEKNDGSTVKPLTTDGEVLVDSQETVATHLKGTDTDLADPNINQN
HKNPKA1DG I DTQLPDAPAAPKAQPSPPTVPTANKTVNSKEEL TAEETPEHSRATRNPNEGSETKNPTD
QALKPDAGG IDTLASEDASSPS I DDAATSEATANTARVGSP I ASLNNTDGKNEGSGDGDSPTPSPSAAE
PET I TTAKPTTRDVSHPNKNG I VTFTGEKNAPTTNPKSATEGKETADVESDSSTAVSHTASPLLLLLVV
ACAAAAAVVAA*

>Tc00.1047053510199.30]SO30 | A---——- cD|31
MAMMTGRVLLVCALCVLWCGVCAVVVSAADSG I ADASDGHLLHNGSGGGVGGSSPSEAGRPGGTEDAMG
K1SNVNGSDSAGSVVSGNNLLFSGGGEGGVSDVSKLKLPPVEEGPND I KNQPQALSGVALPPGVDSTGT
SKPDAEKPSS INKSSKGDRTDDVVD I SLKKKEEL TDVNKEEKTVLPPNDSESPAPTELGAEEGLKGKPA
SGVASLPAKGEEGLPETGQGEGSPRSEAASSAGKQQDSPTVSQQQTHFSLSPSQNE I VPTPSLGKGRAA
ED1SKNIPPSGNAVQKEGAQHETVAGGEKPTTPAANTRNT I GKTLPGDSDGSLTTTFSAGPVASRRSTQ
VSGDAINTDGLNFDVSSDNVAHNNMTAKVENATGSKETVATNSGKSTTVPETFTDKA I GTVTTGDNDGS
TAVSHTTSPLLLLLVIACAAAAAVVAA*

>Tc00.1047053510205.20]S010 | A----RECD | 22
MAMMMTGRVLLVCALCVLWCGVGGGCEEVPGVSPSGVSGDLEREGGDSQDSSRSEPPGTKKSAPETPAP
KVQQQEV 1 SPPPNDPPAGSEDGAGGDEEGKAREEGAKDAGKENRGVATSKEVKNPENHQMSVKDPQLRN
NEGLQSPSLNGTHGVGT ITTSLSGSLTVNTNQQDLSSPLQPPLPNSPPHAIPSSTSAAGPDNEKRHENG
NGTKNSQQSVVGD 1QEKNGTGVKAVASTSGEENSRLSVTTLEEMGDATKKGDSNSSTAATVALRSDAGT
EGTPPTNHPNQPSTEGATQPETNSDGEAVSANKYDTVSQSAGSTTAQTTNAKTGDTAKPVDSDGGTAVS
HTTSPLLLLLVACAAAAAVVAA*

>Tc00.1047053510205.50]S061 | A--TIFECD |52
MMMTGRLLLVCALCVLWCGAGGGGCSETPQDPPGGASQGGNNPDGRKNTTNGAGGGVKSSVPAKPQLSA
ESVTDLSVAAAGADVSAAQQHGKQASDTEEEKTKNKNERNDEKDKHEDDEKDDDEEEEYEYEEEE I DED
DKNKEEGKRKKKKK IRRRRRRKSKKM I PTPQKGMSAGSEEPT I I SSGAEGASNNTKSKGTQTPDDDDPA
ADGAGTREEKRNENKEANPKETPVEATATKNTTATTGDSDSSTAVSHTTSPLLPLLLVVACAAAAAVVA
A*

>Tc00.1047053510213.70] S099 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVFGHAMDDY CSEGGGNGLRHTSNGDDGVSLKAECGLLSARMAL IKAV
EAAEGKQELSGPDPPQDKSRVSSPDNKLGNNTQSTGAPGAGGGGVGGQPAAVTPKPGGSDTEEQVGELG
VMDTNNGKVAGDEEQKDGNEADSQQQSVDQL TSSSSSSGSSGTEGVKQPSSRANSKSKETLDELPQEEE
EEDLPSESDSREEEAEEQE TEEDKKNDKMVHKSPTETPGGPTNNAE I QTATTQVNGDS I PETLEDVQQP
EEFQGEKDSNNNSQTKSAAS I AANQHNEPSADHGESGPPSPTANGDAANNDSDKSTEDG I PNSDPVSDA
PGTAEEKQNENKESNPKETPVTATAMKNTTATTGDSDGSTA I SHTTSPLLLLLVAACAAAAAVVAA*
>Tc00.1047053510213.39]S043 | AG---—- cDj27
MMAMMMTSRVLLVCALCVLWCGVCGVYARNPDNNSLGGYMASGGFGRNKSFLSTGS IKNLSTPLLLSAS
FISAIQAEAREEVSSTRVTNSPLSGATGFGTVPHAPVPAIPGAAVPGHFADA I PGPSPVRVPGAIPGAA
VSAHAAAAFSGPGAAAPGNAADA I PGPGPSPAFSGPVRGAAVPGHG TAGPGAVRGAAGHGHGTA IPGAA
IPGAAIPGYGAAGPGPGAAGHGHGPAA I PGSPVPGHGPGATPGSLRGPAVPGDDAAVPAFSGLGDAVAE
AGPGAAAVFSSLGAAVPGHAAGPAGAGAAAAFSDPGDA | PGPGPFRGPAFSGLGAVGPGAAAAFSGGGH
SVLGGSEPPDSRPVV I SSNEGGNGKTTPVSVSSDEQ IVSPQEVLAQKETGSQHTSSPEGQPTVSSNNEK
KRNNFASAGGRS I GHDAAGDELQDSLEEQKKNDHSQTNETKKSPGDQ I TGSQRNGKELSEVSNTTTHGV
KTQQPKTNSVNEKNYSQNTDASHTTSPLLLLLVVACAAAAAVVAV*
>Tc00.1047053510269.20]S135 | ANQTTTTC- |1
MAMMMTGRVLLVCALCVLWCGAAVAVPAADVSVGGDGSAGEYLLLQWRTRLRTECAEKVGRRTGGRANA
SAVEECVRRVMESLHAVVDGRSRWKRQLSAVAAAAAAAPVSPPAAPAEGGGKENPNTGKGDKKK INVLL
PLEKKNETLATSGKASTDKPTAVASEQTSLNPAPAIVPPTRETSDQGKHNGEKRKEEEEEEEEKDGESE
NEEEDAEDTEEEEEEKEEVDGEGDKEEKEGDEGGEKDDTDGVEEEEKEDTEEEDEDEAEEVEEEEEGGE
KDDSEEEEENHKEEDEQEDAEEGEKAEEREEDEKKNKKNNEDREEEDEEEKEEREEDKEEESEKNTKKE
EDEEDEEKVDDDALEGMPAGGQEKRNSTSGPEGAPNKTKTEGTQTPGDSDGSPAAFHTTSPLLLLVVAC
AAAAAAAVVAA*

>Tc00.1047053510269.50]S046 | A--TV-ECD|3
MAMMMTGRVLLVCALCVLWCGAAAANGEEDAEKKKVENSWGSVPDADVGSAGLQVMPAS IKEGPENAKE
SLGAQTGNSTNQQSVVVTSPPESSLRAEEQAEEEEEEEEVKTVQKEKLESTTEEEETPKLTLPQEGERP
PAPATTRKEEKPAETSNATPGEGQSSSDDVLPRPELHKTPSKEQPSSTALQAPASAAAAE IKNENTTSA
DVVSGQQ I REESQHDMESESASGKEEAVPTTVTKKDGPTESNAESTPTSPSASKDA I TNDDEKSNEEEI
PKHHQEHDGETMNEASQVENNEVNTKKTSTVEAAAT TNNTAT IGDSDGSTAFSHTTSPLLLLLVVACAA
AAAVVAA*

>Tc00.1047053510369.10]S061 | A—-TIFECD |52



MMMVTGRLLLLCALCVLWCGVCGGGCSEAAPALPGTEPEDNKRKGENNTTDNVGGGGPTGQPAVTQPAA
GSVPVSG I EAESALQPAAKASGTANATTENNKNT TKKEDKADNEELKDEEKEDEEEEEGEEEEDEVEVD
DGKKKKEETEEEKKQEEKDDTSTTER I SEGGQEDP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQ
EEKQNENKEANPKETPVAATV IKTTTATTGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA™
>Tc00.1047053510373.10]S025 | A-—-——- c-117
MAMMMTGRVLLVCALCVLWCGAGGGECTEVVKAPADGAGSGSEPLVQSQELGTSPQGSQELKDGAPVVK
KEAPPAPPTPSYEEDDDDEDNDGKGDGDGQEDESPSEHLEETVEDAAGKEKTKTQLQNKEQEVRQPPKS
QVHVPQQPQSQTQLQPQPHTPASEEGEGVGENNAGGAGQPSLGVENKGNADSRALGKGDSLRGPGKESE
SSEPVQTTVPNTVPPEHKTKNEMLTPEQKTNESQSTDTSTNLPELQKENKEYPASTEGAVQSTSTG1QE
QEAEPSTSEEPSRFEEEHSTGTKTTEDARTPDAAATEKRQTGDNEKVGDSDGSTAVSHTSSPLLLLLVA
CAAAVVAA*

>Tc00.1047053510373.60]S119 | ANQFVFECD | 2
MAMMMTGRVLLVCALCVLWCG I DGVAETEEPG I DVAPGVDEYLVVEWRAQLRRECAEEVSRRTGGRANV
SAVEECLREGMESLHAVVDGRRRWRPQRYALVAENPEDGPPEV I SVGAPPPLPGQKTQGSLQELSLGDP
EKLSEGGAGRGTGLGSEQLQPEELPVTKQNESEVEGEL IRDENNSELEKKVLVDSDLTKYQTMNVPEIQ
PEAVGLLLLSRDGRAAG I PGGDSSELSSEVSRLSEASGTGGDDQQKNTPGKEKQAATPPQPVPVPHSKP
SGSAGTVPGEGGRLEDLLPETPVKETAPAAPSSRESFHTASLPAKEDTESTKPADVLLKQGN IPTTDAT
QNATTEVQGETTSSSSAADDDNAL TNDADEGNAENSNDVSASRAAVTDEKQQREREDGNEKERAPAATP
QVKNEDLGSADVVSVQQVQKTQSGLESGNESRKEDSVL TTNKQRDGTSDSHAESTPTSRSSAKSVGASN
GPDKATEEE ISNTNTARVDAVPEAAQDDGNKDDNKKETP IKTTAIANDTTLTADSDSSTAVSHTTSPLF
LLLVACAAAAAVVAA*

>Tc00.1047053510373.90] SO79 | A--TYKECD |5
MAMMMTGRVLLVCALCVLWCGAGGRCDEEGPAVPAGGAGPPPGSKELGTLPQDTQELKVGSQD IKVKVP
PAPSPSLEEDEDEDSNPNEEEETTEDTEEEEEEK I KAQNETHEGKNNEGAS I PPPPP IPSGDPTAERGN
PQNPKKVTNEATPSGPKMEFEAPEPPSGDATQGQHRHDTDTEDSTKNAAAGSPAEKTTTSSTSTSGSGD
HVQNKAEENDAQSSEGQHDSLETGNTNVVPTLSEEAPQTPKT I TAAR INGTATPDDSDGSTAVSHTTSP
LLLLLLVACAAAAAVVAA*

>Tc00.1047053510375.10]S047 | A--TS-ECD| 8
MAMMMTGRVLLVCALCVLWCGAGGGFANEERTGLGSGGGPPLESQELEKSPQVTQG IRDGTGGVKGQVP
SKPPGDEVEDEDEDDEDEEDDSEENEHEETEDGEKKS I ERQSDQGGTVASDPNSGEKNL IGGGQENHQP
1VSAEG I SLSGSQESNANPTQTK I EGNKSADKNSPSAEKAL TTVNGENTLLGGVAGGNPPPPPEDGADS
REHDGEDTTSEEKKDVPPPETAATPQGHQDEGSEGTEEDTKATTVTANTTDTTNTQNSDGSTAVSHTTS
PLLLLIVVACAAAAAVVAA*

>Tc00.1047053510489.20]S061 | A--TIFECD |52
MMTMTGRVLLVCALCVLWCGAGGGGRAQAASPDTTSSEEKPQNVNDTTGVVGAGEGDKNDKQAAPKAPA
APTTSGLQGAPASPSPATESGGASETPGAANDSKHQKEDEKEDEEDEEGEEEEEEEEEDEEEEDDTKEV
EGTGEEEAVTSTTGE I SAGGQEQPNLSSGAAGASN I TNPNSTQTTGDDVSAADGAGTPEGKQNENKDAN
PKETPVEAAVMKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510629.10]S043 | AG---—- cDj27
MAMMMAGRVLLVCALCVLWCGAGGVYARDTLNNSPGVCMVPGGFGKKTSYLASGCNKNSPTLSLRPALP
1AV 1QAEDTEEDAGSD I TPGGGGGGSGLNSARQDGSGSSQTDSVPGAGLLPPAGYSGVGGNPSGSVTPG
GDSSPDRSVGTGTSASLSSTLQGESGKKVLQRDEAKDQNHQLPNGKAPDTPVVETQSRGSDTTRGQDVG
GASTLSGKEQRSSEEPEKKDGDSD I PQTVNTPEDQNKELQEKGKALLELSNGSLPEPKTDHPKTNPEKE
KNGGQNTSASTDSPAKQEGNSEDPVSNSDTAESVSTGSQEQSATTSSNEGSSP I QKETSTEKNTVENSQ
PSDTAQTEKRQSVNKEKVGDSDSSTAVSHATSSLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510629 .30 S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGFHMPDGCNETAITVPLRSVLP
I TVVEASAGKGGSAGATGASGGPGPGDAGGSGGTQKNSNSSETSDAGVPRGGDSDGGSAAGEKGGSGGG
GSGTSTDGHGTGSVSSGLSAVPAPAPAAPPSAPGHSGGPSAPTDAPGYDPSAGSSGGTAVPPGSNPSNT
TGVSSTGDQSSAAEANDTSPAEGPTGTTSGTGHTRQEEEEEEENERQQSDEAQVQQQQQHEHPAESGEE
SAKNKSALRTNATANTGDSDGSTAVSHATSPLLPLVVVACAAAAAVVAA*
>Tc00.1047053510629.70]S086 | AG---KEC- | 3
MAMTMAGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNETAITVPFRSALP
I TAVEASTGESVSDSTD 1 YPDSLSVPPSPPPVTGLPEALKAPKAPQDPPESDVGQTGVGNRLSLVPNDD
SSGGGGFEENGNSNKSGVSASEFSTVVGASRSS I PPEVGGSENKSGAPPNLKLESPETNEPRERILVET
NKDTQKVSKLEENPESSRKKEKAN IRGTSEEAGKNEAGRSGVEAHGPSSVLSADGQLQHQGTTVTMTQP
PPPSPEQQTSAVSPSPGVDTPAARSREAGDPEEGRG I PPARKASHNS TDEKHKAPPLRSEKESAAPKPP
SADGVLEQNSEDTTTKEA I KMDAHTDGPAATSEQSTSASESGVVKRNESEDGDNAQRPEPKGQHNDPDA
VNTKAAPTASEAASYTAKTVPAQKNDTVTYGD I DGGTAVSHTTSPLFSLVVVACAVAAAVVTA*
>Tc00.1047053510629.150] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVASGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASNGRDDALATTNNSNSSGTFNAGASPGGGSSTGSVGGPAAGGAGAAGASGSGSSGAGGDSSGS
AGAVPGAPAGTGASAGGQGTDSVPPAAAPAGGPGASVGAGGSGAGGGGGSSVSGGSGGTPTGGHVTGG I
SSGSSEGLSDPSVATVVDPPAGSSDGTAGSSGSNQSNTTGESQTGDQTPAAEANNSSLPEGLAGTTSGT



GHTRQEEEEEEDHEKQQQSDEAQVQQHQQHEHPAEIGEESAKDKNALRTNATANTGDSDGSTAVSHTTS
PLLLLLVVACAAAAAVVAA*

>Tc00.1047053510629.310]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASDGGNDALVMQNNSNSSKTSDAGASTAGSSTGSAGGPGPGGAGAAGAPGGGSAAGEGAGSAGS
SAPAASPSAVSPAVTAGPPGVDSSAGSSGGTAGSSGTNPSNTTGESSTGNQTPAAAAAHNSSLPEGPAG
TTSGTEHKGREEEEEEEEEKQQQSDETQVQQQQHEHPAESGEESAKDKNALRTNATANTGDSDGSTAVS
HATSPLLPLLLVVACAAAAAVVAA*

>Tc00.1047053510629 .350] S097 | AGWTH-ECD | 44
MAMMMTGRVPLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
1AAVEASTEEDNAVATPNNSNSSKTSDAGASGSAVTGPGGVAGVSAASSGAVAPPSVGGPGAPVGGSSY
GGPAGASPGGSGTSTGSTQNNSNSSENLESGAFPGGGSSGSGGSSRTPTGDQGTGDVSSSAGAAGAPGG
GGGGGGGVSPTGGQVTGGTSAAVPGATVVDTSAGSSGGEAGSSGTNPSNTTGDSSTGDQSSAAAAHNSS
PPEIPAGKTSGTEHKGREEEEENEKQQKSDETQVQQHQQHEHPAESGEESAKDKNALRTNATADTGDSD
GSTAVSHATSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510697 .40]S067 |A---1FEC-]4
MMMTGRVLLVCALCVLWCGAGGDGRAEATLPAPPVPPVTPPEDNTQKEENTVGAAAEVGQSGQKSALEE
KSPKASGSPEVQASQSPAPKSRGEALEKAGAGTDNKDQETEGEKKKDDEEEEVTKKEKAEQESEELEEE
RRGERDEEEEKSNDKKEGEEKKKEKAVTGTAEGTSAAGQKQPSLSSGAAGASNITNTNRTQTTGDGDST
ADAAGTREGKQNENKEANPKERPVEATATKNTTATTGDSDGSTAVSHTTFPLLLFVVVVACAAAAVVAA
*

>Tc00.1047053510697 .60 ] S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVLWCGAAFGHAMEDY CGEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMAL KA
VEAAEAGEESSGDPDQSQDTGESLPHNKLNDNTRGTAEPGLGGGGVAGQTAEAAVTLEPGGSDTGGQQV
RQPKVVEANGKEGETANDTKSGSASNSEELKTVESSSSSGSPGPEEGEELPSKKTSKSDESSDGTPTQE
EDARNHR I TSHSREAGAEEHEVKKENT IHEAPTETRGTPANDTE IQTATPPPLPATMNGHSSTEDLRPI
QLLQRVQDDHAESGPPSPTANGDAANNEADNSTEDG I PSNDPVADGAGTRKEKQNENKDANPKETPVTA
TAIKTTTATTGDSDGSTAVSHTTSPLLLPLLVACAAASAVVAA*
>Tc00.1047053510697 .80 SO08 | A----- ECD|43
MAMMTGRVLLVCALCVLWCGAAVLVSAAGDVVDGDGRGVRGESLPEGAQHAVLLPSSPDSSVALKEGTS
PLQKRVEKVPALAKQSSEEDNEAGDQVVEDVTVP IEGQQQRQENAQEMYGVETPGVL I IKKEAPQAREG
ERNLTAAPMEGSPTTPGPQAPKPKLQPPPTPA I LRPEAGEERPSPPQASGVGEADGGPVGIEGTGRNVS
GGGSLVGASDASRVTGEATKDPKGSEGPVSGPPSGGASSSP I SNDGDASRKNGGAPSTQDTTSLKNNEQ
SRPTTSSGNAPLNRETPERSTPDAKQHSSETQENETSRLPDGDANYSAAGQSAVGTKGSSGVSTTASNA
PTTPLPQLPAPPVPTVSTVTGAPAEKPTAEQSPPPADSTTGEGLAATTTAQTNDTATPGDSDGSTAVSH
TTSPLLLLVFACAAAAAVVAA*

>Tc00.1047053510697 .130]S061 | A--TIFECD |52
MMMTMTGRVLLVCALCVLWCGAGGGVRAETPQGFSGNPSEKGTKNDNATSVRAGKGDQSGQKAEPQETS
PTGSGSPEAAPGPSPAPKPGGEASDPTNTTTESTDQKQEEKKEQKNEEAKDGEEDEEEEEEEEEEGEEE
EEEGEEEDGAKENGETKKEETDTGTTERTLAGGQEQPSLSSAAEGASN I TNPNSTPTTGDGDSAADGAG
TAEGKQNENKDANPKETPVTATAMKNTTATTGDSDGSTAVSHTTFPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510701.10] SO70 | A—-TIFEC-]13
MAMMMTGRALLVCALCVLWCGAGGGGRAEAAPPAPSGSTPEKSTKKDNATVVDAEGGVQNDKQAAPQAP
ALTAPGLQGEEAEAPARPSQQPGGASKAANTTTDNTDHNTDDEKREEEQQEEEDEEEDEEGEEEEQDEE
DGTKEEETKKEKVVASTTGEMSAVSREQPSLSSGTARASN I TDSNSTQTTGNDVSAADAAGTAEGKQNE
NKDANPKETPATVAAMKTTTAATGDSDSSTAVSHTTSPLLLLLVVACAAAVAA*
>Tc00.1047053510705.10] S099 | AML-VFECD | 25
MAMMMTGRALLVCALCVLWCGAVFGYAMEDYCGEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMAL KA
VEAADGKGLSGDPLETSQDSSPGKKLDDKTSGGGTPGLGGGVAGPATAAAAAL EPGESGRGEPNRELEV
ADTTGEENANDRRKGAERNPENLKNGQSSSFSSGSPVTLGGEGRASEKNSKAAEPSEDGPKVTKLSQQK
AEGDKGNKNDT IL I GVHENPEKNTE I QTAPPPPANNGKSSPEDTVRMQQLQQVLDG I GSNNNSQTNS 1A
SI1AVNKHNEPSGAHAESGPPSPTANGDAVNNEADNS TEDGMPNNGPAADGAGTREKQNENKDANPKETP
VTAAAMKTTTATTGDSDGSTAVSHTTSPLFLLLVFACAAAAAVVAA*
>Tc00.1047053510709.60]S047 | A--TS-ECD| 8
MAMMMTGRVLLVCALCVLWCGAAVEAEGDGSGGSAEL LPESQEPEKSPEGTQDFGHEAGGLKEELTPTS
ADEDDEDDDDYEGAEAEEEKQ I EGQSGEKGNAAPDPVSGEKKL IGTEQQTRQS I VSAEDTPLSGNRESN
AILTQTK IEGTKDSDKNPPAVENPLTTVNREQTLHAEGNLPPLPEVDDSREHDGKDTTSEDKKNVQPPE
TAATPTSHRDKGSEGTGDDTNATTVTANTTDTTNTQNSDSSTAVSHTTSPLLLLLLLVACAAAAAVVAA
*

>Tc00.1047053510807 .50 S012 | A-—--REC-] 10

MAMMMTGRVLLVCALCVLWCGFSLVSADSGDDRENSGQGVVGSVGQPSPVGGHGDNGVGTDGSSVSGGS
HLPGSAPTGGKPSLPGVGDGVGLTESKDALTLAKEGHEVVRDQHELVPQVSHHTDAGAGGKSDLSAPEQ
SPNAKTELENGGGVCGDDAATAEGEV I TTVNEEQLGGSSTSDSHPPAADRGAKEQEGTVEQAASTAALT
PVVGRETTPKGDTEEDSPEDKAATGAGVTQD I PAVSQQQTNSSSTSTTGNGPTSTLGKGRAAED ISNNN



ERSGKALLQEGAEHETVAGSQSQAIPAATARNTLGTTVSGGSDNSTT I TTAVRSDTGTKGTPTSNHPNR
QSIEGATSPGTNSDGEAASAKNYDTVPQSAGSTAAPTTNNKKNDAASHGDSDGSTAVSHTTSPLSLLLY
VVACAAAAAVLTT*

>Tc00.1047053510915.10] SO08 | A----- ECD|43
MAMMMTGRVLLVCALCVLWCGAGGGYALFFNDEVHAYYYGANGTYCKAFPT I FCSKTTEVTSQQNAAGG
SVTGGNAESGEQENAQS I AGLGGEGSGEASDEGSAGRLAHGSEGSGSGRLKEDEGKAEELNQPGGAPPS
PPATPPAPTGP INLPKSAEPGEPATSGVTTEVQSAQQPPPQSQLPAEEAPPTAAP I ADGSSGGQEQTSE
KNGSDQSEGATGTQLQKPGEGGTETSTPTVTAAHSADGQDNSSEESHLDQSEGTAGEGTHASQPPGEGG
TETPTPTPATVTAAQTSATRTPDDSDGSTAASHTTSPLFLFLLACAAAAAVVAA*
>Tc00.1047053510917 .9] S061 | A--TIFECD |52
MAMTMTGRVLLVCALCVLWCGAGGGGCSEPTQVPQD I TSGNGNNHQSVNNSTGGAGEVGLSGKSAESQA
AGLSVTELPGAGAATNLPGAQTSPTAGAGKNSEE TGQEKEEEDEKQQEKEKRKEDE I EVAKREEEAEED
DEEDKDDDV I DEEEDEEQKKKKDDAGATKG I SAGSQEQP I LSSGAAGASN I TNPNSTQTTGDDDPAADG
AGAAEGKQNENKDANPKETPFEATARKNTTSTTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511083.30]S043 | AG---—- cDj27
MAMMMTGRVLLVCALCVLWCGAGGVYARNPDSNSLGGHMASRGFGRNTSFLSNGS IKNLSTPLLLSASF
I SAMQAEAREEVSSPGVTNLPLSGATVLSPAFSGLGASSPRPTVPGHG TP IPGAAFPGTSGAGP IPDVA
VPSPGPSVLPGHVPAI TGPTSHGPGAAAFSGLGAAIPGAADPGAAI PGAIPGPGSVRGAAVHGHVPAI T
GRTGAGPGHAAGPAPGPGSVRGPGA I PGAAAFSGLGAAGPGAAGPGPLRDPAFPGPDAN IPVSVLPGHG
TP I TGAAGPGAAAFSGPGAAI PGA 1 PGPGSVRGPALSGLVPAVPGAGHSVGGGSELPDSRSVVTSSSQG
GNGK 1APVSVSSDEQIASPEEVLAQKETGSQGTSSPEGQPTVSSNTEKQRNNSASAGGHSLGHDAAGDE
LQDSLEEQQKNDHSQTNETKKSPGDQNTESQSSGGALSEVSNTTTHG I KTQEPKTNSVNEKNYSQNTDA
SHTTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511089.10]S097 | AGWTH-ECD | 44
MTMAGRVLLVCALCVLWCVAGGVYARDVD INALGGCVASGVLGENGSHMPDGCNKTT ITMPLRSVLPIT
AVEASTEKDNAVAKQNDSNSIGTSN I GASPGGGSGDGDSSGSAGAVPGAPGGTGASGEGGSAGGGGSGG
GSTGDHGTGGVSSGPSVSAAPSAVSPAAPAPPPVSPSGPPAPAVYSSAAPGYNSSTGRSGGTAGSSGSN
SSNTTGESSTGDQTPAAAAH I SSPPERPEGTTSGTGHKGQEKEEEEEEEKRQQSDEAQVQQHQQHEHPA
ESGEESAKDKNALRTNATANTGDSDSSTAVSHTTSPLLLLLVLLACAAAAAVVAA*
>Tc00.1047053511089.30]S061|A--TIFECD|52
MMMTGRVLLVCALCVLWCGVCGGGQAEATPAPPPDKSTKNDNATTGVAEGGGQNSKPAELQEAPAAKAP
EPQKASARPSPAPKSGSEVSETASTTKGSNGQKTEGEKKEEEGEGEEEEEEEKQEEEDDTKEVEGTRKE
EAVTSTTGE I SAGTEEQPSLSSGAEGASN ITNPNSTPTTGDDDPAADGAGTAEGKQNENKDANPKEAPI
EATATKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511089.130]S061 | A--TIFECD|52
MMMTGRVLLVCALCVLWCCAGGGGCSEAAPVVPGTGVTGNGNNPESKNNTTDGVGGDGQTGQKAVTQPA
AGSVQKVPGTEAESAPKPGAQVSGTAEET IEKKDTTKKEDEDEEEGKDEDKEEGEEDDGGEEKKEKEED
DTSTTEGKSAIGQEEP I SPSGTVKASNKTQPQSTQTTGDKDQAADGAGTQEEKKNENKEANPKETTVEA
TAMKTTTATTGDSDGSTAVSHTKSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511089.140]S059 | A-TTIFECD| 4
MMMMTGRVLLVCALCVLWCGACGGGCSEL TPAPPDSSG I PSENNTQKNATVVVTGGGGRSGEQAPPKVT
ATTTSEPQKAPARPSPAPQPGSEVSETV I ATKDNNNTNTKGKKEEKEEEDEEEEEEEDEEEEEEEDEEE
EEEEDEEEEEEEEGEPKEEKSNDKKEGEEKKHEDAVTGTTEGMSAGGEEPP I 1SYGVEEAANQTNLKST
QKTGDDDPAADGAGTGEGKQNENKDANPKETPVEAAAMKTTTATTGDSDSSTTASHATSPLLLLLVVAC
AAAAAVVAA*

>Tc00.1047053511089.19]S061|A--TIFECD|52
MMMMTGRVLLVCALCVLWCGAGGGGCSEKPQVSQD I TPVNDNDSKNGNDSRSGAGGDGQNGKQAESQQT
PAPPASGSQGAAPKASPSPASQSEGGGAPETASTKKGSKRQK TEGEKKEEEREEEEEEEEEEEKQEEED
DKKEEETKKEEDDADATEVTSAGGEEQPNLSSGAARASN I TNPNSTQTTGDDDPAADGAGTREEKPDEN
KDANPKGTPVEATAMKTTTATTGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAARE*
>Tc00.1047053511091.9]S043 | AG----- cD|27
MAMMMTGRVLLVCALCVLWCGAGDVYAGDLDNRALGGCMASGVLGMNASYVPNGCNEYMPTPPLRSALP
IPA1QAEDGQVRDTAPGSGSGVGEGGGSPGALSPAGAAASGSAPAPVAPVAPAGPVADPTADPPGGSAA
TGPAAAPGSPVSVPGPVAGPGGNAGSSPGVHAPPHIDDTV I TSSDLSSTREGSREEALQQKETESHDPS
SSKGLTQEALPDVQQSQ I STSEN I KTGCGEEASNCEDEQSVEKATLGKKDLTVAKAQKPPATQNTKSKD
NEENSTEASSTESENTEPQQE I KTPVDESDSTSTDASTAVAARSTSAGSQEEATASSSNGSHSPLQGEV
FTGTDTPENAPSPAAAETEKRQGENVTTPGDSDSSPAASHTTSPLLLVVVACAAAAAVVAA*
>Tc00.1047053511197 .60 SO08 | A---—- ECD|43
MMAMMMTGRVLLVYALCVLWCGAAMVVVAEGSDG IKE I TDKLPRGSQSASQVGHAEDPN IPKPNDGVLN
TSEKPSDAQELNNA IPQKGSVEQPSTDNDGMEVKEGKLEEKEPENAEPRRNGKEQSQDASEGTRGRKAL
MEAQGDPSPKTSADEMPTSEEATGPGKEQTPGQEGETGQAVKPPQSLPATSPPASDRGQPGGSSGADSS
VGGPKGVGGSNLK I SASDGVNQSAVDSLGSAGGSSGGDGGSSRGDSLGSPLSTAGTSLSSALDTPSTQD
SQSSEGARHSEKMSLGTAVPNEQPKERSESKAKQGSSTSEEAAE IPDGGGDA I GNEKEKRDVGLKSTTS
PTPDTSNPPVKQTTPRASSAEPSPTTEVQAGEETSKDNVTTAKGNNTATPGD I DGSTAVSHFTTSPLLL



LLACAAAAAVVAA*
>Tc00.1047053511377.30]S032 | A---H--CD|8
MMAMMMTGRVLLVCALCVLWCGAGG I CEEQVKVVDGGARGGGNVLLVKENGATATLMPSEQTGVLQVEE
KAPNKRAADSSSEEEDKEEEDDDDDDDEPEEGSKEEAEE I 1 1EDGKGGKETVKEHQSQGEEAAGRSVST
KG I TRNSNQQTLHTPLSTEHNPSPDSLGLNPESPQKNLSKNDDSAKNQQTEDSTPGEEDKSKLSEGVPE
PGAGKGNSGPEPGKPTE IHEPTGLSSASSGDAQETKHVVNEPPNASPGPLGGVTTGSHTDVKTGTEVHP
PPPQEHHSAAVAAEKEGS IMEDAA IQRGGYERPQEKLPEAATAAPPEGLRTSAVRSSEKTEDVTDENEE
I GEENAEDETKKQQEQ 1 QLPQQPQQFGEKGQQQQQQEEQPHGYPTDDGEVPKKDKNAVGTNNSDGGTAV
SHATSPLLPPLVLVVVCAAAAAVVAA*

>Tc00.1047053511595 .30 S062 | A--TVFECD|5
MTMMMTGRVLLVCALCVLCCGAAMVMAEANVDKGTEMKKDESFDSSEL ISG 1 VGAEQHVTQDSVREGSE
NGNQSLGAQTGNG INQDNGV I IASPASTVRGEEEEEEEEEEEEEEEEEEEEEEEGESVDAEGETEE I EE
LKGP IEGEETSQLTLPQEGVLLPSEPLKTTLNGNPAGTLNATPAKGQPRSDDGSAQEEGLKLPTLQAPA
APAAPAAAAAAAEATTTQTKDENPSSADDPSVQHVEASQHDMELRSALRKEGT IPTTVTKTDGPTEVNA
ESTPTSPSASKGA I TNDADEGNEEG I QKHDQAPDGEATKEAQQGENKEENTNKTATLEAAAI TNDTATH
GDSDGSTAVSCTTFPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053511597 .40 S111 | ANP-V--CD|2
MTMMMTGRVLLVCALCVLWCGVSVVMAEAGGGDAEENMVLTWYPETKKGCENQSTKEGKLNKSAFKSCM
HESMKE I CDAYYSEMPSTSREPAAVE I CNNY TGDPEKADDASKSQDKSPHDAVTPEAVTTPETAKVDAA
EMGSTPGVPAGDSPANPTEGPHSTSAATDTANSEAEKDGKKVTLKNAPESNATRKEEVEEGEKNHNSAK
ETPVDADTMKNVTTTAGNDGSTAVSHTTSPLLFLLVVVACAAAAAVVAA*
>Tc00.1047053511603 .30 S033 | A---V--CD|9
MAMMMTGRVLLVCALCVLWCSAGCRCDEEEDTALVGDLPANSESGSGGPEKDTDHTVPGGAENPSAQQS
QLNKVRGSPAG I SSLEAPSEVESKKKQTQSDPEHTDLLSPSKSSGEQRQDGTPEGPPEEPETSPNQEYN
KDVS IVNQQN I DPPSPSGNDDVVSHNSGERTEDTPSSTE I IDAAPSEEGEKRENVTPSLEQPLETSTAA
PAITTQTSSTTPTDVGESNTVKMSEASPKSTGTSQTDHTTTK IANSDGSTAVSHTTSPLLLLLVVACAA
AAAVVAA*

>Tc00.1047053511603.80]S013|A---V-EC-|8
MAMMMTGRVLLVCALCVLWCGVGGGFCEEALEEAPLVGSSLDSTGVGVSENATGHTVPGDAGVLSAEQK
QLNPLGDPPLQAALQTESPTEQTHSSPEHKDSLPPSTQLQEERQGGPDEG I LEEPGASLSQEDKKHTS
GDQQRNDPPPASSNNDVVSNNSEESTEDTPSSTE I IDAAPSEEGQENENVTPYLEQPRETSTAAPAIAT
QT ISMTPPDQSESNTVKMSEASPQSTAATQTNHT TTPAENDGSTAVSHTTSPLLLLLLPVACASAAAVY
AA*

>Tc00.1047053511603.100 ] S091 | AG--YKECD | 14
MMAMVMTGRVLLVCALCVLWCGAGWVYAREFENNAVGGCMASGVLGENGFHMPSGCAKTVLALPLRSTL
PVTAAGVPTSEEESEKNFSNPNLKPLSPPVSGGSQGVSGGSGGAGQSGGADNNAVVGGVVGPSGSSSGG
VVNFLVSDSFSAATPSPSNPVGADGLQGSKGTTSTVSMDAPETGVKSQSARPPAPAQTNLDRQEVSITN
AETQSS I KPHAAGNQ I VNGDETGRE I ERKAAVTGGPPSNQQPTPLQPVQQEQPTTDSHTRQKEERDSEE
APSPPPSPSPTNSTEG I PATRELQ I STEKKKQTSPSETQKELVGQEKPSKGDAAEHNTKGTTKSDSVKD
AVASGSEETTASP I STSGGADAQNEVSKDGDNAQRTNHKETHKHPEPDNTNPAPTANNTQPQTALTLST
VQTNDTATPGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053511603.160]S082 | A---YKEC- | 17
M1AMMMAGRVLLLVCALCVLWCGAGG I VADDAVRAELEKENKSDSLRADPP I DEADTQEPQDLGRQLSD
KENGLMVAQEGM I ATQQDGLALKSSTNPLELEEDKDEDEEKEDGKGKGKAEKDKRSMEQTETQKSLMKD
GETSKLTSAPGTPSTL IPPERGGQKTPSETPPGPPTNGKPAEETGPPASTGSQNATETTSTTSLPNAET
APEVQEKPLGNGEPSQNRQDTDQPDSMNNAT TSRPAETPAPLVSTSGSDGTQKKEEKVDNGDQRPNRKE
TQDGLEDRNTSDAPTSTEAAPPTAETVNNYQTNDTATKGNSDGSTAVSHTTSPLLLLLVVACAAAAAAA
VMAA*

>Tc00.1047053511603.190]S002 | A---S-ECD| 19
MAMMMTGRVLLVCALCVLWCGAGGRCEAGVGVGAQQDGGKSPPESKGLETSSQGTQDLKGGAADAKENS
PPLPTEEDHEDVDDDSEEGDDDDGGTEDEEEEKVRGQSGQEGTVALGSDSTEKKL I GSGKQTELSISSA
ESISPSGSRELNVNHTQTEFEGKKETDKNTPAVESALTTGNGENTLPAE IVDGNPSPPPPQVG IHSREQ
DGEGTTSEGQKNDPLPETAATPKSHHDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLL
LLLVVACAAAAAVVAA*

>Tc00.1047053511603 . 250 | SO80 | A-—-YKECD | 24
MTMMMTGRVLLVCALCALWCGAGSRCDEEEDTALVVGPPGSRSNDGKGGPGSAPPSLPGTGTSVPRSIL
PESEVPQER IAGTSSEERGEKNYKNEDGEEEDVDEDGENSRHHERL SEQPTQKEESQEETPEEKELKKG
LEEEKDVHQPGEEG IKGAQQSQSQQPPPQQLQVK I TAPAGRGGPTAPTGPARPPAPAEPSSMDGSQT I E
PTDSRNPSQESHDKSLLQTKKESSAPDPSLKDAFPEQHGQETTTPDSVMNASAGSQAR I TAPSTSTSGS
GEAQSKADGNDAQRPNPNKSHDDSDAGKTKVSTTLSEAAPQTTETVAATQTNHTKT IGDNDGSTAVSHT
TFPLLLLLLPVACAAAAAVVAA*

>Tc00.1047053511603 .300 | SO30 | A-————- CD|31
MAMMMTGRVLLVCALCVLWCSAGGCAENDAEVVE I PAGGKGAVGSTGTSAPGPGVSVLR IDVPNVNQSK
ETSAVKSFEGNEVKTDQQDFPSREDEKDGSPSEQLEEPVEDATEKAK I EPPLQNVGQEGREPQQSQLQV



NLPQKAQPQPQQSQPLPPSAPQPHTPASEEGKGVGENNTGGEGQSPLGVQD I GNEDAEAPRKEDLLNGP
GKESESSEEVQTKGPKTVTPKHKTQNEMLTPEQKKNESQSTDTSTNLPQLQKENKEYPASREDTAQSTS
TGSEEKEAEPSTSEETSPFEEEQSTGTKTTEDAQTPDAAATEKKKPGDNEKVGDRDGSTAVSHTTSPLL
LPVACAAAAAVVVAA*

>Tc00.1047053511603.320]S002 | A---S-ECD| 19
MMAMMMTGRVLLVCALCVLWCGAGGRCEAGVGVGAQQDGGKSPPESKGLETSSQGTQDLKGGAADAKEN
SPPLPTEEDDEDVDDDSEEGDDDDGGTEDEEEEKVRGQSVQEGKVALGSDSTEKKL I GSEKQTELS 1SS
AGS I SPSGSRELNVNLTQTEVEGKKETDKNTPAVEGAL TTGNGENTLPAG I VEGNPSPPPPQDGVGSRE
QDDEGTTSEGQKNDPLPETAATPKSHHDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHSTSPL
LLLVACAAAAAVVAA*

>Tc00.1047053511603.380]S025 | A-————- c-117
MAMMMTGRVLPVCALCVLCCGLLSADAGDDDVSGDHGTLGGSGVGADGRPSVPVGSDVSTGGTKDECSL
GSGGGSPVSASTPCKSLLSDAENPGGEVFNDNKKGLSRVEGNSNVEQDPPQPGSHVVSTAEVLAPGQSN
SEAQEQSSGKLRTEEGRNNGDGGTTVKEEVTGVKSRDTADLSPNDSRPPKAARPVTGEEKGTEKQAASK
ASLTPEEERGTSAATDQKVDLPKEEAASSAGATKNRSPVGQQQTEASSPSTSGSTSTLTPQKEPAEELH
SNNNQPPGDAAPTEGTQHETLPGDKTQTEPATTNNKP I DATPTGDSESSPTAPPAGESDAATTTTTNNH
DPRSLNNNGNNTFTEEVDQKEATRKPKNAPESTDTAAANSEASATAIN ISTNTTNKTTTGDSSTAVSHT
TSPLSLLLVVACAAAVVAA*

>Tc00.1047053511605.20]S021 | A---SR-CD| 1
MAMTMTGRVLLVCALCVLWCGAGGRCDEETAARGSDAEPPLASKPETPESG I PGTQPQVKRDNEEAKRP
MGEGSLEGSEDNVVAKTEDLSEDDEGSKEEGNEETQRKKLNGRQEEHEENGPASGLDTSNGSS IESQLQ
TLQTNSSTGSSPPSSSLKA ILDLTQTGIKENGVSVTNSPTDEETLEKDTRDNAPHGGLAKVTLPPPLED
SAAASG I SAEYKKDEGQKDANLHSTAATVQDSQDDTTKNTKKET IPTAI TTDTETTQHNDSSPAELTAP
QSDAGVESTPSTNYSRHSSTEDAARLSETNDAEDASGSTETADSK I AETEKAPLATANTTDTTTNDSDG
DSSTAVSHTTFPLLLLLPVACAAAAAVVAA*

>Tc00.1047053511605.80]SO30 | A---——— CD|31
MTMMMTGRVLLLVCALCVLCCGLVSADAGDDDVSGGHGTLGGSGVGADGRPSVPVGSDVSTGGTKDECS
LGSGGGSPVSASTPCKSLLSDAENPGGEVFNDTTKGLSRVEGNSNVEQDPPQPGSHVVSTAEVLAPGQS
NSEAQEQSSGKLRTEEGSNNGDGGTTVKEEVTGVESRDTADLSPNDSHPPKAARPVTGEEKGTEKQGAS
KASLTPEEERGTSAATDQKVDSPKEEAASSAGATKNRSPVGQQQTEASSPSTSGSTSTLTPEKEPAEEL
HSNNNQPPGDAAPTEGTQHETLPGDKTQTEPATTNNKP IDAAPTGDSESSPTAPPAGESDAATTTTTNN
HDARSLNNNGNNTFTEELDQKAATTKPKSAPESTDTAAANSEASATAINISTNTTNKTTTGDSSTAVSH
TTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511609.30]S112 | ANP-V-ECD|4
MAMMAGRVLLVCALCVLWCGGAAVVSSMPDVTGRENVPHGYLVVNWEKLLKNECATDKKY INEDGTVNE
SAVKDCVRDAMRLVCNFFCRK I SGEPDDSEGGR I CEEYVGSQDEAGQSSHV I TPAEAKTLQAPRSELEE
LGKTPGETPKPLSGGPATEDEAAKPTGGPPTPPVEAQHNREENVPVLHPEDDPGTTESNSDSEEDDSAS
TTDKQEGVTPDGHDKSTPTLPSTATDTVKNEADRVNTEGTQKPATESNAEGKEVEESDEKKYDNTKR 1P
AEAAATTNNTAMPADSDGSTSAVSHTTSPLLLLLLLVVACAAAAAVVAA*
>Tc00.1047053511611.20]S110 | ANP---ECD|3
MAMMMTGRVLLLVCALCVLWCCGAAVVSSMPDVTGRENVPHGYLVVNWETLLKNECATDEKY INKDGTV
NESAVKDC IRDAMRVVCNVFCRK I SSEPDDSEGER I CEEYVGSRDEAGQSSHV I TPAEAETLQAPMSDL
EELGKTPGETPKPLSGGPATEGEAAKTTGGPPTPPVEAQHNREGNVPVLHPEDDPGTTESNSDSEEDDS
ASTTDKQEGVTPDGHDKSTPTLLSTATDTVKHEADRVNTEGTQKPATESNAEGKEVEESDEKTYDNTKK
IPAEAAATTNNTAMPGDGDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053511667 .50] S128 | ANQ--KECD | 1
MAMMTGRVLLACALCVLWCGAAVVASAADGAEGDGGAGEYL I FRWRAHLRRKCVEKVNRRTGGCANASA
VEECVRQWMDGVRAVADGRRRWGRHRYAVAAADGPFENDSTPESSLQGQ 1 GSGAGVTGGQRLEPSLRSD
TG I SDKATAEEETLTRPPEAPELVKNRTEE I INDQEKEKEKKKSAEEGNEDEVNDNGEDDNASTESPGD
DYDEEEEDLEAGTNKKEGRDGDVVGDNSLDDHA 1 VQLAAPVDVERQERSLTLNNGRSGGKGGAGETRVP
EGAGLQGAEKESAKLTHETGADLMETEGLKEGADQTDAGKQQA I DEAKSNEAAPPATREEMKKEALKEA
KKATANEDV I RKETTEKGKNGAERGNGESSDKAGKEEKENEERKVEEANNEPQDGSETANTDVALTVGE
AAPQALVTATVAQANDTGTPGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511787 .10] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNAVGGCMASGVLGENGSHMPEGCNKTAITVPLRSVLP
I TAVEASAGEDVSPAAGPSAPPTGGQGTGY I SSGSSAFPPAPPAAPPSAAPVVDSSVGSGDGKAESSGS
HPSNTTGDSSTGDQTPAAAAANNSSPPE I PAGATSGTEHTRQEEEEEEDHEKQQQSDETQVQQHQQHEH
PAEGGEESAKDKNALRTNATANTGDSDSSTAASHATSFLLPLLVVVACAAAAAVVAA*
>Tc00.1047053511839.20]S084 | A---YK-CD| 3
MAMMTDRVLLVCALCVLWCGAAVVAVGDV I GEVG IKDESSKALQVDSQAREAGKRDVSGPEAVVPRLHE
QQGKNARKNDDSA I QPTRQVKVEEEDRDHSEEEEEKENEGSLEGTVKDGEVLPSQAEGQPRSNEPPPPP
ASGGSRNGV I SGGGSKLGESSNGGEGPTLNSSSSSGDGKPPAVDGSGSGGGTGSVPGGKG I GGGGGGTP
GVESLKFPVSGVALPPSTPAAGSASSAQNLESSERSGWPEPTVSLR I APLNVDARKESKPKDEPQTFSA
QGEAERQVTDEETSKKEAKESVVEGKRLFNLPHNASSTPAGPAVRLPEGSQVQGNRDEGGGLPPEATKS



ETSTGOKHGTSQSQNESRGTKFPSKNEVAVQHGHVTVPSDSMTNASANSQGVTTAPSISTSGSEDAQST
VDGNTDDDQRPNKKKAHNNPEDDNTNVAPTFSETAQQTPETVTVVQTNDTTPGDSDG IKAASQTTSPLL
LLLLVVCAAAAAVVAARE*

>Tc00.1047053511839.30]S017|A---S-EC-] 13
MAMMMTGRVLLVCALCVLWCGAGGRCDEGEAAGRVSGDELPQGSKSLVTPRVGSQGLQNGVTVVKEEVS
P1SSPPQDGDADGDEGDDGGDDEETEAEEEESTEGRGGKGGTAAIGSDSRKENLSGSGQEKNQS IAPSG
GISPSGGQESNANPTQPEVEEKKEPDKNTPAENALTTVNREQTLSAGVAGGNPSPPPEDGVDSREQDGK
DTTSEGGKKVPSPETAATPQSHREEGSEGTGEDRKATTATANTTDTTSTQNSDGSTAVSHTTSPLLPLL
LACAAVAAVVAA™*

>Tc00.1047053511849.30] SO009|A----KECD|5
MAMMVPGRVLLVCALCVLWCGLTGVSADGAAGGHVTLGENVLE IVGGQSTSSLAIPGAKGASTGGVLVG
GEHPTSDSGTPGDVSFLPGSDDGSVSDSSEEDSALTKDSPRELKGKAQSVSLVVSPPKVKE 1VSPESNK
QG1VLPAPAESENHNAGGVGA I SNRE IRDNGGHANASSNDSDPVLPSLSPKVQLPAT1SQAPG I PPPPSL
GQQTSTVTILQEVETPAARSRETSVSSKE ISRHAEDPAEGKKG I PPAPTHSQNSTDEKHKTSLLQIGTE
SAAPKPLSPDGVLEQNSEGTATKDAMKTDVDTGSPAATSESS ISTSE IVAVONKTDEKDGNEQQPEPKG
LHNDPDAGNTNFAPTAGGTAAETVKT ITAQNNATSNSVDSDGSTAVSHTTFPLLLLLVACAAAAAVVAA
*

>Tc00.1047053511877.20]S014 | A---Y-EC- |1
MVMMMTGRVLLVCALCVLWCGAGGVVNGVGG I DGLSEVPSSGVPSSSSSNPNGNDLSKTLSNTPSIQNG
ESSEKGEPSGKKSPGPVSPSGQTGEVSKLEEKLRASDTQEEAETSVAGKDTTKAERTQSDMKTDGSSNT
LSTAAKSKVQSPPPPPPPVKPPTAEEQQPNTAPKDPRTATEEKYEMPTSATKTNPDTPKTSLKDGMADR
HGHDATTTVLVKNAATGNSAERKSPS I STNDSDDAQSTGDENNDDDPRPNHKETGDHKAANTKVGSTPS
ETATQTVKTETVTVAQKNDTATSGDSEGSPAASHTTSPLLLLLVVAAAAAAAVVAA*
>Tc00.1047053504587 .30 | SOO8 | A-———— ECD|43
MAMMMAGRVLLVCALCVLWCGACGGYAWDFNGNESLNEQHYGANGTYCRLNSSFPFCEEKRNASKLKEA
ALKASNAQSGTGSGQPNADGSSGGRDNSSEKNDSDESEETDEGPQESQPPNGNVTETPTPATVTSAQTS
ATRTPDESDGSTAVSHTTSPLLLFLVACAAAAAVVAV*

>Tc00.1047053504655 9] SO30 | A-————— cD|31
MAMMMTGRVLLVCALCVLWCGAGGVYAWDLSSDAALHKKHYGANGTYCRLNSSLFFCKEKGDASKGEET
VSQASTAQSGTGSGQPNAGGSSGGQDHGSEKNGSDELEK TEEGTQASQQPNGNVTETPTTATVTAAQTS
AMRTPDESDGSPAASHTTSPLLLFLVACAAAAAVVAA*

>Tc00.1047053504769 .20 SO08 | A-———— ECD|43
MAMMMAGRVLLVCALCVLWCGACGGYAWDFNGNESLNEQHYGANGTYCRLNSSLFLCKEKRNASELEET
TSQKSNTQSGTGSDELNAGDSSEGQDNSSEGNDLRGSGRSKEDEGKKELKNSVEGETTPTQPSTVSEDL
PKPAAPGGPEAPGTETELQPPQQSPPQSPLPAGGTPTPTPTADGSSGGRDNSSEKNGLDESEKTDAGPQ
ESQPPQGNVTETPTPATVTAAQTGATRTPDESDGSTAAFHSTSPLLLFLVACAAAAAVVAA*
>Tc00.1047053504787 .30 S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGRCDEALPVVVSAVNPASGGVVTDNAAGQTAPGEAEGLSAHQPQLE
SVGGSPSGGSRSQADLQPQSPT IQLTHSGAENTVPSTTSKPLGEKMQNVPDEGPPGEPG I LSSQEEAIK
KT 1VNQQSNDPPSHS INNDVVSRNSGERTEGNSRRAE TLFAAHSEEGQEREKVTPSLEQPHETSTAAPA
ITTQTISMTPPDESE INTVK I SEASPQSTGTAQTNHTATPGDSDSSTAVSHNFSPLLLLVVACVAAAAY
VAA*

>Tc00.1047053505023 .40 S012 | A-——-REC- | 10
MAMMMAGRVLLVCALCVLWCGAGGGCEEGEVAVVAGSPGNVSVVTPNSQLELPLLEGQASN 1QSPKVGK
ELPTVAGVSSE I TEKNNAGGGGGENEELQERQRQGQAGG IRHDGQDGAHKEEDRQEEQEETKKKRVKDQ
NSHESDPVKLAELPLNQIKDSPSHSSNDVEKSDKK I SG 1 ATPLGNGDQLQDALRPLPNASTTLSTEENT
SFYSTGSGGDDNSHEKNNDANNAPQSSSTGIEQQDTEPHGKS I TFTDSGEASKLPVTTVTKTSDTVAAG
GTPSAAMALQHNTGMED I PATPDSSQPSTGGAEQPSATPDREEASDSTENG I SQSAGSATEAMTTAKTN
DTTTPVDSDSSTAVSHTTSSLLLLLHAAAAAVVAA*

>Tc00.1047053505025 .70 ] S025 | A-————— C-117
MAMMMTGRVLLVCALCVLWCGADGGECTEVVKAPAGGAGGGSGGKSAVETAENSTSGPDTSDSP IDVSK
VNQSTEASGGKSLEGNGVNVDQQDVVPGVEEEDGSPSGRLEE TVVNDPGKENTERPLQNVGKEG 1QQPQ
LOLNLSKQPQPPPQQSQPLSPSAPQPHTSASEEGEGVGENNTGGEGQPSLGAQD I GNEDSKNHRKEDL L
ESSGIKSQSSEQAQTTVPKTVPPEHKTQNEEL TPEKKTNESQSTDTSTNLPKQQKENKEYPASTEGTAQ
STSTGSQEQEAEPSTSEEPSPFEEEQSTGTKTNEDARTPDAAATEKRQTGDNEKVGDSDGSTAVSHTTS
PLLLLLVAAAAAAVVSA*

>Tc00.1047053505025 .90 | SO82 | A-—-YKEC- | 17
MAMMMTGRVLLVCALCVLWCGTSGGRCDEDVRVTEEKKKSSGDLQPVTPVAAAGKQHGEP INQDSDLVR
QPLVKDLEGPSPKHQTDDKVLGVVDNEDDGTDKEKEERDKAQEGAPDGQTQEEEVPPPPSPLSPAPLQS
PPPPAASDGTQPGGGPGADSSGGGSNGSGSS I GGGGSNLETLAVNCGNQSAFGSLGYGGETGSFSGGAG
KGGVD I GSPRGDFSDSSLSADGTFLSPAPDAPSSQGTQSSANVERSK TMPAGLPLPNVNAPKGPESKAG
SLPPNTQEKAKCSDANGGAAGNKAKQSDVETEDPSSSFANTGDQTVEKTLLLPQTPAVLLPVPSAELSP
EVPPVTPVQANPDGEGGLPTAPRASEASKREMQNKASSPNKTGSESPDRPSKDGMQEQKDKVTTQLNTT
KKASAGGLAETTAKS I SANENGDVQNKEDEDDARQPKPNRPQDDAEAGNTNVAPTVSEAALQTAETVTT



SRKNDTAPPEDSDGSTAAFHTTSPLLLLLLVFACAAAAALEAA*
>Tc00.1047053505025 .130] S105 | ANP--F-C- | 4
MAMMMTGRVLLACALCVLWCGAGGCFANEAEASANGAASKTTPADK I ILNWYELTHEECETDNTKNGTV
NVPAMKRC INFAMKG I CDTFYNKTPSE IHGPDVKDMCTYYAA I PDEPVELPTPQGPPSDSAVSNTTSNE
GTPKNAPESDVAGRGEGKEDEKEHGNTKKKAVETAAVQN I TKTTDSDGSTAVSHTTSPLLLLLLVAAAA
AAAVVAA*

>Tc00.1047053505297 .60 SO39 | AG----EC- | 2

MAMMMTGRVLLVCALCVLWCGAGGVYARD IDNKALGDCMTSGVLVTNCSHVPSGCDKTAPKPPFRSALP
I TVLQADASEGKDLTSQGDNLNSSESSGTGAPGKASENPGG I PGTDDSSGGGSSGAGGKEARREAEGMN
EASSGKQVTNEKEVLSPAGGGSAPDPNGTHNSPETNAVNSASENEPESNSLERSSEDGEAGQQDEEADA
QGTQETEVRQGTAASPVSTSGSGGAQSEADADVDDPQRPNPEGPQNDGTEAGDTHGPTAVSDAAPQAAK
AITAQTNGTVTPGDSDGSTAVSHTTSPLLLLLVVACAAAAVVAA*
>Tc00.1047053408547 .10] SO30 | A-————— CD|31
MAMMMTGRVLLVCALCVLWCGGGVFAEDPAPDAGVSGHSAS I VGGLQE I TQNGPSLLGEPSSETVTPKY
EGGAPLGSAVEL PGRSEQEVDALEGEDLSDKSLDKE I SKDKNAQLSSGPPADNNSSPTGVGNAGGSGLP
SSGASGDLTDSTDDRAGGAGNVGH I KPPAEL TPPHPPEPNSKGGRAPPAVPNLNTSGSQGK 1 AAQGQPS
AKQETSLATQPQVSGMRPPPQDEKQSGGE IENSPEPGEAPATSDTTLVTSSGTEGQ I PQSSSPRSGSDN
VTHQSEQHPEAPLGNTQQDDAAVADEERRRGETGG I PTDSHRGPEAAAATNANAKVAPPTEGSDGSTAV
SHTTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053505949 .20 SO08 | A----- ECD|43
MMMAGRVLLVCALCVLWCGAAVVVSSAGDVVDGGVKVGPLGDSQSGSRDEKAAKPEL SRSVDEKLGSAG
HLLDTRSGTNVSEQGNLVKEPPAGNVGKEGVQEEGKELPVTHTSRTKDKVTVPQSLPSPPAEDPPAKSP
SQASMQGSPTTPGQPQENSQKSTGQPPTLQAQPPSSPAASAEGEADGDPVGASDTSRVTGDKNKDSKGS
GGP 1 SGPPSGDASSSP I SNDGDASRNNGGAPSTQDTTSLKNNEQSGPTTSSGSAPLNRETPERSTPDAK
QHSSETQENETSRLPDGDAAHSAAGQSAMGTKGSSGVSTTASNAPTTPQPQRPAPPVPPTATVTGAPAE
KPTAERLPPPGDSTPGEGLAATTKAQANDTVTPGDSDGSTSVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053505949 .80 SO74 | AML-YKECD |9
MAMMMTGRVLLVCALCVLWCGNGFGDARDDRYNEGGRNFLTHTHNGGNDRLRLKADRGL ISTRMGL 1KA
VAAEDDSEGGTTNALLEEKTAAGG I SAGSGGDAAPVPKEMEGAAGAGTPFLPSGPGMPGTGAETGQSLM
AGQEGNEKNNLDPKKKEATDSKDKTNDELSSPSGSTPSPPGEKLSSTGTDD INQLPKGKVTELGVERQD
NRESDEA I EKEDGEKNTEEEEKQK IKAQTESRESKNNAGEKPPSLPAPPPPPPTTPSGGPAPS I SEGEG
SPPTELKNSQNQKKVTNEATPSESKTDSEATQSSSGVATQGRHSHDTDTEDLMKNAATGSPAETTTTSS
TSTSGSGDHVQNREDKDDAQI SEEQHDSLETGNTNGVPTLSEAEPQTPATVTAAQKNYTTAPGDSDGST
AASHTTSPLLLLLVFACAAAAAVVAA*

>Tc00.1047053506001 .50 SO08 | A----- ECD|43
MAMMMTGRVLLVCALCVLWCGAAMVVVAEGSDG INE I TDKLSRGSQSASQVGHAEDPK I LKPNDGVSNT
SEKPLDAQELSNVSPQKGCVEQSS I FHGGMEVKEEKLEEKEPENAEPRRNGKEQSQDAPEGTRGRKGLM
EAQGDPSPKTPAEEMPT I EEATGPAKEQAPGQGGETGQAAKPPQSLPATSPPASDRGQPGGSSGADRSV
GGSKRGEGSNLK I SASDGVNQSAVGSLGSGGGSSGGDGGSSRGDSLGSFLSAAGTSLSSALDTPSTQDT
QSSEGVRHSEKMPLGTAVPNKQPKERSEPKAKQGTSTSEEAAESQDDSGDAVEKEKEKRDVGLKST ISP
TPNTSNPPVTQTTPRASSAEPSPTTTEVQVGGETSKDNVT I TKRNDTATPGDSDGSTAVSHATSPLLPL
L IACAAAAAVVAA*

>Tc00.1047053506001 .14 ] S097 | AGWTH-ECD | 44
MAMMMAGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVLLRSILP
I TVVEASDGKAGALATKNDSNSSEASDAGVNGSGSAAVPGAGDSDVGERAPAAADGGGSGTSTGNHGTG
SVSSGSSEGPSDPPAAPGVDSSAGSSDGKAGSPGTNPSNTTGDSPTGNQTPAAAEANDTSPPERLAGTT
SGTEQKGKEKEEEEENEKQQQSDETQVQQHQQHEHPAENGEESAKDKTALRTNATANTGDSDGSTAASH
TTSPLFLLLLLVVCAAAAAVVAA*

>Tc00.1047053506067 .70 S099 | AML-VFECD | 25
MAMMAGRVLLVCALCVLWCGAVFGHAMEDYGSEGGGNGLRHTSNGGDDGVSLKADCVLLSTRMAL IKAV
EAEEAGDEPSRPDHLQDTGESSPNNTEGSAAAGPGGQPAGLLPKPEGSDTEGQQGEPEGLDLNGGKETE
DRNVPKDVKATGSQHQSVESSSSPSSSSGSPGTKSGNDGNLENTSESDESSDETPTEEKRDHRSKSDSP
DVEAEEEPKKTGDKKNASNEAPTETRGSPANNTE IQTATPPPPPAPMNGHSSFEDLPPMQPLQRVQDDN
AESRPPSPMANGDAANNEADNSTEEG I PRNHPAADGAGTRREKQNENKEANPKETTVTANTTDTTNTQN
SDGSTAASHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053506067 .140]S061 | A--TIFECD|52
MMTTGRVLLVCALCVLWCGVCGGERAEAAPGSSDNASSEEKPQSDKGETTGVAGGGGQKSEQAVPKAPA
SSKAPELPEVQTNSPQATQPEGGEAPETVNPTTGKKDQKEDDKKEKTDEAEAEDDEEEEEEEEKEEDDT
EEKGETMKEGAGTGTTEV I SAGTEEQRSLSSGAEGASN I TNPNGTQTTGDDDPAADAAGTAEGKQNENK
DANPKEAPFEAKSMKNTTATTGDSDGSTAVSHATSPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053506067 .240] S032 | A---H--CD| 8
MVMTMAGRVLLVCALCVLWCGAAGGAVGVSGGEDNTLKELF I PVARLQERSEQRAAEATADAKATAEMA
AKAAAVAEAAAEAAAKAK | AKEEAKSATAKAEEAKAAAEAVATAAEALRGTAVGEEEVK TATHDHDNSV
EHHSGEKQELLQEEPERQEKEQHAKQQHQQREHSARNGEESAKDETANSTNATA IKDDNDGSTAVSHTT



SPLLLLLLVACAAAAAVVAA*
>Tc00.1047053506067 - 290 | SO99 | AML-VFECD | 25
MAMMVTGRVLLVCALCVLCCGAGGVVYAMADRCSEGNGNLLTHMNNAESDAVFPTAECSLLSTQMGL IR
AVEAGDEEGAELGGTVTSEKPKQLLSGTTSKGNDEVLTPVPPAPLPTAKLSDHVEKEKPLKTVDSNGIG
DTRDPSGGKATESQRQSVGQSSSGSTVTQPGKDHNLNNPSESDASSNFAPTDDSDAN I PPNVPERGVGA
LGKVNEDEDKTKKSKQAVQEDAGEHKKKNKNDNSPTGTLENAAKLEK I PQATSPSL INAPAEVALETIA
KKEGDSTQARVNGQSSPEDTVPVQQLQLPQSDMKSNSNSQTEG 1 AS I TANSQNETSDGHAETKPPPTAN
GNFANNEADNSTEDG I PNSDPAVDVAKTRDEQNENKDANPKETPVTATAMKNTTATTGDSDGSTAVSHT
TSPLLLLVFVACAAAAAVVAA*

>Tc00.1047053506067 .169]S061|A--TIFECD|52
MAMMMTGRVLLVCALCVLWCGVCCGEPSGPPSSPSKDKESQDDEVT TAVAGKGGQSGGPAAPQAAAPTA
LQSQGAAPGLSQAPPSGSEASGTASPTKESNDQKSKSTETSDEQDEEDEDEEEEEEEEEEKEDAVEEQE
ENGAKEEETRKGEAVTANTEV I SAGSQEQP I LSSGAEGASN I TNPNSTQTTGGDHPAADGAGTAEGKQN
ENKDANPKETPVEATATKNTTATTGDGDGSTAVSHTTSPLLLLLVVVVCAAAAAVVAA*
>Tc00.1047053506101.10]S125]|A-Q----CD| 2
MMMTGRVLLVCALCVLWCGLSG I AADGAGGADGSAVEYS I AGRRSQLRRGCAEEVSRRTGGANASAVEE
CVREGMDGVRAVVDGRRRWRRQQFAVAAAADVDSDDKSGEGGNDKLKGLSSSDQRLQAGQDPDEGQEPK
NSLEEKKTLETSRDLK I TGEQNVSTDDDRPKQTGSQESTGGLPKGEKDTRSPQPPQPPPPAESLQPPPR
QPSPGTNTLHSEETHLP IRVEKHSRPQDGGPAQETGMLQTKGSTKQEKGASSLQSPESVSHLGPESTTL
LSTSTESSD I AASMVEKSGANNPKPPAASVTQRDSNGDNGPAALPASNTELLSQELPSAG I VAKTNDDG
DDSSPAAPTAERTTAGTRSTQASGDASDLERANKDDVNSDVVHNSKTAEFEAASGDRDTEADKDERYTT
VPENATNKTSNTETTADSAGSTAVSHTTSPLLLLLVVACAAAAAVAA*
>Tc00.1047053506131.30]S088 | AG---K-CD| 1
MAMMNGRVLLVCALCVLWCVAGGAVASNLGNNAVGGCMASWVLNTNKSY TPSGCEKTALTLPLRSVLSI
TAVEASTDPLVTGTAENKSDLAPSSGADFGGAGSPPGRGGEGGGGRDDGAGGPGGYGGASGSQARGSKA
SVGGGGGSNGGSKARVDGSLKSPSPVLGDGGSSPGAPTGSAGSDGSKGF I FGSFSSGGRSQPDVGSPGG
DASLSAPVAGGNSPPF I TDESDALEKTGAAASTKGRKPQEAGEQSEANRARNEL PELSAPAESTPEAQE
DFPSKQEKPENEAAGRAATGNEKRR 1 DAEAQGPSTVMSTASTPPLPPPAPATVGEERPTAQTDSQNLTE
ERTKTPPSPNKKEPEETEPTSGDGVAEQQGQGTVLPDLKGGTTGSPAEVTASS I STSGSSDGRSRADEN
DDNSRGPNPGGLNNDPEASHTNVAPTASETKPPTAKAAATARTDGTASAGGSDGSTAVSHITSPLFLLL
LVVACAAAAAVAA*

>Tc00.1047053506131.110]S061|A--TIFECD|52
MAMTTGRVLLVCALCVLWCGACGGGRAEATPAPSDTTPDEESQKGKAVVVTEGVQNGEKKAPQAAAPMT
SGLQGAPAEAAQAPQPGGVSFEKAEAAKDNNNQKGEK TEEKEDEEEEEEDDTEEDGE TMKEADTGTTEV
I SAGGQEQRSLSSGVEEAENKTNPNSTTTTGDGDSAADGAGTAEGKQNENKDANPKETPVTATATKPTT
ATTGDNDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*

>Tc00.1047053506131 .140 ] SO30 | A-————- CD|31
MTGRVLLVCALRVLWCGAGGRCDDEVVEAAAGGL IGTAGKGTVETSGTSTPGLDGSDLTKGLPKVNQPT
ETSTGKSLEVNKVNADQQDVAPGVGVEEDGSPSDHLEEPLKDDPEKGETKPE IQNKGQEGREPPQLQVT
VPQQPQPPLQQSQTQLQLQLQPSASEKGEGVGKNNKGGEGQLSLGVENKGNAAPEAPRKEDLLEGSGKE
SESSEQVQTTVPNTVPPEHKTQNGMLTPEQK TNESQGTDTSTNLPELQKENKEYSASTKGTAQSTSTGS
QEQEAEPSTSEEPSPFEEEHSTGTKKTKDARTTDAAATEKRQTGANEKVGDSDGSTAVSHTTSPLLLLL
VVACAAAAAVVAA*

>Tc00.1047053506131.190]S017 | A---S—-EC- |13
MAMMMTGRVLLVCALCVLWCGAAVEAEGDGSGGSAEL LPKSQEPEKSPEDTQDFGHEAGGLKEELTPTS
ADEDDEDDDDGEGAEDEEEKQ I EGPSGEKGNAAPDPVSGEKKL IGTEQQTRQS I VSAENTPLSGNRESN
AILTQTK I EGTKDSDKNPPAVENPLTTVNREQTLHAEGNLPPPQEGDDSREHDGKDTTNEDKKNVQPPE
TAATPTSHRDKGSEGTGDDTKATTVTANTTDTTKTQNSDSSTAVSHTTSPLLLLLVFACAAAAAAVVAA
*

>Tc00.1047053506131.84]S060|A--TIF-CD| 1

MMMTGRVLLVCALCVLWCGVCGGGRAET IPGSSGSSGTPSGKEKLQNDKDTVVVTGEVDQKSEQEVTQA
AATTGSGSQKAEANPPQTTQPEGGASETTSPSSEKKDQKEDDQKEK TDEAEEEEDEDDEEEEEEEEEEK
EEDDTEEKGETMKEGAGTSTTEV I SAGGQEQRSLSSAAEEAENKTNPNSTQTTGDDDPAADGAGTAEGK
QNENKDANPKETPTVEATAMKNTTATGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506173.60] SO80 | A---YKECD | 24
MAMMMTGRVLLVCVLCVLWCGAGGGCAAGEDAEDDGSVRGGKGLS INPENV I SAPGALGAPKPHAGVGQ
EEPLTPKEVPPQTTEE | PEDDAEDEGENSSEEENNSGR INDSTKRIRVEEKKETPAKESLPVKDSHSPQ
VQEGLKEKDNTEPKTRKEKKKEEGPPPPVSTAQPTTLATTQTPEVKLPGRKTPHVAPEGDASQKGLNDA
QTLTHQKHENSSSQTETTAEPPEDPSEG I VAEQQGQATATENL TENAPATNQEETTASSNSTSSGDEAR
STADENTANAQRPNPNESHDDLEGSDTHPAPTAGEAAPQTGGT I TTANTTDTATPGDSDSSTAVSHTTS
PLLLLLFVACAAAAAVVAA*

>Tc00.1047053506187 .50 S061 | A—-TIFECD |52
MMTTGRVLLVCALCVLWCGVCGGEPAETSRGSSGNASGKMNSTKNDDDSKDAAGEGDKSGEHAASQETP
ALPAPELPGTPQAAASKASGSPGTEEKASPSPAKQSEGGEASETVSTTTDNNNKNTENKEKEEKEEEEE



EEEHGENGAKGKEETEKEEAVASTTEVTSAGGQEQRSLSSGAAGASN I TNPNSTPTTGDDDPAADGAGT
AEGKQNENKDANPKETPVTATAMKTTTATTGDSDGSTAVSHTTSPLLLLLVFACAAAAAVVAA*
>Tc00.1047053506245 .200] S131 | ANQ---EC- | 3
MAMMMTGRVLLVCAVCVLWCGLSG I ATDGVGGGDGSADEDLLLQWRAWLRRECAEEVSRRTGGRENASV
VEECVHQGMDGVRAVVDGRRRWRRQR I VVAAAAAGNGDVSTDKDGQARNKEVSPPE | KDEKPVASGQES
TDATRGKDQTTQNTSAAIVSLKKL I SGKKKQEEGERMTEKEDGDNEDEEVEDEAK IRETTPVVPPPTAA
AGGG IKPPSGASGPAAPGA I LTSRSSSGVDSSSR I GDEGSTVG I SPNAVGKPSRQDKVPEAEESQHAQR
HDGVAADTLNNGPEQNGSAPTTGQNENEVATLGAGGSRSSREQ I TVKGGSEASRTDESSADPNTKLQEN
EKTPLKPSQAAATEPK TQHEVLTSVKEETKSKSTDASANLPDAPKSSEEHPASAATTMQSTSTGSQEAA
ATPSSNRISSLHEETTTGNNI TENAQPPKETPVEGTAMKTTTATTGDSDGSTAASHTTSPPLLLLLVVA
SAAAAAVVAA*

>Tc00.1047053506245 .270] S061 | A-~TIFECD | 52

MMMMMM I MAGRVLLVCALCVLWCSACSGGRSEKPQVPPASSSVYENGPKTDNSRGGAGGGPQSGQLAEL
QPEGVLVRGATGVGTATQPDAQVSPGAPDAERRNPDQTQESGDVVGTDDEQEPKEEEEEDYG I EQVEDE
EEEEEQEEEK | EQENEKREEESRGEEKKDEEEKRDGKKEEEEEKKEDAATGTTEEMPARTEEQPSLSSG
AAGASN I TNTNSTPTTGDDDPAADGAGTAEGKQNENKDANPKETPFEATAMKTTTTTTGDSDGSTAVSH
TTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053506267 . 70| SO30 | A-————- cDJ31
MMAMMMTGRVLLVCALCVLWCGAAVVVSSAGGDGDGGVKEGPLGGSKSDSRDEKAAKPELSKSVDEGLG
SADHSLDTRSGNNVNEQGNLANEPPTENVGKKGVQEEGNELPVTHISRTKDKVTLPQTSPPPTPAGEEP
QATSPSQASGVGEGDGGPVG I EGTGRNVSDGSLVGASDTSRVTGDKNKDPKGSEGPVSGPPSGGASSSP
1 SNDGDASRNNGGAPSTQDTTSLKNNEQSRPTTSSGNAPLNRETPERSTPDAQRHSSDTQENETGQTAD
GDAAPSAAGQSAMGTKGSSGVSTTTSNAPTTPQPQLPAPPVPPTATVTGAPAEKPTAERLPPPADSTPG
ESLAATTTAQTKGTATPGDSDSSALSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506267 .80 | S043 | AG—---- cD|27

MAMMMT GRVLLVCALCVLWCGAGGVYARDTLNNAQGVCMVPGGFGKKTSYLASGCDKNAPTLSLRPALP
1PA1QAEDSEEDAGPD I TPGGGGGGSGVNSAGQGAPGSSQAGSVPGAGFPPPAGASGGGGNPSGPVTPG
GDSSPDPRVGTETSVSLSSTSQSESEKKVLQGDEAKDQSHQLPNERAADTPVVETQSWGSDTTRGQDVG
DTSTLVFKQERSSEEPEKKDGDSDTLQTVNSPEDPNKELQEKEKALPELSNAPLPEPKTDHPKTNPEKE
KNGRQNTSASTDSPAKQEGNNEDPVSTSDAAESVSTGSQEQAAATSSNDSSSPLQKETSVEKTTVENSQ
PSDTAQTEKRQSVNKEKVGDSDGSSAVSHTTSPLLLLLLLVACAAAAAVVAA*
>Tc00.1047053506267 .90 S061 | A--TIFECD|52
MMMMTGRMLLLFALCVLWCGAGGGGCSETAPASPGTPSDKNTEKDENTVVGGVGAVDQTGQQAASQAAA
SSSVQNARGAEAESAQQTGAQALGTANATTENNNDTTKTGENEKTNQDTNEDDDEEEEEDEEEDEEEEE
EMEEEEEEDDGNEEEDGGEEKKQEEKDDTSTTKR 1 SAGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDP
AADGAGTQEEKQNENKEANPKETPVAATV IKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVA
A*

>Tc00.1047053506269 .10 S080 | A---YKECD | 24

MAMMMT GRVLLVCGLCVLWCGAGGRCEDVVKAPERGGESPQTKPETPDSG I LGTQPKVT IDNEEDEDSD
ANEKEELEEEKAEK IKAPTQTHEGKKNEGASLPPPPP I PSGGPTAERGNPQNPRKVKNEATPSGSKKDS
EAPEPPSGVATQGQHSHDTETEDSTKNAATGSPAEPTSSSTSTSGSGDHVHNKADKDDAQSSEGQHDSL
ETGNTNVVPTLSETAPQTAKTTTAARINGTATPGDSDGSTAVSHT I SPLLLLLLFVACAAAAAVVAA*
>Tc00.1047053506269 .40 S001 | A-—--H-ECD| 18

MAMMMT SRVLLVCALCVLWCVAADGAVGVVSGGDDNSLKELF I PVARLQERQEQRATGATADAKAAAEA
AETAVAKATAAKVAAEAAAKAKAAATE TASKAKAAAEAAAEAAAKAK TSAETDETAAKKVTVAAEAEAK
AAAASEAAKAAATQATATAEAATKAKAAAEKAAKEAATAAAAEAVTATAAAEAAAEAVTATAAAEAAAA
VAAAATQEAAKATTKAAEAAKAAAEAAKEEAEKAKKEAEKAAEEAKAKAATAATAAAAAAAEAAKATEA
AKEEAEKAAETAAAEAEAAEAEAKAAAEAAKAAEAKAKEAAEKAAAAAESLRVT TVGEEAKTATHDQDN
SVEHHSEEKQEL LQEQEPERQEKEQHEKQQHQQREHSAGNGEESPKEKTANGTNATAIKDDSDGSTAVS
HTTSLLLLLLLVACAAAAAVVAA*

>Tc00.1047053506289 120 S038 | AG—- - c-17

MMAMMT GRVLLVCALCVLWCGAGGVYARDLDNKALGGCMASGVLGMNTSYVPNGCNKYMPTPPLRSALP
1LA1QAEVGQVSVTPPDSGSGGGGGGSPGAAAPVPGGAAAPSGPAVPGYPAVPNAGDSVPGPAAGGGPP
AAPATDSPRPAAGRESDSLVPSSPRD I SSQSDDTV I TSSDLSNTHSGSREEVLQQEETETHNPSPSKGL
AQEALPDVQQPQTSASENSKTGCDAEASNCGSQGKLGKATMEKQDLEESNTAESPPTKHKESNGNEENP
TEASSTESQNTEAQQE I KTPVDESDSTGTDAS I AVAAQSTSAGSQEEATESSSNGSHSPLQGEVFTGTD
TPENAPSPGAAETEKRQGENVTKDGDSDSSPAASHTTSPLLLVVACAAAVVAA*
>Tc00.1047053506289 150 | SO38 | AG—--—— c-17

MMAMMT GRVLLVCALCVLWCGAGGVYARDLDNKALGGCMASGVLGMNASYVPNGCNKYMPTPPLRSALP
1PAIQAEVGQVSVTPPDSGSGGGGGGSPGAPPVPGGAAAPSGPAVPGYPAVPNAGDSSGSEGDSPRPAA
GDLHSQSDDAV I TSSDLSNTHSGSREEVLQQEETETHNPSPSKGLKQEALPDVQQPQTSASENSKTGCD
AEASNCGSQGKLGKATMEKQDLEESKTQESPPTKHKESNGNEENPTEASSTESQNTETQQE IKTPVDES
DSTGTDAS I AVAAQSTSAGSQEEATESSSNGSHSPLQGEVFTGTDTPENAPSPGAAETEKRQGENVTKD
GDSDSSTAASHTTSPLLLLLVACAAAVVAA*



>Tc00.1047053506291 .10 ] S043 | AG————— cD|27
MMAMMMTGRVLLVCALCVLWCGAGGVYARDLDNKALGGCMASGVLGMNASYVPNGCNKYMPTPPLRSAL
P 1PAIPAEVGQVSVTPPDSGSGGGGGGSPGAAAPTAGPPGGDVSRVPAAVAGDPVPNAGDPVPATDSPR
PAAGRESDSLVPSSPRD 1 SSQSDDTV 1 TSSDLSNTHSGSREEVLQQEETETHNPSPSKGLAQEALPDVQ
QSQTSASENSNTGCDAEASNCGSEGKLENTKAEKEDSEAPKTQESPPTQHKESNGNEENPTEASSTESQ
NTKAQQE I KPPVDESDSTSTDAS I AVAAQSTSAGSQEEATESSSNGSHSPLQGEVFTGTDTPEDAPSPG
AAETEKRQGENVTKDGDSDSSTAASHTTSPLLLLVVCAAAAAVAA*
>Tc00.1047053506321 .20 S061 | A--TIFECD |52
MAMMTGRVLLVCALCVLWCGVCGGGLAETTQGLLDTASEESESPKKNKDTGGSAGTDGPTAETKAPQAA
DRGSKEQEGTVEQAAASVPGVTGAGAGMETAPQPGREATESAKGTRGNKEETKKEEESEKELEEGEEEE
EEKKEEEREKEKKEEDDTDAKKG I SADSQEQRSLPSGAEGASNQTKPKSAQTTDVNDPAAEGAGKRKEK
QNENKEANPKKTPVEATAMKTTTATPGDSDSSTAVPHTTSPLLLLLVFACAAAAAVVAA*
>Tc00.1047053506321 .50 ] S025 | A-————— C-117
MAMMMSGRVLLVCALCVLWCGAGGGYGLPAGYCADGGLDDVKPAKGMDDEVVLMKRECVPSTAFRGVVT
AVLAGEDSDLNSPGAGVGTSGKRNSDAEESPVVDAESGL TPSGSGAASTASSPAVADKDGASRAPVLGA
VGPNQQPAVVSGGQDDSSYGGREEKEREDAVSAGCGEEPSSPKVCPQPRLVGVEL TPRAMEEKRGQKDN
ASVTNNQSEGTQQEDGVPHVPETRASVQTPPAPAPEEGHPENATQPFGASEEHATAPSSSL TRDASNGD
SQRQIPQPQTTTGTKQTVPVLQGVPEGVQEDQKNVEDGKKTNQVDSTGSAHNAEHDSAAETHELLTASS
NTRSSGAPGKEPASKSLSGNLRSSTAGAAEQAKAPAQGGAEEKKAPEEKE I SEESPPTAAEVDAPGGPS
DPPPKPLPQSALPSSKEVQDTMQSTEDPQTKG I EPTTDARQNAL TEGQAETTSPSSPADDAAANDADES
NAE 1 ANDGSAVHAGVPEEEENQEQVDGSDKQTSF ISTAKKYNTT IEDSDGSTVVSHATSPLLLFVACAG
AAAVVAA*

>Tc00.1047053506321 .120] S083 | A-—-YK-C- | 4
MAGRVLLVCALCVLWCGAGGGYAEDVDVVSGDPGTRGERGGGTVGQTPPADGSNGGSGGSKAD I PHGSE
SEPLDSASDEESSSLD I DQEVGPNPPEENVPQKEVDH I RKQDHSESGPQEALPPDVNGTVTLDSDAQLQ
LSDTKKNKKKTKVLTDVVGGE I ADGGKDSTGRNNGLSPNKNYPQPLLKQRIKQVLPPKEPSPPPAD I SP
APQEVPTVVSPTERSPAITVSAGETNPTASTDSQNTTETTTMTSPSNAETAPEAEEKPLGNGEPSQNRK
DTDTPDSMNDSNTSRPAETAASSVSKSGSGGAQNKEDKVDNGAQRPNSREPQDG IEGGNTNNTPTSTET
APQKAETVNNYQTNDTSKSRDSDSSNVVSHATSPLLLLLLVVVCAAAAAAVVAA*
>Tc00.1047053506321 .140]S061 | A--TIFECD|52
MAMMTGRVLLVCALCVLWCGVCGGGLAETTQGLLDTASEESESPKKNKDTGGSAGTDGPTAETKAPQAA
DRGSKEQEGTVEQAAASVPGVTGAGAGMETAPQPGREATESAKGTRGNKEETKKEEESEKELEEGEEEE
EEKKEEEREKEKKEDDTDAKKG I SADSQEQRSLPSGAEGASNQTKPKSAQKTDVNDPAAEGAGKRKEKQ
NGNKEANPKKTPVEATAMKTTTATPGDSDSSTAVSHTTSPLLLLLFVACAAAAAVVAA*
>Tc00.1047053506321 . 200 | S091 | AG--YKECD | 14
MSMMMTGRVLLVCALCVLWCGAGWVYAKELDNNAVGGCMGSGVLGENGFHMPSGCAKTVLALPLRSTLP
VTAAGVPTSEEESEKNFSNPDLKPLSPPVSGGSQGVSGGSGGAGQSGGADNNAFVVGVAGASGSSSGGY
VNSLVSDSFSAATPSPSNPVGADGLQGSKGTTSTLSMDAPETGVKSQSARPPAPAQTNLDRQEVSITNA
ETQSS I KPHAAGNQ IVNGDETGRE I EHRAAVTGGTPSNQQPTPLQPVQQEQPTTDSHTRQKEERDSEEA
PSPPPSPSPTNSTEGIPATRELQISTEKKKQTSPSETQKELVGQEKPSKGDAAEHNTKGTTTLDSVKDA
VASGSEETTASP I STSGGADAQNEVSKDGDNAQRTNHKETHKHPGPDNTNPAPTANNTKPQTALTFSTV
PTNDTATPGDSDGSTAVYHTTSPLLLLLFLACAAAAAMVAA*
>Tc00.1047053506335.50]S091 | AG--YKECD | 14
MAMMMTGRVLLVCALCVLWCGAGGVDASNLENNAQGGCMVSGGLGAKTSYSVRGCNKTVLTRPLRSAFF
INATQAEAKEVKD I SEEGDNLKLGS 1 PQPPAPPPAPETPPPPDASDSDG I GRSELGADGQTGGGGGGSS
G I SNGDEDSTLKVPVPDDKSSSP I PNAGDGLKNTGDSSVTQKNNPSGTDEPSKKPLNVPAQPTVQTPEA
LDPDQNENTPNTQGE I SVEARGKGASGGGAGESDVNSKGSSSVSTAKSNPTGKTTPSVPSAGETPTITA
TPNDSENPTGKNDSTAASGTELDSEATKKSSKDDAAEQHSQERDKADLVKSANTGHPAYTAASSISTYG
KGDAQGKANENGDDPERHDSKGTHDALEADNTNVAPTASEAAPEAVNTTEKNDTAPTGDSDSSTAVSHT
TSPLLLLLLVACAAAAAVVTA*

>Tc00.1047053506335.100]S026 | A--T---C-| 2
MAMMMTGRVLLVCALCVLWCVTGGTCDEDELPQASLLGASGSDGKSSLEPP I IAQGGSPNSVLEP I SAK
ETRAETDEGGPSREESSADEEEEEE I TLPPGGGGGKSQAADGKLK I INESEPKNENQRQVEGGTQNQSE
KETEANGQMKVTKQNANGSGPQPQHQE I PLQEENKKSGELQQPSQGKEQQTNVED I APRNPAGDHSSGE
HNGNDGSSEVEEEEGEEGAEGHERHRAREREEAAHVSGAPKVNSTD 1 QQEVQRTHAGE TPTGNKERAGE
EKDDETEEEREEQKKQHQENPPGKEQETVTGANTTNQLNTMPGDSDGSTAVSHTTSPLLLLLPLLVACA
AAAVVTA*

>Tc00.1047053506339 .40 ] SO38 | AG————— c-17
MAMMMTGRVLLVCALCVLWCGAGGVYARNPDNNSLGGFMASRGFGRNKSFLSNGSIKNLSTPLLLSASF
1 SA1QAEAHEEVSSAGVTDSHLSGATGFGTVPHVSGPA I PVPGSVRGPGAI PDVAVPVRAGHGPGLGAA
1 PGHGPAGPDDVPAIPVPRPVRGPGA I PGAPFSSTDVTDLVPAFSGLGAATPGPAGPGLRAA I PGPAGH
GPVGPGHGAA I PGHGPAGPDPAFSGLVPAVPGAGHSVGGGSELPDSRSVVTSSSQGGNGKTTPVSVSSD
EQIASPEEVLAQKETGSQGTSSPEGQPTVSSNNEKQRNNSVSAGGHSLGHDAAGDELQDSLEEQQKNDH
SQTNETKKSSGDQNTESQHSGKTLSKVSNTTTHG IKTQLPMTNSVNEKNYSQNTDASHTTSPLLLLLVY



ACAAVVAA*

>Tc00.1047053506361 .50]S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVLWCGAVFGHAMEDY CGEGGGDGLRHTSNGGDDGVSLKADCVLLSTRMAL KA
VEAAEAGEDEL SGPETSQDAEETLQDNTERSAAAGPGRDVVA I PPPTTPPKPEESGTKGQQGKPGVLGP
NDGEHTDSKNNRSEPHLEKPRTDQSSSSSGSLDPESAKELSLKKENKSDESSDETLTEEEEEH INKSDS
RELVPKKQLNE I QELRKGKMSHEAPTETHGRPANDAE 1QTTTPPPPPATMNGHSSTEDLPPVQPLQRVQ
DDHEESGPPSPTANGDAANNEADNSTEEG I PNSDQAADGAGTAEGKQNENKDANPKETPVTAAAMKNTT
ATTGDSDGSTAVSHTTSPLLLLLLVVACGAAVVAV*

>Tc00. 1047053506409 .30]S018 | A--SERECD |3
MAMMAGRVLLVCALCVLWCGAGGRCDEEGTAARGSGGGPPLASKQPETPRVGSQDVKNGVTVAKENV 1P
TPPLP I DGDAEVDEDEDDDDDDNDNDADGEEEDNETGESKEKSTEGQ INKEGKVPPDSDSREKNL 1GSR
QEKGQS I1VPAGD I SHSKSQESNANSTQTEVEGKKDADKRPPSAENVLTTVNGENTLPEG IAGGNPPSPP
EDSVASREKDGEDTTSEDEKNVPSPESAATPQSHRDEVSEGTGEDTKATTVTTNTTDTTNKQNSDGSTA
AATVVQPEDGVESDPANNDLSPPSTEVAAQLSMTPDAEGASNNEENTDTQIAGNPNVT IATATQTNDTA
KPTDSDGSTVASHTTSPLLLLLFVACAAAAAVVAA*
>Tc00.1047053506409.90]S022 | A----R-C- |4
MAMMTGRVLLVCALCVLWCVFSSVSADAGDDCGDSGQGVVGTVGQPSSPVGGHGDNGVVTDGSSLSSGS
HLPGSAPTGGKPPLPGVGVGVGLNESKDALTLAQEGREVVQDQHELVPQVSHHTDAGTGGKGDLNAPEQ
SPNAKTELEDGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGRVEQAASTAALT
PVVGRETPPKGDTNEDSPGDKAATGAG I TQD IPAVSQQQTHSSSTSTTGNGLTSTLGKGRAAED ISSNN
ERSGKALLQEGAEHETVAGSQSQT IPAATARNTLGTTVSGDSDNSTT I TTAVRSDTGTEGTPTSNHPNR
QSIEGATSPGMNSDGEAESAKKYDTVSQSAGSSTAPTTNNKTRDTASHGNSDSTVVSHTTSPLLLLLLY
ACAAAAVVAA*

>Tc00. 1047053506423 .10 S095 | AGWTH-EC- | 7
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITMPLRSVLP
I TAVEASAGTDNTAVV I PNDSHSSGTSNAGASGGSAGPGAPDVGGGGDSGGEGSSGPGASPPVPAAPAP
GPSGGASSGDSGDGGNSGGGGGGAAGASGGGGGGGSGSGEGGSGSSTDDHATGSVPSSSSLASPAAPAA
PGDGSAGGHDTGGVSSGSSVPAHPPSPGPFGAPSPGVDSSAGSSGGKAGSSGSHPTNTTGDSSTGDQTP
AAAAANNSSPPE I PAGTTSGTGHTRQEEEEEEEEEDHEKQHQSDETQVQQHQQHEHPAESGEESAKDKN
ALRTNATANTGDSDSSTAVSHATSPLFPLLLVVVCAATTAVLAA*
>Tc00.1047053506453.30] SO08 | A----- ECD|43

MAMVMAGRVLLVCALCVLWCGAGGGY TWPYKECESDDKSCFNHSQHKSVYNSS IRSRYLGETDSTSTGL
LGSSTGSTGNGGDVSRNGAGGTTNSVTDSQKGGAQSSLTPSQHASASSGDSSRSKDSSEKTEETPGPVS
TSDNDGDGGPNTANQAHL TGGEKLDSGHQTEDGDTDPNLP 1 GDSKDGEGTHSSPTPPPTNKANVPRVTA
EGEKAPAVL TRQEESEGNPEAEPENEQRSSANGVSVPQPEAAQQGETEDDNTTEKTPDEAAAPKNGTAM
PGDNDGRTAVSHSASPLLLLVVACAAAAAVVAA*
>Tc00.1047053506459.10]S019 | A---SRECD| 1
MAMMMAGRVLLVCALCVLWCGAGGGFGEETAGRGSGADLPLESKGLVTSPESSQGLQGGAPGGEGNLTP
VV IHEADDDDDNGKTKAEKEK INERQSVQGGT I AIGSDSREK I LSGSGKKTGQP I LSAKG I SPSGSLES
NANPTQPEVEGTNTEENTPAAGNPLTTVNGEQTVPEGVAGVNLPSPPEEGVDSHEQSGEDTTSEGEKNV
PSPETTATPQSHRDEGSEGTGEDTKATTVTPNTTDATNTQSSDDSTAAAAAVQPEDGMESNPAKNDLSP
PSTEVAIQLSTAPDAEGASNSEENTKSQSAGNPNVT IATATQTNHTTKPGDSDGSTAVSHTTSPLLLLL
VVACAAAAAVVAA*

>Tc00.1047053506459 .130] S033 | A---V--CD|9
MAMMMTGRVLLVCALCVLWCGAGGGGCTEKLAASAE I TVDSASGGVVPDTATSHTAPGGAGDVSAKELQ
LNPVKGSASGSPPLQDALKLEPLTEQPHSDQENTDPPPHSKSFQEERRDGTPENSPGESGALPSQEDTK
HAS 1 ESPE INNPPPYSTNNNTVSRNSEERTEDNSGS TETLDAAPSEEGQEREKVTSSLEQPRETSTAAP
TVTTQTTSMTPPKDSESRSVKMSDASPHSTVTVTQTNHTAT I TQNSDSSTAASPTISPLLLLLVVACAA
AAAVVAA*

>Tc00.1047053506459 .149]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCGAADGDVGVVSGGDDN I LKELF I PVARLQLRKEGGAAEAAADAEAAAEE
AEAAAEATKKAAAKAKEAEAAAEAAKAAAEAAAAAAKAEESEAKAKAAAAATE SAKAAAKAKEAEAAAE
VAKAAA T KAKTAAEAAAAKAEEVEAKAAAEAAAKAAAEATQAAKAAAEAAATATEAAEAAEEAAEAAAT
AANAATPAGAKAKAEEAAEAAATSTLVATSAAKAADEAAEKAAKAKAAAETAEAAAAAATSTLVATSAA
KAADEAAEKAAKAKAAAE TAEAAAAAAAEAAAAEKAATEADAKAAAEKKAEAAAEALRGTAVGEKEVKT
ATHDQDNSVEHHSEEKQE I LKEEERQEKEQHEKQQHQQREHSARNGEESAKHKTANGTNATAIKDDTDG
STAASHTTSPLLLLLVACAAAAAVVAA*

>Tc00.1047053506499.40]S077 | AML-YK-CD| 1
MAMMMTGRVLLVCALCVLWCVTVFG I AMDNRCVEDDGNVL THTHNGGNDRVRLKADFGL ISTRMGL 1KV
VEAGEREGEDLESVDAPLDSVGGKSPSSLLAGSEDNEAPGAGGGQGAAGAGAASLPSGPGVPGTGDENR
QSLMAGQKGNEKKNLDPDSKEPKESQDQTTDQLSSSSGSTSSLPREKPSSTGTSDINQLPTDTETKGDV
DPRNNSGDDEERDEEETGREKEENKLQPETQERGNNAEVPQSLPAPPSGGPAPTKPSGGPASSLSESEG
SPPTEPKNSQNPKKVTKENTPSESKMESKATQPPSGDATQGRHSHDTDTEDSTKNAAAGSPAEPTTSSS
STSGSGDHVQNKADKDDAQSSEEQHDSLETGNTNVVPTLSETAPQTP IKTPANTTYTVNAQNSDGSTAV



SHTTSPLLLLLLLAACAAAAAVAA*
>Tc00.1047053506499 .80 S033 | A---V--CD|9
MAMMMTGRVLLVCALCVLWCGAGGGGCTEGQLPVVEPPVNPASGAGY IHNPADHTVPGGAGKHSAEQTQ
LNNVEGSASREVSLEAPLQPVSTTQQTPSSSEPTDSLSHSQSSGGKRQDVQHEGPPGEPETSLNQEENK
NVSNGNQQS I DQPSPSGNDDVVSSNSEERTEGTPSSTE I IDAAPLEEWQERENVTPSLEQPRETSTAAP
AITTQTSSTTPTDVSESNTVKMSDAAPQSTGTANTNDTTTK IANSDGSTAVSHTTSPLLLLVVACAAAA
AVVAA*

>Tc00.1047053506499.140]S079 | A--TYKECD|5
MAMMMTGRVLLVCALCVLWCGAGGRCDEGEAAVHGVPPDVPASGTEDGLGGTRNAAPAPESQ I QSSGEE
QQHKSREGRPALPEGSSEEEEEEEEETVEDENLDEVTERGEEGRHEDGQNANERDGSQTSEVFTKQEET
PPPSTPAAPAEEGNQNASPQAPSVDSHGGGGTDR IEGS I LKAPSSGVALQHAGDASTNQKNKSLETGKH
AENT ITGGPVPSQVKAPKES I NDAENHSVTGEDTASNQVVSRGTTEYEAQQRALATQDRSSVSFPDSEK
KWHTTPQETPTTQVPPSATEPSSRGGQLPTATTDSQTPNAQEHKKLLLPKKKTEYNAPEHPSGDTVAEQ
QGQATATENLTENAPATNQAETTASPNSTSGGGEARSTADENTANAQRPNPKEPHEDLEG I GTHPVPTA
SEAAPQTAGTATTANTTDTAAPGDSDGSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506499 .160 ] SO30 | A-————- CD|31
MAMMMAGRVLLVCALCVLWCGDGGRCDEEAGGPAGGAGGGSGGKGAVGSTETSAPGPDASDPPKDVPKA
NQSTETSTGKSLEVNEVNAEQQDVAPGMEDEKKKNPSDHLEEPLKDDQGNEKTKTQLQNKEQELRQPPQ
AQVN IPQQPQSQTQLQPQPHTPALEEGEGVGENNAGGAGQSSLGVEN I GNEDSRALGKGDSLKGPGKES
ESSEPVQTTVPKTVPPEHKTQNEEL TPEQKTNQSQSTDKSTNLPELQKENKEYPASTEGAAQSTSTGTQ
EQEAEPSTSEETSPFEEEHSTGTKTTEDAQTPDAAATEKRQTGDNEKLGDSDGSTAVSHTTSTLLLLLF
VACAAAAAVVAA*

>Tc00.1047053506499.210]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDGENNALGGCMTSEVLGACFFHMSSGCNKTAITVPLRSTLP
I TAVEASAEGETPVAGLNDSGSNEDS I AGAPAGAAASPSGPSGGSDGKNEPSGPLSLDVDSSAGSSNGE
AGSRGSTSSNAVGEPPRENPSPDVAAAAHNPPPPGGVAGTTPGNKGEKEEEKEKEKEKELDEEHKRNHG
QENQSRLANQSEGE I GREGERLHKKTKVPKEEKEQ I QVVEHS I ENQGTLHEPGKEPQE I KRENEQSKHQ
NEELKGGQEKENPLQA I QQNSDAEEEMKKNRQQGQRPQEVTAPLASSSGSEATRKSQSPVPPEALHKKE
LTDGLREQLEEETPLAATQSKSHGTTDPQSSPASAI AGEAAVTHDADEENATGRNDDEP I ETVFADDHQ
QHEHPEN I QKEPAKDKNAVY I TNGTATPGDSDSSTAASHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506501 .10 SO09 | A----KECD |5

MAMMMTGRVLLVCALCVLWCGAGGGVTE INDESLGGSQLLSGVGEEAPKGLSEPGERGSDSAGHPLNKN
NGNNSNLQEGTVTGTTADRVGKEEEVDDNDDLEEAEEEERSKEKEDKAQTGKSKSSSKEVAPLT IPKAS
GLGEAGGGSPSGVDGVGSSESSDGSEDLNLEAPGLVVNFPPSLPNAAAGGLQNTDGALSPQKNNFSETG
VHSGTTPPAPSLPKSQAPAMPKPEAEEQSSTEQDTEDSPDTEEVTTGKDNVQNTVETG I PSRSSSAASK
PPVQQATP ILTQPPAAPSPERSALAPSEKKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETESK
AVEQPSGDDLAEQDSPARTTASP I PASGGADAQRNADADNRNAQALKYEGTHKNSETGYTNPAST IGDA
ATQTEKALADAKANDTATPGNSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053506501.110]S111 | ANP-V--CD|2
MAMMMTGRVLLVCALCVLWCSSVVQAADGF I SDGSDE I GEMVL TWHNEFNRTCNEQSTKEG I LDESAFK
SCMRVRMKEVCGSDDDGMSSTSHEPEAEE I CKKYAGNTEEHVESSTPLTEPSHDAETQVATPNSETLKG
GAAEMESTPGAPAGDSPANPTEGPKSTSPATDTANSEAEKDGKEVMPKNAPESNATRKGEGEEKHSNTK
ETTVDADAMQNNTTAENDGSTAVSHTTSPLLPLLVACAAAAAVVAA*
>Tc00.1047053506501 .220 | SO08 | A-———— ECD]43
MAMMMTGRVLLVCALCVLWCGAAVQAEGDGV TEPQDEPSRGSQSASRGGHEEKLN IR IPVGGVLNTSEE
PLDAQDLMRDSPQKNSVKQPPTDNGGAAGKEEKVEAKKAEDKVTGSDGEEQPKDHSDETQESDGPKENG
RNPSPTPADKMLTSGDKTAEHAGQTGQA I RAPQSPETDGTRPGGSSRGDSSVSPLSTAG I SSSSAIDAP
FVQSTQPSEKGPQSEAMSLGTALPNEQPKERSESKANQGSFTSEEAAESLDDSGDAVEKEKEKGDVGPK
ATTSLSSTTSYPPVTQTTPRPSSAEPSPTTTELQAGEETSTENVT I TKRNDTATPGDSDSSTAVSHTTS
PLLLLLVVACAAAAAVVAA™*

>Tc00.1047053506501 .240]S104 ] ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCSSAVQAADGL I SDGSLEGENMVL TWYPVNNKTCEERSTNGGKLDESAFK
SCMHELMNEVCEAYYSMKSSESHVTEADS I CGKYTGDPSEEDVQTSTPQEQPSPEVETPVASQTPETSK
VEAAEMGSPPGVPAGDSPANPTEGPQSTSDATDTANNEAEKSSTEVMPKNAPESNATRKEEEKRNEKNH
SNTKETPVDAEAKKNNTKTTDSDGSTAVSHTTSPLLPLLVACAAAAAVVAA*
>Tc00.1047053506501 .290 | SO30 | A-————- CD|31
MAMMMTGRVLLVCALCVLWCGAGGSCNEEKADEFCNNTYFGVLTLLANKSDEELKEKYCKNEDDKAKCY
NTLKNN I ADALENEKKNKDNGADREPNVAHGAGVSVGSSKTKSSTAAGADNAGMSSPLPLSLKVEGDVD
DKVHSPAGGAGPQPHFDDGRRE TERSHHSEAEGSNQHGVGVQGKK IHNKDEEKPQAGLKSTEAREGTDG
APAPSQDPPNTAESHEDKSRRVAAPDTTPALNTSPGSNREQTSQSPSPSGSETSGSSDNEVPEKNS INT
QMSGAPLKDEEQHRESTAGNKDSTTVESAAVQSNTTTPGDNDSSTAVTHTTSPPLLLLLVACAAAAAVY
AA*

>Tc00.1047053506501 .350] S105 | ANP--F-C- | 4
MAMMMTGSVLLVCALCVLWCGAGGGFAKEAEASANGVASKTTPADR I ILNWHVLMKEECATENTKNGTV



NVPAMKRC 1 QVAMKG I CDTFYNKTPSE I HDPEVKGMCTYYAA 1 PDEPDEPPTPQGPPPDSAVSNTTSNE
GTPKNAPESDDAGREGKEDEKEHGNTKQKAVESAAMKH I TETADSDGSTAVFHTTFPLLLLLLVACAAA
AALVAA*

>Tc00.1047053506501 .380] S067 | A-—- I FEC- | 4
MATMMAGRVLLVCALCVLWCGAGDGGCSEAAPTLPGTGVTDNGNNLESKNNTTDGVGGGGP 1 GQQAASP
AAAGSVPVPGAEAESAPKTGAQALGPAEET I KKNKK TENGENEEGNQDADEEDEGEDEEEVEEKVEEEV
DDGKEEEEEEKKKQEEKDDTSTTKR I SAVGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQE
EKQNENKEVNPKETPVEATVMKTTTATTGESDGSTTVSHATSPLLLLLLVACAAAAAAAVVAA*
>Tc00.1047053506599 .50 | SO01 | A-—-H-ECD| 18
MAMMMTGRVLLVCALCVLWCGTSGAAADGDVVVSGGDDNSLKELF I PVARLQERQEQRAAGATADAKAA
AEAAETAVAKATVAKAAAEAAAAEAVKVAAEAAKAAAATQEAATAATAAAEAATAAKAAAEAATAAEAY
AEAAEEAKAAAEEAKAAAEKAKAAAEKAKEEAEKATEEEKAKAATAKAAAEAAAAKAAEAAAEAAKATA
AAEKAAETAAAEAVAAEAAAFAAAEAAEAKAKEAAEKAKEEAEKATEEEKAKAATAK TAAEAAAAESLR
VTTVGEEEVKTAIHDQDNSVWHHSGEKQELLQEQEPEPQEKEQHEKRQHQQREHSAGNGDEAANDNTAN
GTNATAIKDDSDGSTAVPHTTSPLLLFVAFAAAAAVVAA*
>Tc00.1047053506599 .80 | SO08 | A-——-- ECD|43
MAMMMNGRVLLVYALCVLWCGAAVVESVVDGVVDGGVKEGLLGDSQSGSRDEKAAKPELSKSADENLGS
ADHSLDTRSGNNVNEQGNLVNEPPTENVGKKGVEGEGKELPVTHISRTKDKVTLPQTSPPPTPAGEEPQ
ATSPSQASGVDEGDGGPVG I EGTDRNVSDGSLVGASDGSRGTRDKKKDPKGSEGR I SGPPSGGASSSPI
SNDGDASRKNGGAPSTRGTTSLKNNEQSGPTTSSRHAALNRETPERSTPDAQRHSSDTQENETGQTADG
DAAHSAAGQSAMGTKGSSGVSTTASNAPTTPQPQLPAPPVPTTATVTGAPAEKPTAERLPPPADSTPKE
SLAAKTTAQTNDTATPGDSDG I TAVLHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506599 .100] S068 | A-—- IFECD| 10
MMMMTGRLLLLCALCVLWCGAGAGGCSEAAPASPDTPSDKNTEKDEK TVVGGVGEVDQTGQQAASQAAA
SVPVSGTEEESELQTGAKASGTAEET I EKNKKMENGENEKANQDADEEDEGEKEETEEEKKQEKDDTST
TKR1SAGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQEEKQNENKEVNPKETPVAATV 1K
TTTAATGDSDGSTAVPHTTSPLLLLLFVACAAAAAVVAA*
>Tc00.1047053506599 150 | SO80 | A-—-YKECD | 24
MAMMMTGRVLLVCALCVLWCGAGGRCDEEGTAVPGSGAGGPPPASEG I GMPPQDTKNLEFGPQD IDSKA
SPESSPR | EEAEDEESDGEEETAEETEEEKEEN I KALTDTHESHKNEGAPQSLSAPPPPPPPPPLPPSG
GPAPSSTAVEGGPTAEKENLQKVTKKDLEAPEPPSGDATQGQHSHDTDTEDSTKNAATGSPAEPTTSST
ST 1GSGDHVQNKADKDDAQSSEGQHDSLETGNTNVVPTLSETGPQTAKT ISTANTTDTTNTQNSDGSTA
VSHTTSPLLLLLVACAAAAAVVAA*

>Tc00.1047053506599.170] S008 | A-—--- ECD|43
MMAMMMNGRVLLVYALCVLWCGAAVMESVVDDVVDGGVKEGPLGDSQSDSRDEKAAKPELFESVDEGVG
SADHSLDTRSGTSVNEQGNLVKEPQTGNVGKKGVEGEGLGTQRNEVHEQQVEEEVKEL TVKQKSQTKDK
VTVPQSLPPTPAGT I TSPPPPTASMQESPRTPGQPQENSQKSAGQPPKLQVQPPSSPAASAEGEADGGL
VGASDTSRVTGDKNKDPKESEGRVSGPPSGGASSSP I SNNGDASRNNGGAPSTQDTTSLKNNEQSGPTT
SSGNAPLNRETPERSTPDAQRHSSDTQENETGQTADGDAAHSAAGQSAMGTKDSSGYSTTASNAPTTPQ
PQLPAPPVPPTATVTGAPAEKPTAERLPPPADSTPGEGLAATTTAQTNDTATPGDSDGSTTVSHTTSPL
LLLLLVACAAAAAVVAA*

>Tc00.1047053506599 210 S061 | A--TIFECD |52
MMMVTGRLLLLCALCVLWCGAGGGGCSEAAPEAQL I ESEDNKRKGDNTTTDGVGEVDRLGQPAASQAAE
SVPVSGAEEESASNPSPAKQSAAKASEVANATTENNKNTTKKEDKADNEELKDEEKEDEEEEEGEEEED
EVEVDDGKEETEEEKKEEEKDDTSTTKR I SEGGQEEPTLSSRVEEASNKTKPQSTQTTGDKDPAADGAY
TQEEKQNENKEANPKETPVEATVMKTTTATTGDSEGSTAVSHSTFPLLLLLVACAAAAAVVAA*
>Tc00.1047053506599 . 240] S064 | A--T-KECD |5
MVMMMTGRVLLVCALCVLWCGAGGRCDGGETAGSGSGGGPPPESKQLETSPQVKQELKDEARS IKVKKP
PTSSEDEAEEDEEDNDDDDDDDEEPEEEKEKSKEKEDAQQTRKSKSSSKEVAPLT IPKASGLGEAGGGS
PSGVDGVGSSESSGGSEDLNLEASGPVVNFPPPLPNAAAGGLQNTDGALSSQKNNFSETGVHSGTTPPA
PSLPKSQAPAMPKPEAEEQSSTEQDTEDSPDTEEVTTGKENVQNTVETG IPSRSSSAASKPPVQQTTPL
LTQSPAAPSPERSALAPSEKKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETDSKAVEQPSGDD
LAEQDSPARTTASP I PASGSADARRNADADNSNAQALKYEGTNKNSETGYTNLASTTGDAATQTEKALA
DAKTNNTVTPGNSDSSTAVSHTTPPLLPLLVVVACAAAAAVVAA*
>Tc00.1047053506599 310 S043 | AG—--—-— cD|27

MAMMMT GRVLLVCALCVLWCGAGGVYARDTLNNAQGVCMVPGGFGKKTSYLASGCDKNAPTLSLRPALP
1PA1QAEDSEEDAGPD I TPGGDDGGSGVNSAGQGAPGSSQAGSVPGAGFPPPAGASGGGGNPSGPVTPG
GDSSPDPRVGTETSVSLSSTSQSESEKKVLQGDEAKDQSHQLPNERAADTPVVETQSRGSDTTRGQDVG
DTSTLVFKQERSSEEPEKKDGDSDTLQTVNSPEDPNKELQEKEKASPELSNAPLPEPK TDHPKTNPEKE
KNGRQNTSASTDSPAKQEGNNEDPVSTSDAAEG I STGSQEQAAATSSNDSSSPLQKETSVEKTTVENSQ
PSDTAQTEKRQSVNKEKVGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506599 330 S001 | A-—-H-ECD| 18
MAMMMTGRVLLVCALCVLWCGTSGAAADGDVVVSGGDDNSLKELF I PVARLQEREEKRAAGAAETAVAK
ATAEAAAKAKAAATETATAATAAAEAAAKAKTSAETAETAATKVTGVAEAEAKAAAASEAAKAAAKKAT



AAAEAATKAKAAAEKAAEEAATAAAAETVTATAAAAAEAATAAAATQEAATEAAEAAKAAAAAKGAAEE
AKEAAKKAAEEAKAKAKEAAEAEAEKAAAATQEAAKATAAAEAAAAAAAVAAAEAAKATEAAKAEAKKA
AAATQEAAKATAAAKEEAEKAAETAAEAAEAAEEAAAAESLRGTTVGEEAKTATHDQDNSVEHHSEEKQ
ELLQEHEPERQEKEQHEKQQHQQREHSAGNGEESPKEKTANGTNATA IKDDSDGSTAVSHTTSFLLLLL
VACAAAAAVVAA*

>Tc00. 1047053506599 .390 | SO08 | A-———— ECD]43
MMAMMMTGRVLLVCALCVLWCGAAVMESVVDDVVDGGVKEGPLGDSQSDSRDEKAAKPELFESVDEGLG
PADHSLDTRSGNNVNEQGNLVNEPQTENVGKEGVEGEGLGTQRNEVHEQQVEEEGEEL TVKQKSQTKDK
VTVPQSLPPTPAGT I TSPPPPTAPMQGSPTTPGQPQENSQKSTGQPPKLQVPPPPPAASAEGEADGGLY
GASDTSRVTGDKNKDPKESEGPVSGPPSGGASSSP I SNNGDASRNNGGAPSTQDTTSLKNNEQSRPTAS
SGNAPLNRETPEKSTPDAQRHSSDTQENETGQTADGDAAHSAAGQSAMGTKGSSGVSTTASNAPTTPQP
QLPAPPVPPTATVTGAPAEKPTAERLPPPADSTPKESLAAKTTAQTNDTTKPSDSDGSTAVSRTTSPLL
LLLLVVACAAAAAVVAA*

>Tc00.1047053506599 .420]S117 | ANP-VFECD| 7
MAMMMTGRVLLVCALCVVWCGLSG I AADGAGGVYVSEFEYLFLNWEELLKNECEAENSNETNLSLKELA
VNCCVYRAMHELCKDVYSKLFMETEFSNVEGVCKKYAAKPDEVKCPKQQTQPSPVTENSVKVSVPKALG
NEGDLGKTPEEAPLADPPAKPTKGPPSSPVGGQPANADDVPVPKSEESSVSTKSTNDSTEGDTDKITDT
DQEETSTSKAESATPKPTVASNNDDSNETDTDTGEEVPNNAPESDGAETQEEKQDENKEANPKETPVEA
TATKTTTATTGNSDGGTAVSHTTSPLLLLLFACAAAAAVVAA*

>Tc00. 1047053506609 .70] SO80 | A---YKECD | 24
MMAMMMAGRVLLVCALCVLWCGAGCGVFADQDEELSTESPGGRSSGGDPLETQELEKPVLHGADSE1QS
PVVEQPQLNHPQDLRGAATESLGEGVEEVENEVEDDDDEKGRGKGKDGKDTRTTEKAEKQKSLTKDRGT
LQLTSQPERG I TPAPPRESLQVEGEEGPPASGGDSRPRKPAATPSAPELLLTLTSIEGQGQGTPSETPP
GPTTTTTNGKPAGEASPTASTGSQTATETTSTTSPSNAKVALGAAEKPLGNRVPNQQKEETETPDSMKD
APTSHPAETKATS I STTGSGGAQKNEDKVDNGDQRPNSKEPQDGLEDGNTDDAPTASEVEPQTPETDTT
QKNATSKSGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053506611.10]S087 | AG--YKEC- |7

MAV IMTGRVLLVCALCVLWCGSSR I AASGVYASGVEDGARGGCMVSGVLGTNWSYTPSGCNKTVPMTAL
RSVFSVVAAEASTEQEDSETDTVLDSPSGDGPDSGLGSPVGSGAVDGSKY IDGELGNSAVVPPDTRVAV
ASPPPSAPETDASRLPEVTSSTKKHNSSEKLVHLKTKTPAGTPPLSNQASKESLPTVKPESPTTSDSTV
TVKGTDQISEEKLAVLQGPSTVNAGEDGKKAVTE IKPNTTTNTPDAAPTLSSEGDVTEQHGKDTDSSNF
MNNANTGSSAETTASSFSKSGG I DAPKNESEDEGDAQRPNSKEPQEKPEDSNTNDAL TENETAPQTEKP
FGSAQTNDTSKSGDNDGSTAVSHA ISPLLLLLLVVACAAVAAVVVA*
>Tc00.1047053506611 .40]S066 | A---VFECD|8
MAMMMAGRVLLVCALCVLWCGAAAVMCDGGAEMQGVEGSGGSQHVSGDPDGRGGQGETEVPFPPESDTV
1KSLGVGDGRDPKQLNGVVVTPPTNPDRKEEEREKEKSKEEKVVAEQTENTV I PKEDEK I SQLKSMSED
EGETAPLAAEETPPASTGVTSTAQNGNSPEDLTAIPGKERVLPEDHSDQPQGGKNPADGLAAKMSREKG
EAPEAPPSPLAKNEKHEVDLKATTNNEKDSLENGVSVKKTEVLLEDKEVTSNLRKEGLASTTGNQESDP
SNSHAESTPPSNSGASNASNDDADTDTNEE I LNNDSAAGGAATEGAHQGENKEDNTKETTPLRSAAMIN
ETAPTGDSDGSTAVSHTTSPLLLLLLVVVACAAAAAVVAA*
>Tc00.1047053506613.50]S055|A--T---CD|5
MAMLTGRVLLVCALCVLWCGAGGYYAEDDAGVTSPGASASDGKSFQEPPP I VHGGSHNSVLTASDVNEQ
TDETDKEVLLTKEVAGSDEVPQTSEE I PPPSPSPKKSKGGGGPPQEDDLNLEKVDENVMQPEKQRRVEE
GLETLGDGEAGVTKQNEG I GVQSQDHETPVQEEDT INGEGHQQTHGKDQQTNVED I PPRKSAGDYSSGE
HKGNDGSNEKEEKEGEEGVEGRERHRAQEREEAAHVSGAPKVNSTD I QQEVQRTHAGETPTG I KQKAGE
EKDDEAEEEREEQKKQNQENPPGKVQET I TGANATNQ INTMPGDSDGSTAVSHATSPLFLHLVVVACAA
AAAVVAA*

>Tc00.1047053506615.100 ] SO08 | A-———— ECD]43
MAMMMTGRVLLVCALCVLWCGAGGGYAWDFGSDGESLNEYYYGAYGVYCNASLNATFCEEKRKA IKLKE
AALQKNTARSGEGSGQPNAGGSSGRQAHGSEESGSGQSEGTAGEGTPELNKPGEGGTETPTPLSSPPPT
ATVTAAQTSATRTPDESDGSPAASHTTSPLLLFL IVCAAAAAVVAA*
>Tc00.1047053506667 .10]S104 | ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCCAAVVVSSAPDATRAQSVWPEY LFLNWHELLRNECEVENPYEKNVGLKK
LAVNCCVHDAMKKLCSDFYGTTVMENKDPKVDG I CKNYGGEAADADKCSELEAKLSSAAAASVKVSDRE
APEDKEVLGKKSEEKPKAPPEEAPTPLAGRPLSDLPEKPTKVSPSPPLKGQPTNAEEVPVPNSEEGSVN
TEPTKDSEEGDTDTDTDTEQDEPSNSQAESTTPTPTVASDNDDNETDKSTGEDTPNNAPESDVARTEEN
QDKNKDNKPKETPVEVAG I KTATVTSGDADGSTAVSH I TSPLFLLLVVACAAAAAVVAA*
>Tc00.1047053506667 .40] S002 | A---S-ECD| 19
MMTGRVLLVCALCVLWCGAGSRCDEGEAAGRVSGAELLPGSKPLVTPRVGSQGLQNGVTVVKEEVSPIS
SLPQDGNADGDEGGEGDDGGDDDDKETEAEEES I EGRGGKGGTVAIGSDSREENL I GSENEKNQSIASA
GG I SPSGSQESNANPTQPEVEEKKEPDKNPPVENTL TPGNGENTLPRGGNLPSPPEDGVASREQDGEDT
TSEGKKNVSPPATAATPHRHRDKGSEGTAKDTNATTVNANTTDTTSTQNSDSSTAVSHTTSPLLLLLLY
VACAAAAVVVAA*

>Tc00.1047053506667 .80] S002 | A---S-ECD| 19



MAMMMTGRVLLVCALCVLWCSAGSRCDEGEAAGRVSGAELLPGSKPLVTPRVGSQGLQONGVTVVKEEVS
P 1SSLPQDGNAGGDEGGEGDDGGDDEDKETEAEEES I EGRGGKGGTVA I GSDSREENL I GSENEKNQS |
ASAGG I LPSGSQESNANPTQPEVEEKKEPDKNPPVENTL TPGNGENTLLEG I AGG 1 PPSPPEDGVDSRE
KDGEDTTSEGKKNVSPPATAATPHGHREKGSEGTGEDTKATTVTANTTDTTSTQNSDGSTAVSHTTSPL
LLLLVVACAAAAAVVAA*

>Tc00.1047053506667 .120 ] S089 | AG---KECD | 6
MMAMMMTGRVLLVCALCVLWCGAGRVYARDVNNNLLSGCMASG I LGKKKSFLSSGCDKNAPTVSLHLAL
P1TAVEASTGESVSDSTD I YPDSLSVPPSPPPVTGLPEALKAPKAPQDPPESDVGQTGVGNPSSLVPND
DSSGGGGSEENGNSNKSGVSASEFSTVVGASRSS IPPEVGGSENKSGAPSDLKLESPETNEPPERILVE
TNKDTQKVPKLEENPESSHKKEKAN I RGTSEEAGKNEAGRSGVEAHGPSSVLSADSQLQQQGTTVTVTQ
PPPPSPEQQTSAVSPSPGVDTPAARSREAGDPEEGKG I PPTRTASHNSTDEKHKAPPLQSEKESAAPKP
PSADGVLEQNSEDTTTKEA IKMDADTDGPAASSESS I STSDSGVFQDK TEEEDENEQRPEAKGPHNDPH
AVNTNDAPTASEVEPQTPETDTTQTNATSTSGD I1DGSTAVSHTTSPLFLLL I VVACAAAAAVVAA*
>Tc00.1047053506671.10]S020 | A---HR-CD |2
MAMMMTGRVLLVCALCVLWCGAGGGAAEEPGGVAEPDVVPLGSTQQQ I TGGSQREDKGAKEEQGQGRDT
NNGDEQP I KKEEADEQQSQEQ 1 QTQQDAQALKGNATPQPAGKSSEEGE I DDDSDVQNE I KVLDDGKRNE
ERVQSQEEVARDEDASTVNLNDSQQETSGG I RTGDLRGKSRQEGEKEGDDGGKKEREKHQEENKRKPQE
QNEMLQQKQQQKQQQDQGREHSEYNQKESTKDKNGVGTNQTA I THNSDSSTAATAALRSDAGKEDTPTT
NHPNRPSTEGATPPEKTSDGEAASANKYDTVPQSAGSTTAPTTNAKVGDTAKPVDNDGSSAFSHTTSPL
LLLLFVVACAAAAAVVAA*

>Tc00.1047053506671 .90 SO90 | AG--YK-CD|3
MMAMMMTGRVLLVCALCVLWCGAGGVYARDTPNNAQGGCMASGGLGAKTSYLVRGCNKTVLTRPLRSAF
FINATQAEAKDVKD I SEERDNLKLDS I PQPPALPPAPETPGAPPPPPDASDSDG I GRSELGADSQTGGG
GGGGGGSSG I SNGGEDSTLKVPVPDDKSSSP IPSAGDGLKNTGDSSVTQKNNSSGTDEPSKKTLNVPAL
PTVQTPEALDTDQNKNTPNTQGE I SVEARGKGASGGDAGENDVNSKDSSSVSTANSKPTGKTTPSVPST
GETPTITATPKDSKNPTGKNDNTAASGTETDSEATK TSSKDDAAEQHSQERDKADLVKSANTGHPAYTA
ASSIPTYGNGDAQGTVNENGDDPERHDPKRTHDELEADNTNVGPTASEAAPEAVNSTEKKDTAPTGDSD
GSTAVSHTTSPLLLLLVVSCAAAAAVVAA*
>Tc00.1047053506703 .20 | SO99 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL IKA
VEAEAGQDELSGGPGLSQDTKEKLDDTSVGTNTVGSAAAGLGGS IVAGQTAALPPTPGGSDTGGQEEKP
EGLDANGGKEADHKEDRNDSTATGPQHQSVDQSSSFSSSSGSPGTQNGEEHNLEDNSKSDESSDDSPED
DESDPLSQSDSREEKAEEEPEKNELNTENTSHEAPALTTAPAEEAE IQTAIPTTPLHGHSGAEDSGEVQ
QLQQPQDG I ESNSNSQTKSAAS I TANQHNEPSGDHAESRPPPSTANGDAANNEADKSTEEG I PNNDPAA
DGAGTAEEKQNENEASNPKETPVEATATKNTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506703 .50 | SO73 | A-L-YKECD | 2
MTMMMTGRVLLVCALCVLWCWCGGFADEAGASAGGGNGLGYTSNGVNDGSSKADCGLFFTSMGLLKAVE
AGDDNLPLTDKVSSE I KEVSDLVVSQKGVDGGPLAGAKEGNGAAGAVTSPPGPGVSEANEGERHLEVLG
PKGDDEL TRVSASGEASNSQNQTAHQPVLLSDSSDTRPGEVLPLSNSDSAL 1 YKDPLKKGDVDSRDATV
GDTQKVEELKEENKEEEELKEFKDRAESETRKEGKKEEGTPTK 1 STAQPTALERAQRPVVKLNGGKSPD
AVPEGDASQTESEDAQAL THQQHESSSSQTETKSEAPEPPATDGVPPQQVQDTVTKDSMENATATNQAE
TTVSPNYTSGSGEVRSTADGNDPQRPNPNEPHDVLEGVDTNDAPTLSEAAPQTEETAAAAR INGTATPG
DSDGSTAVSHATSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506703.110]S061 | A--TIFECD|52
MAMMMTGRVLLVCALCVLWCGAGGGGCSEPTPDLLGTQSEDRKTPKSEKET I GGAGGNGLTGKPAASQE
TSSPVQIVMGAGAGAATNSSPALKPGKQQASA I LTPKTENNNEKTKEKGTREEEDE I QEEEEEDDEEED
EHKE I DKNDENKEEGE TKEEKEADDKAEKHEEKKKEDAGTGTTEGMSAGGQEQP I SPSGAEGASNNTNL
KSTKTAGDDDPAADGAGTREEKQNENKESNPKETSVEATATKTTTATTGDSDSSTAVPHTTSPLLLLLY
VVACAAAAAVVAA*

>Tc00.1047053506703 . 140 S099 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVFAHAMDDYCSEGGGNGLRHTCNGGDDGVSLRADCGLLATRMAL IKA
VEAEAGQDELSGGPGLSQDTKEKLDDTSVGTNTVGSAAAGLGGS IVAGQTAALPPTPGGSDTGGQVVKP
EGLDANGGKEADHKEDRNDSTATGPQHQSVDQSSSSSSSSGSPGTQNGEEHNLENTSKSDESSDDSPKD
DESDRLSQSDSREEKAEELVKKKNELNTENTSHEAPTLTTAPAEEAE I QAAIPTTPLHSHSGAEDSGEV
QQLQQPQDG I ESNKHSQTKSAAS I TANQHNEPPADHAESRPPSPTANGDAANNESEKSTEEG I PNNDPA
ADGAGTAEEKQNENKEANPKETSVEATATKTTTATPGDSDGSTAVSHTTSPLALVFVCAAAAAVVAA*
>Tc00.1047053506741 .60 ] S099 | AML-VFECD | 25
MAMMMAGRVLLVCALCVLWCGAAFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL IKA
VEAAEAGQGLSGDTKPQGNLKEPLPNNTEGSPAPGAGGSGVAVQPPPAVTLEHEGSDTGGQQVTLPNVV
DTNGGKKGDDKNGSELEPEE I GAGQSSSSSSGGAGTLGGKGLPSKQTSKSNEPSNGTPTQEEDAGNHR |
TPHSRDAEAEEEHEVKKENVSHEAPTETRGSPANDAG I QTATPSPPPATMNGPSSTEDLPPVQAPQRVQ
DDHAESRPPSHTANGDAANNDSDKSTEERMPSNDPAADGAGTAEGKQNENKEANPKETPVEATATKNTT
ATTGDSDGSTAVSHTTSPLLLLPVIACAAAAAVVAA*
>Tc00.1047053506741 .90 SO50 | A--TH-EC- | 2



MAMMMAGRVLLVCALCVLWCGAGGCAENDGGVAGSLEERG I AKDDE I SKGLSSSGP I LQEGQDQRAAAS
GGGGEGGGGSTDSLGVKDASFSEKGKK I PQKQEVKVGSHPNQPTGDEYGSNDLTEVGADTRNQTPPKST
TQSPTGLPPPPPPPLPEEAAEEAEEDPNNSVEHHPGEDQQLLQEEVTEHGQNNQNQL 1QKQHDSKQLQM
QPETDEEKKRLEEQRQHQEELRDQQQKQKEQHEEN I KEEKGQEQQQEQQHENQQQKDE I KDQQDQQHEH
SAEKEEES IKDKNAVGTNSTANTEDSDGSTAVSHTTSPLLFLLLVLVAAAAAVVAA*
>Tc00.1047053506741 .120]S099 | AML-VFECD | 25
MAMMMAGRVLLACALCVLWCGA I FGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL I1KA
VEAGDDG I DENGNAVLENKDKSQHGSVLAGTGGNETPGQKGVKGAAGAGLPPSPSGPGGSDTEEQRQPE
QLDTKGKEAGGKRDEKGGKATESQQQRADQSSSSGSDGPQGGKEPNLKEKSESTESSVDTPTQEDEVEA
EETSVSEEETGGDEENNNNVAL TVTSESQAKLKGTQTATPPTLPTTQVNERSRTEDLGHVQLPKGVQSD
IESNYNSQTEGAAP I TANQHNEPSADHAGSRPLSPTANGDAANNDSDKSTEEG I PNSDPAADGAGTAEE
KQNENKESNPKETPVTATAMKTTTATTGDSDSSTAVSQTTSPLLPLLVVACAAAAAVVAA*
>Tc00.1047053506741 .140]S099 | AML-VFECD | 25

MM I GRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLSARMAL I KAVEA
AEAGQDEQELSGDTKPQGSLKKPLPNNTEGSPAPGAGGSDVAVQPPAAVTLEHEGSDTGGQQVTLPNVV
DTNGGKKGDDKNGSELEPEE I GAGQSSSSSSGGAGTLGGKGLPSKQTSKSNEPSNGTPTQEEDAGNHR
TPHSRDAEAEEEHEVKKENLSHEAPTETRGSPANDAG I QTATPSPPPATMNEPSSTEDLPPVQALQRVQ
DDHAESRPPSHTANGDAANNEADNSTEEG IPNNDPAADGAGTAEGKQNENKEANPKETPVEATATKNTT
ATTGDSDGGTAVSHTTSPLLLLPVIACAAAAAVVVA*
>Tc00.1047053506751.100]S047 | A--TS-ECD|8
MAMMMAGRVLLVCALCVLLCGAGGRCDEEERAALGSDGGPPPGSAEPGTPRKETQELKDGAPGV IETAS
PPSSKPTGEDKDDDDEDDDDDDDDEETEAEGES I EGQSNKGGTALPDPGSGERNLSDSGQETGRANVPA
GSIPPSGSQLSNANSTQTEVEEKKDSGKNPPAVENPLTTVNGENTLPGD IAGVTPPPPPEDGVDSRKQD
GKDTTSVGEKN I PPPETTATPQSHRDEGSEGTGEDTKATTVTANTTDTTNKQNSDGSTAVSHTTSPLLP
LLVACAAAAAVVAA*

>Tc00.1047053506757 .50 S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGVGGGFADKVVEAPAGVVASKRTDEENL I LNWYFL IREECANESTTGGK
LNVTAER I C IHKVMKGVCDAFYDKTPGVTHDRDVEF I CTYYAT I PEEPVEPPTPQGPPSDSAVSSTTSN
EGTPKNAPESDDAGRGEGKEDEKEHGNTKQTPVETAAVENDTKTTDSDGSTAVSHATSPLLLLLLVVCA
AAAAVVAA*

>Tc00.1047053506757 .150] S002 | A---S-ECD| 19
MAMMMTGRVLLVCALCVLWCSAGGVCTDEEETAGRGSGADLLLGSKGVETSPQDTQGSQNRAPGGEEKL
TPVV IEEADEDDDNDDDDEDEHDGETKAEKEN I TERQSVQEGTVAI GSDSREKNLSGSERKTVQPIVSP
EG 1SPSDNQESKTNPTQPEDEGNKDTDENTPAVGNALTTVNGEHTLPEG I AGGNSPPAPEEGVDSRKKD
GEDATSEGEKNVPLPATAATPQSHRNKGSEGTGKDTKATTVTANTTDTTNTQNSDGSTAVSHNTSPLLL
LLVVACAAAAAVVAA*

>Tc00.1047053506763.30]S061 | A--TIFECD|52
MMMVTGRLLLLCALCVLWCGVCGGGCSEAALEAQL I ESEDNKRKDENTTTDDVGEGGPTGQPAVTQPAA
GSVPVSG I EAESALQPAAKASGTANAT TEKEDKADNEEL KEEEGEEEEEEEEEEVDEDDEEKKEVTEEE
KKQEEKDDTSTTKR I SAVGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQEEKQNENKEVNP
KETPVESTVTKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506763 .50 SO82 | A-—-YKEC- | 17
MAMMMTGRVLLVCALCVLWCGAGGRCDEEGPALPAGGGVPPPGSKELGTLPQDTQELKVGAKD IKVKVP
PAPSPSLEEDEDEDSNPNEEEE TTEDTEEEKEEK I KAPTKTHEGKKNEGASLPPSPPLPPSGGPTAERE
NPKNQKK I TNEATPSGPKMESEAPEPPSGDATQGQHSHDTDTEDSTKNAATGSPAEPTTTSTSASGSGD
HFQNKADKDDAQSSEGQHDSLETGNTNVVPTLSETAPQTAKTTTAAQTNDTATPADSDSSTAASHTTSP
LLLLLFVACAAAAVVAA*

>Tc00.1047053506763.130]S123 | ANQ-V--CD|3

MAMMMTGRVLLVCALCVLWCGLSG IAAYDADGADGSAVEYSLSRWRAQLRRGCAVEVSRRTGGGANASA
VEECVGRGMDGVRAVVDGRSRWRRQQFAVAAAAVDGDVDSGEVD INSVSSPEDQSGTGAGSREESQAKP
PVVSEPGQADTTPGGENPPKPAESLETAKGKSGGTSKEKDKEERPTVETKGPNSTDDNKQVDNAAIGNS
NGGREEKNGVTLQVQDEVVKPKEEKQEPQKELEEKEKQKAQGNKQDEPEDPGEDAEDTEDSADGTDHKE
GEGQKEGDAGSSKKGKELNLGGDTDGTSPDVPAVLQPAPPVEVTDPQS I EKTNDDETGGKRDAGRTQTQ
EAAGPSQAENLTAELSTEENAAETETGTPGKKTQPEDAGKEQTTVGAKSNLETPAAEREAQNREEVLKD
EEGSEKATTNENFDGRQTAVKDNTHNEAEKTSQKNENEVDKAEETTAEVKEKEDTTERKTVAAKGPNLN
GTAATPADSDGSTAVSHTTSPLLLLLLVAFAAAAAVVAA*
>Tc00.1047053506763.150]SO79 | A--TYKECD|5
MAMMMTGRVLLVCALCVLWCGAGGRCDEGEAAVHGVPPDVSASGTEGGLGGTRNAAPAPDSQ I QSSGEE
QQHKSREGRPALPEGSSEEEEEEEETVEDENLEEVTERGEEGRHEDGQDANERDGSQTSGVLTKQKETP
SPSTPAAPAEEGNQNASPQAPSVDSHGGGGTDR I EGS I LKAPSSGVALQHAGDASTNQKNKSLETGKHS
ENT 1 TGGPVPSQVKAPKES IKDAENHSVTGEDTASNQVVGRGTTEYEAQQRALATQDRSSVSFPDSEKK
WQTTPQETPKTQVPPSATEPSSREGQPPTATTDSQTPNAQEHKRLLLPKKTEYNAPEHHSED I LAEQQG
QATATENLTENAPATNQAEKTASPNSTSGGGEARSTADENTANAQRPNPNESHEDLEGSDTHPAPTASE
AAPQTAIKPTANTTDTATPAENDSSTAFSHTTSPLLLLLLVVACAAAAAVVAA*



>Tc00.1047053506763.260]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCSAADGDVVVSGGEDNNLKELF I PVARLQERQEQGAAGATADAKAAAEAA
AKAAAAAEVATEAAERAK I AIEATKTATAKAEETAKAAAEAAATAAEAKAAVEAATKAVETEAKAKAAA
EAAESAATKATTATEAAERAK I ATEEAKTATATASAGKAAEEAAKAAAEAAATAAEAKTSAERAKTATA
NAATAAAKAKTETEKAAAAAKAAEEAAKDEATAKAAAEEAAKAAAAAKDEAKVATEAAK TAATAKAAEA
EKAAATATAAAEAETAKAKAAAEEAAKAAAAAKAAAEAAAKAAAAAKAAAAANDEAAKAAAAAAEKAAT
ATATASAETAKAKAAAEKAKATATAETKATAGKTAEAAAEALRGTTVGEKEVQTAIHDQDNSVEHHSEE
KQELPKEEEHELQEKEQHEKQQHQQREHSAGNGEESPKEKTANGTNATAIKDDSDGSTVVSHTTSPLLL
LLVVACAAAAAVVAA*

>Tc00.1047053506763 280 | S097 | AGWTH-ECD | 44
MAMMMAGRVLLVCALCVLWCGAGGVYARDGENNALGGCMASEVLGACFFHMSSGCNKTAITVPLRSTLP
I TAVEASAEGETPVAGLNDSGSSEDS I AVVPVTVGVAGAPAGAAASPSGPSGGSDGKNEPSGPLSLDVD
SSAGSSNGEAGSRGSTSSNAVGEPPRENPSPDVAAAAHNPPPPGGVAGTTPGNKVEKEEEKEKEKEKEL
DEEHKRNHGQENQSRLANQSEGE I GREGERLHKKTKVPKEEKEQ I QVVEHS I ENQGTLHEPGKEPQE 1K
RENEQSKHQNEELKGGQEKENPLQAIQQNSDAEEEMNKNRQQGQRPQEVTAPLASSSGSEATRKSQSPV
PPEALHKKELTDGLREQLEEETPLAATQSKSHGTTDPQSSPASA I AGEAAVTHDADEENATGRNDDEP |
ETVFADDHQQHEHPEN 1 QKEPAKDKNAV I TNGTATPGGGDGSTAFSHTTSPLLLLLFFACAAAAAVVAA
*

>Tc00.1047053506763.330]S004 | A-—--V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGVCTDEVVPVDDAPV I SASGGSGAADKDTGRTVPGGAENLSAQQSQ
LQKVGDSSPG I SSLEAASG IESTKQQTQSDHKYKDPVTPSQSSGERRQDEQHEGPPGKPGASLGQEERK
HALDGVPERNDPPPASSNNNTVSSNSEERTEDTPSSTE I IVAVPSEEGQERENVTPSLEQPRETSTAAP
AITTQTSSTTTPTDVSESNTVKMSDASPKSTRTAQTNHTATPGDSDSCTAVSHTTSPLLLLLVACAAAA
VVVAA*

>Tc00.1047053506765.50]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGVGGGFANEVVEAPAGVVASKRTDEENL I LNWYFLIREECANESTTGGK
LNVTAERIC IHKVMKGVCDAFYDKKSGVTHDRDVEF I CTYYAT I PEEPVEPPTPQGPPPHSAVSSTTSN
EGTPKNAPESDDAGRGEGKEDEKEHGNTKEKAVETAAVENDTKTTDSDGSTAASHTTSPLLLLLLVACA
AAAAVVAA*

>Tc00.1047053506765.74]S027 | A-P-V--C-| 1
MMMTGRALLVCALCVLWCGAAVEAEGDGSGVGSGDADGNMVL IWY I DANETCKKKNTQGEKLDKSAFKS
CVNAAMKE ICYDYYNETPSESRDFESDE ICNNY IGDSEET IDTSTPLTEPSHDAEKPVATPTPETSKVE
AAEMGSPPGVPAGDSPANPTEGPQSTLAANDTANSEAEKDGKEVMPKNAPESNASRKEEGEKKHSNTKE
KPLEAEAKKN I TMTADSDGSTAVSHTTSPLLLLVVAYAATAAVVAA*
>Tc00.1047053506767 .40]S104 | ANP-VF-CD] 10
MAMMTGRVLLVCALCVLWCSSAVQAADGL I SDGSLEGENMVLTWYPVNSKTCEERSTNGGKLDELAFKS
CMHELMNEVCEAYYSMKSSESHVTEADS I CGKYTGDPSEEDVQTPTPQEQPSPEVETPVASQTPETSKY
EAAEMGSPPGVPAGDSPANPTEGPQSTSDATDTANNEAEKSSTEVMPKNAPESNATRKEEEKRNEKNHS
NTKETPVDAEAKKNNTKTTDSDSSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506767 .70] SO72 | A---VFEC- | 6
MAMMMTGRVLLVCALCVLWCGDEGRCDEEVVPVGKGNASTDNDDQKRTAEVPAPRKS I ALPVNSGQESA
VSTLRNEQTPQISESAIVLPKQITSDQKQEDEDAKDGKDGKEERDAREDPRPPPPPGETPTT INGNSAG
TLNEKTEKELPSADDGSNQEHVLKSPAAESAPAPASQVKNENPGSANLDTVQDVQDVQNAQRGRESDGE
SRKEDNALTTNKQQDGKSNSHAESTPTSGSSAKRVAASNGPDKATEEE I SNKNTARVDAVPEAAEDDGN
KDDNKKELP IKTTSIANDTTLTGNSDGSTAVFHTTSPLLLLLVACAAAVVAA*
>Tc00.1047053506767 .110]S002 | A---S—ECD | 19
MAMMMTGRVLLVCALCVLWSGAGGRCDVGEAAGLRSAEL PPAPAPLEKSPEGPKGLQGGVPGVKENVTP
ASS I PTEEEHDYEEDDSDDDEEVEDTENGETEEEEEKRKEGQSNKGGTVAPDPNSGEKNL I GSEKETGQ
SI1SSAGS I SPSGSRESNANLTQPEVEEKKETEKNTPAVENPPTTVNGENTLLGG IAGGNLPSPSEEGVD
SREKDGKDTTSEGEKNVPPPATAATPQGHRDKGSEGTEEDTKATTVTANTTDTTNTQNSDSSTAASHTT
SPLLLLLVVACAAAAVVVAA*

>Tc00.1047053506767 .140]S080 | A-—--YKECD | 24
MAMVMTGRVLLVFALCVLWCSAGGGCDGEETAARGSGDGPPPESQELGTPRQETQDLKVGSPDVNGKVP
PESSPH I EEAGGEDSDDDENGEEKDKKGENEKNKVQLQTHEGKNNEGAPQSSPAPPPPP IPSGGPTAEK
ESSQKVTKAKKENTPSGSKMESEAPEPPSGDATQGQHRHDTDTEDSTKNAATGSPAEPTTSSTSTSGSG
DHVQNKAEENDAQSSEGQHDGLETGNTNVVPTLSEAAPQTAKTTTATQTNHTTNTENSDGSTAVSHTTS
PLLLLLVVACAAAAAVVAA*

>Tc00.1047053506767 .230]S004 | A-—--V-ECD| 18
MAMMMSGRVLLVCALCVLWCGAGGVCTDEVVPVDEPPV I SASGGSGAADKDTGRTVPGGAENL SAQQSK
LQKVGDSSPG I SSLEAASE IESTKEQTQSDHEHKDPVTPSQSSGEQRQDEQHEGPPGKPGASLGQEERK
HALDGVPERNDPPPVSSNNNTVSSNSEERTEDTPRSTE I IVAAPSDEGQEDENATPSLEQPRETSTAAP
AITTQTSSTTPTDVSESNTVKMSDASQQTAKTTTAAQTNHTATPGDNDSSTAASHTASPLLLLLLVACA
AAAAVVAA*

>Tc00.1047053506767 .240]S103 | ANP--F-CD| 11



MAMMMTGRVLLVCALCVLWCGVGGGFANEVVEAPAGVVASKRTDEENL I LNWYFL IREECANESTTGGK
LNVTAER I C IHKVMKGVCDAFYDKKSGVTHDRDVEF I CTYYAT I PEEPVEPPTPQGPPPHSAVSSTTSN
EGTPKNAPESDDAGRGEGKEDEKEHGNTKEKAVETAAVENDTKTTDSDGSTAASHTTSPLLLLLLVACA
AAAAVVAA*

>Tc00.1047053506767 .340]S074 | AML-YKECD |9
MAMMVTGRVLLMCALCVLWCLTVFGDARDNRCVEGDGNVLTRTHNGGNNGLRLKADCGL ISTRMGL 1KA
VAAGEREEELESVDAPLDSVGGTSPGSLLAVTEGNAAPGAGGVEGAAGAATPSLPVSGPGVSGTGDEGG
QLPVAGQEGNEKNNLDPGSKEPKESQDQNTDQLSSPSGSTSTRSDEKLSSTGTDDLTPLSKDTETELGA
DRQDNRESNEA I EEEDGEKDKGKKQEKN I LQPETQEVQNNGGGTPPPSLPALPLPLPPSGVPAPSSTAG
EGSPPTEPKNSQNSKK IKNEATPSGPTMESKATQPPSGDATQGQHSHDTDTEDSTKNATTGSPAEPTSS
STSTSGSGDHFQNKADKNDAQSSEGQHDSLETGNTNVVPTLSETAPQTAKTTNTAQTNDTATPGDSDGS
TAVSHTTSPLLLLLVACAAAAAVVAA*

>Tc00.1047053506767 .400 ] S004 | A---V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGRSDGGKTPGSESGPS IRGVDEVSESANGQTASGEAGNPTVQQTQL
NNVGGPSLGAPPLQADLPPESTVQQTQIDTEPTDSLSHSQSLGEERQGGSSDGSSGKPAASPSREDREN
ES1GDQPRNDPPSSSINNDVVSSNSEERTEDTPRRAE I I DAAPSEEGQERENVTPSLEQPRETSTAAPA
VTIQTSSMTTSDDGALDTVKMSDASLQSTGTANTNVTTTPAENDSSTAVSHTTSPLLLL IVVVACAAAA
AVVAA*

>Tc00.1047053506769.30]SO79 | A--TYKECD|5
MAMMMSGRVLLVCALCVLWCGAGGSCDEGEAAVHGVPPDVPASGAEDGLGGTRNAAPAPDSQ I QSSGEE
QQHKSREGRPALPEGSSEEEEEEEETVEDENLDEVTERGEERRHEDGQNANERDGSQTSGVFTKRKETP
SPSTPAAPAEEGNQNASPQAPSVDSHGGGGTDR I EGS I LKAPSSGVALQHAGDASTNQKNKSLETGKHA
ENT 1 TGGPVPSQVKAPKES INDAENHSVTGEDTASNQVVGRGTTEYEAQQRALATQDRSGVSFPDSETK
WQTTPQETPKTQVPPSATEPSSREGQPPTATTDSQTPNAQEHKKLLLPKKTEYNAPEHPSED I LAEQQG
QATATENLTENAPATNQAETTASPNSTSGGGEARSTADENTANAQRPNPKEPHEDLEGSDTHPAPTASE
AAPQTAIKPTANTTDTATPAENDSSTAFSHTTSPLLLLLFLVVACAAAAAVAA*
>Tc00.1047053506769.80]S037 | A---S--CD| 2
MAMMMTGRVLLVCALCVLWCGAGGRCDEDKAGSG I DAELPPAPVPLETSQQDPQDLKNGVPGVKGTASL
ASFPPKDGDADGETEDQEESKEGQSSEKGNVALGSDSRERNL I GSGQETGQS I APAGD I SPSGSKESKA
NPTQTE I EGNKSADKNSPSAEKAL TTVNGENTLPGE I AEGNLPSPPEEDVASREQDGEDTTSEGEKNVP
PPETAATPQSHRDKGSEGTGEDAKATTVTANTTDTKTK I ADSDGSTAVSNTTSPLLLLLVVACAAAAAY
VAA*

>Tc00.1047053506769.120]S068 | A--- 1FECD| 10
MMMVTGRLLLLCALCVLWCGAGGGGCSEAAPEAPGTGVSGDGNNSEGKHNT IDGVGAVGPTGQQAASQP
AAPSPVPVPGTEEESALQPAAEASGTAEETTKKGEADNELKEEDDDEGEDEVEEEVEVEVDDGKEEEGE
EEEKVGTSTTKR I SEGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQEEKQNENKEANPKE
TPVESTVMKTTTATTGESDGSTAVSHNTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053506781.19]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLF
I TAVEASTGTGDAVATTNNSNSRENSNAASSPDGSVSAVGPGPGASAPPSVGGPGASGSGSAVGGPAGA
SPGGGSSGAVPGASGEGDSDGGGGYSPTGGQGTGGTSGAPPAAPPVPFSTAGPAAPGVDSSAGGSDGTA
GSSGTNSSNTTGDSSTGNQSSAAAANDTSPAERPTGTTSGTGHTRQEEEEEEDHVMRQQRDEAQVQQNQ
QHEHPAESGEESAKDKNALRTNATANTGDSDGSTAVSHATSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506781 .39]S097 | AGWTH-ECD | 44
MAMMMAGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASTGESDAVATKNNSHSRENSNTGGTGSAAGGPGGSDASAPPSGPAGVGASGSGSAGGAGAAGA
PAAAGGGSSESSTGGHGTGDVSSGSYASPSALPPSGPPAPAVPPAPDATVVDTSAGSSGGTAGSSGSNS
YNTTGDSSTGDQSSAAEANDSSPPEGTAGTTSGTGHKGQEKEEEEENEQQQSDEAQVQQHQQHEHPAEN
GEESAKDKNALRTNATANTGDSDGSTAVSHATSPLLPLLLLVACAAAAAVVAA*
>Tc00.1047053506783 .39]S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGMLGENGSHMPDGCNKTA I TVRLRSVLP
I AAVEAANEEVSDTSQHANNSGSDTNTGSGGEGGGSAAGAGGPSASPAPPPTGGTEGSVGAGDSSVSGG
SSGNSTGGHVTGGVSSDSSESPSGLPADSPGVDPSASSSGGTAGSPGTNPSNTTGDSSTGDQTSAASAA
AHNSSLPEGPAGTTSGTGQKEEEEEEEENEQQQQSDETQVQQHQQHEHPAESGEESAKDKNALLTNATA
NTGDSDGSTAVSHATSPLLPLLLGVACAAAAAVVAA*
>Tc00.1047053506785 .14 ] S097 | AGWTH-ECD | 44
MAMTMAGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASAGEGSPDGGAGAAGASGDRGATGDTSGSGGPSASPAPPAAAAPGGSPGGGAPGGSGTSTGGH
GTGGIPPAGSPTVPAAPGVDSSAGSSGGTAGSSGSNPSNTTGDSSTEDQSYAAAEANDTSLPEGQVGTT
SGTGHTRQEEEEEEEEENEKQQQSDEAQVQQHQQHEHPAENGEESAKDKNALRTNATANTGDSDSSTAV
SHTTSPLLPLLLVACAAAAAVVAA*

>Tc00.1047053506789 .50 ] S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVRLRSVLP
I TAVEAANEEVSNTSQHANNSGSDTNTGSGGGEGGSSAAGAGGPSASPAPPPTGGTEGSVGAGDSSVSG



GSSGNSTGGHVTGGVSSDSSESPSDPPAAPGVDSSARSSGGTAGSSGNNPSNTTGDSQTEDQSPAAAAP
TNDSSLPEGPVGTTSGTGHTRKEEDEEENEMQQQSDETQVQQHQQHEHPAESGEESAKDKNALRTNATA
NTGDSDGSTAFSHTASPLLPLLLVVACAAAAAVVAA*

>Tc00.1047053506799.50] S043 | AG--——- cDj27
MMAMMLTGRVLLVCALCVLWCGAGGVYARDLDNKALGGCVASGVLGMNTSYVPNGCNKYMPMPPLRSAL
PIPAIQAEVEQVSVTTQDGTNSTSDTAPESGSGVGSGGSPGPTAPAAGPNVVPGAGGPAVSGAAGPAPP
APGGVPGPTGPAGVTGGPGGNTGSSGATDVLGAAVSSDGPSSFPAANSNAVSLGLPAGSEKSNAGCGEE
ASDCGSQEKLEKSKVENQELEESKTQKPPATQNTKSKDNEENSTEASSTELQNTETQQE IKPPVDENDT
TSTDASTAVAAQSTSAGSQEEATESSSDGSHSPLQGEVFTGTDTPENAPSPAAAEAEKRQGENVTKDGD
SDSSTAVFHSTSPLLLLVACAAAAVVVAA*

>Tc00.1047053506799.130]S043 | AG-———- cD|27
MMAMMMTGRVLLVCALCVLWCGAGGVYARDLDNKALGGCMASGVLGMNTSYVPNGCNKYMPMPPLRSAL
PIPAIQAEVQQLTDVSQDD IKLSSDTAPESGSGVGSGGSPGPAASPTGAVPGAGVPAATGPAGPAAAAG
GGPTGVTDPAAAAPGGGGGGPAGY TGSSGSAVSSVVPSLPADSENSKTGCGEEASDCGSQEKLEKSKVE
NQDLEKSNTAELPATQNTKSKDNEEDSTEASSTELQNTETQQETKPPVDENDTTSTDASTAVAAQSTSA
GSQEEATESSSDGSHSPLRGEVFTGTDTPKNAPSPAAAEAEKRQGENVTKDGDSGSTTAVSHTTSPLLL
LVACAAAAVVVAA*

>Tc00.1047053506879.10]S114 | ANP-VFEC- |3
MALMMTGRVLLVCALCVLWCGLSG I AVNDAGGVSDGSEFEYLFLNWEELLKNECEAEYSNETNLSLKDL
AVNCCLHHDMHEL CEDLYSRLFMETEFPNVGGVCKKYAEKTDEVKCRKQQTQPPPAAENSVKVSVPKAL
GKEGDLGETPKEAPLADPPAKPTKGPPSSPVGGQPTNADDVPTPKSEERPVTTRPTKDSTEGNTDT I TD
TDQEETSTSEAESAAPTPTVASDNDDDNETDKGTGEEVPNNAPESDDAGRKEKQDENKEANPKETPVES
TATKTTTPTTPGDSDGSTAISHTTSPPLLLLLLVVVACAAAVVVA*
>Tc00.1047053506879.60]S015 | A---H-EC- |9
MAMMMTGRVLLVCALCVLWCGAADGAVGVVSGGDDN I LREVF I PVARLQESQEKRTSGATADAKGAAAE
TATKAKKAAEAESLPVTTVGEEEVKTT INDQDNSVEHHSGQKKELLKEEEPENREKEQHEKQRHQQRDH
SARKGEEYAKDKTANGTNATAVKDDSDSSTAVSHTTSPLLLLLVVACAAAVVVA*
>Tc00.1047053506911.20]S010|A----RECD |22
MMTGRLLLVCALWVLWCGVSG I AADDAGGGDVFVSCGDNKKLEETELSFPV I PGVEPQAPEVKEESPTR
RSDDVLEEKGEVVAERDEADGGGVGVDGEKVKTVQKGRGEGVSEGDAPAEAELHSTDDETLRRPSPNGA
KGGEKTVPSDDTPPEGRVQQRQEDPPGLLQSEPGDPASGRGVPPESTEHKPLASGSPSSETETTGIQKV
STPTHAGESPRVTEKDVVATEHEREDKEGPVSNP IKVADVRLPEPQELRSQSLDGTQRVETGVRPINSS
PEDQNKQRVLLNLSQGESANDPPETTPQSSSTGGHRVENSRTNGDGAKNTEGSAAGEKKDDKKGLEKDV
VPTISEGK IQPPVTAAASTSETAIDGDSKGSSTAATALRSDDDTEGNPAKNGLRQPSSERTAEHSTTPD
SEDASDSAEKAASQNAG I PTTKAIATAKTNDTASHGDSDGSTAVSHTTSSLLLLLLVACAAAAAVVAA*
>Tc00.1047053506955.70]S061 | A--TIFECD |52
MMMMTGRVLLVCALCVLWCGVCGGGCSEATPPGSPTSRGTPLEKSTQNDNATKAVAAGVDRNGQQKVPE
APAPPGSESQELSPGPSQATQPGGGEASQMTSAK IDTEGQKEEEKTDEKEEKEEKDEAEEDEEDEEEEE
EEEEEEEEEGEEGEEEETDDQEDDRREDGEDDKKQEEEKKKEEAVTGTTEV I SAGGGEQPSLSSGAEGA
SNTTNPNSTPKTGDDDPAADGAGTAAGKQNENKDVNPKETPVTAAATKNTTATTGDSDGSTAVSHTTSP
LLLLL IVACAAAAAVVAA™*

>Tc00. 1047053506955 . 150 | SO99 | AML-VFECD | 25
MAMMMAGRVLLVCALCVLWCGAVFGHAMEDY CGEGGGNGLSNGGDDGVSLKADCGLLSTRMGL IRAVEA
EEAGSGLSVPDSSGNSKDKALEGDTNGSEAVGSGDVGVAGQAAAPAAPTFGGSGTEEQVRELEVVGTSD
GNVAGAKKDHEDVNEVDSKHQRAEQL SSSSSSGSSETEGVKQPVVKENSKSSETSDSPPQEEEKDPRSK
PDSREGEAEEKETEEDKKNASNQAPTETPGGLTKHTE IQTATTEPNGQSSPEALEGVKQSEEVQGKKDS
NHNSQTKSVDS I AANQQKEPSADHGESGPPSPTANGDAANNDFDKSTEDG I PSSDPAADVAEKRKEKQN
ENKDANPKETPVTAAAMKTTTATTGDSDGSTAVSHTTSPLLLLLPVVACAAAAAVVAA*

>Tc00. 1047053506955 .99 SO58 | A-TTIFEC- | 2
MMTMTGRVLLVCALCVLWCGACGGERSETTPGSSGNPSENDPKKEKVAVVGAEGGDESGKPAAPQAPAS
PTGSGSPEAAPGPSPATKPEGEASVTASPTTENKGGNTEGKKEEEEEEKQQEDEEEEVEEEEDEEEEEE
EEGEEGEEEDDTRENEEEETKKEGAI TGTTEG I SAGGGEQPSSSSAAEGASN I TNPNSTPTTGDDDPAA
DGAGTREEKQSENKDANPKETPVTAAAMKTGTATPGDSDGSTAVSHTTSPLLLLL IVAFVAAAAVAA™
>Tc00.1047053506955 .212 | S061 | A--TIFECD |52
MAMMTGRVLLVCALCVLWCGACGGGRAEVTSPASSPSKDKESQEVEVTTAVAGKVGQSGQPESPQETPP
TTLQSQKAPANSSQAPQPEGGPSKKEDEAMDNTGLNTEDEKEEEDDEQHEEEDEDEEEEEEEEEKEDGG
EKKEENDTKGKEETKKQAATSTTEGTSAGTEEQPSLSFAAAGASNI TNPNITQTTGDGDPAADGAGTAE
GKQNENKDANPKETPVTAAAVKTTTATTGDSDGSTAVSHTTSPLLLLLVFACAAAAAVVAA*
>Tc00.1047053506955 . 244 S061 | A--TIFECD |52
MAMMTGRVPLVCALCVLWCGVCCGEPSEPPSSASASPGTTPEKKPQNQEEVVGGAAGDDQSGQPESPKE
TPSPTRSELPAGGPRPPQAQQSGGEASVTSSTTTDSKVQKQEEKKEQKNEEAKDEDEDEDDEEEEEKEE
EEEDEEDEDEVEETGKEEAATGTTEGTSAGTEEQPSLSSGAEGASN I TNPNSTPTTGDDDPAADGAGTA
EEKQNENKETNPKETPVTAAAMKTTTATTGDSDGSTAVSHTTSPLLLLLVFACAAAAAVVAA™
>Tc00.1047053506965.20]S110 | ANP---ECD| 3



MMAMMMTGRVLLVCALCVLWCCGAAVVSS IPDVTGRENVPHGYLVVNWETLLKNECATDKKY INKDGTV
NESAVKDC I RDAMRVVCNVFCRK I LGEPDDSEGER I CEEYVGSRDEAGQSSHV I TPAEAKTLQAPRSEL
VELGKTPGETPKPLSGGPATEDEAAKPTGGPPTPPVEAQHNREENVPVLHPEDDPGTTESNSDSEEDDS
ASTTDNQESVTPDGHDKSTPTLLSTATDTVKKEADRVNTKGTQKPATESNAERKEVEESDEKTYDNTKK
IPAEAAATTNNTAMPGDSDSSTAVPHTTSPLLLLFIVACAAAAAVVAA*
>Tc00.1047053506965 .70 | SO98 | AML-VF-CD | 2
MAMMTTGRVLLVCALCVLWCGAVFGRAMDDYCSEGGGSGLMHTSNGGDDGVSLKANCGLLSTRMAL INA
VEAADEGGLSGDAGSSQDNSKESLQDKTLSDNAEGGAALVSGGGVVADPPPPPPAAPLQKPGGRNTGEE
GKQEELDKKGNEADDKSRSEPGPQKPKTEQSSSSASGGPGTQSDVEPALEDTSESNESLDDALKQEDAG
ETEVTKLSDGEPEKGKGNMAL TETNDSQAKQKE IQLPTPPTLPTTQVDEHSSPGDTVNKQQLQKPQSEM
DPKNNSQKKSV I T 1 TADQHNEPSADHAGSRPPSPTANGDAANNEADKSTEDGTPNNDPAADGAETREEK
KNENMNANPKETPVEATV IKNPTKTTTDSDSDGSTAVSHTTSPLLLLLVVACAAAAVVVAA*
>Tc00.1047053506965.100]S110 | ANP---ECD| 3
MAMMMTGRVLLVCALCVLWCCGAAVVSS I PDVTGRENVPHGYLVVNWETLLKNECATDKKY INEDGTVN
ESAVKDC I RDAMRVVCKVFCRK I LGEPDDSEGER I CEEYVGSRDEAGQSSHV I TPAEAETLQAPRSELE
ELEKTPGETPKPLSGGPATEGEAAKTTGGPPTPPVEAQHNREGNVPVLHPEDDPGTTESNSDSEEDDSA
STTDNQESVTPDGHDKSTPTLLSTATDTVKNEADRVNTEGTQKPATESNAERKEVEESDEKKYDNTKT |
PAEAAATTNNTAMPGDSDGSTAVSHTTSPLLLLLLLVVACAAAAAVVAA*
>Tc00.1047053506965 130 S091 | AG--YKECD | 14
MMMTGRVLLVCALCVLWCGAGWVYAREFENSALGGCMASGALGASWYHMPSGCDKAALTPPLRSALPIP
ATKAEASEDDVPLREEDDS ISTSGAVVGTAMPGESDGAGLV 1 QSGPPAGGVAPTTPSGGSSTQNMESQR
AVQHLEPTDPAASVLLKVEVPGEPMP I AEESLSNTQDRPE IRVTGEDNTEREKLRSAVDTGDRFSDQPK
EPTPPLKTTPQLQPTTPVPPPSSKASTTELSSGEGNPQAATTDTQTPTPTIGKTTTSETATDYKAPKTP
SKDDEAEQHSKERVPSDLMKNTANGHPADTTASS IPT 1 GSGDVQRNADKNGNDAQRPDTKGTHNDPAAY
NTNDTLTASVAAPQTTERLADAKTNHTVTPGNSEGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053506965 140 | SO30 | A-————- cD|31
MMAMMMTGRVLLLVCALCVLWCGAGGCAENDAEVVE I PAGGKGAVGSTGTSVPGPGVSVLR I DVPNVNQ
SKETSAVKSFEGNEVKTDQQDVVNGVEDEKNNNSSEHLEETMEDGPGKERTEPPLQNVGQEE IQPPQLQ
VNLPQKAQPQPQQSQPLPPSAPQPH I SASEEGKGVGENNTGGEGQPSLGVQD I GNAAPKNPRKEDLLEG
PGKESESSEQVQTTVPNTVTPEHKTQNEMLTPEQKTNEGQSTDTSTN I PELQKENKKYPAFAEVTAQST
STGSQEKEAEPSTSEEPSPLEEEQSTGTKTNEDARTPDAAATEKRQNGDNEKVGDSDGSTAVSHTTSPL
LLLLVVCAAAAAVVAA*

>Tc00.1047053506965.180]S013 | A---V-EC-|8
MAMMTGRVLLVCALCVLWCGSGGRCEEEVVPVADLPANSESGSGGPEKDTDHTVPGGAENLSAQQSQLN
KVRGSPPG I SSLEAPSEVESKKKHTQSDPEHTDLLSPSKSSGEQRQDGTPDGTPGRLATSHSQEDRKHP
SIEGPERNGPPSSSSNNNTVGRKSEERTEDTPSSTE I I VAAPSEEGQERENVAASLEQPEGNSTAAPAL
TTQTISTTPTDDGTVDTVRMSDAAEQSTGTAQTNHTMTPGDSDSSTAVSHTTSPLLLLLVVACAAAAAY
LAA*

>Tc00.1047053506967 .50 | SO15 | A---H-EC- |9
MSMMMAGRVLLVCALCVLWCCGGGGYAEDDADVVSGGGPGTGKGEKNSEELSSPVPGLPERQEELAGGA
AGRAAGGRGSAGSQELKDNVVPNTDRHAPNEEQGANLDVDPPNPTTDQNKSEDSMKAGAGT INQTAPPP
AGPPPPPPPPPPPVPPVPPSLPEAEGVKL TKTPEKQDSPVDHHSTQHRTVPQKKELEQQEQNTQGQI 1K
EQHESER I QVQQEKEKEEQRSEEQLEQREHLEEE IRDQQKKKKQEQQEEEHEEPQEEHEDS I KQGKEQD
QQQQQQHENAAENSEEPTKNETAVGTNATTSTGDSDGSTAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053506967 .70 S031 | A---Y--CD| 1
MAMMMAGRVLLVCALCVLWCGAGGGYAEDVDVAVGGPGTFGEGGGGAGGQSPPADGSRGGSRGSKADGS
HLGEGDASDSASDD I SLALSPELDVVPTLSEEPLPQEEEESEGKQKHPQTGPQDASTPKVNGRET IDPD
PQKQLSDKSKTES I TNVGGGE TADGGKENNAHNNGL SSNKSDPQPLLEPRIKKVSLPTEPSPPPAELSP
APPELPTVPSPTGLAPATTVSAGETNPTPSTGSQNTTGTTSKTSTSNAKTKREAQEKSSGNVAPNQNRQ
DTDTPDSMRGATTSRPAETAVPSVSK I GSGGTQNKEDKVDNGAQRPNTREPQYGLEDDTDDAHTASETE
LQTPGTATTQNNASSKSGGTDSSTAASHTTSPLLLLLLLVACAAAAAVVAA*
>Tc00.1047053506967 .100 ] SO16 | A-———— EC-]10
MAMMMTGRVLLVCALCVLWCGAGGGFCEGALEDEFCSKSYVEALSLLANKTDDE IKEKYCKQDDEKTTC
LKTLRSN I ADALKKEKTKEDSAAHRESD I SRDTGASVGSSRAKSSKAAGANTAVLSPPLPLNV 1GGVDA
QI HGSAGGAGHQQHSDDVRSEAEQRNHPESGRCSEGQAALGECSHVPAADAAAEGSHQHRVDVQGKK IH
KKEEHTPEAGLKSAEAREGTEEAPATPQDPTNTAESHEDKSQRVAAPAT IPAENALSGSSQEQTSQSSS
PSGSETTGSLDNEVPEETS INTQMSGAPFNGEGKHRESTAGNEGTTKVGSAAVQSNTATPGDSDSSTEV
SHTTSPLLLLLAVACAAAAVVAA*

>Tc00.1047053506971 .60]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TMPLRSVLP
I TAVEASAGEDVSPAAGPSAPPTGGQGTGV I SSGSSAFPPAPPAAPPAAPPAAPPSAAPVVDSSVGSSG
GEAESSGSHPTNTTGDSSTGDQTPAAAAANDSSPPE I PAGTTSGTGHTRQEEEEEGEDHEKQHQSDETQ
VQQHQQHEHPVESGEESAKDKNALLTNATANTGDSDGSTAVSHATSPLLPLLVVACAAAAAVVAA*
>Tc00.1047053507063 . 340 S025 | A-————- C-117



MAMMADRVLLVCALCVLWCGAGGGYGLPAGYCADGGLDNAKPAKGMDGEVVLMKRDCVTSTAFRGVVTA
VPAAEDGDLNSPGAGVGTGGKRNSDAEEPPVVDAESGLTSSGSGAASTASSPAVADKDGASRAPVLGAV
GPKQQPAVVSGGQDDSSSGGREEKESEEAGSESCGEEPSSPKVCPQPRLVGVELTPRAMEERRGQKDNA
SVANNQSEEKQQEDGVPHVPETRASVQTLPAPAPAEGHPEDATGPFGASEEHATAPSSSLTRDALNGDS
QRQTPQPQTTTGIKQTVPVIQGLSEGVQENQKNVEDGKKRKQVDSTGSAHNAEHDSAAETHELSTASSN
TRSSEAPGNEPASKSLSGNLRSSTAGAAEQAKAPAQGGAEQKTAPEEKE ISEELPPTAAEVEVRGGPSA
PPPKPLPQSALPSSKEVPDTMQSTEDPQTKG I EPAKDARQNAITEGQAETTSPSSPVDDAAANDADKSN
AE IPNDGSAVHAGVPEEEERQEQVEESHKQTSFTSTAKKFNTTIQDSDGSTAVSHTTSPLLILIFVAYA
AAAVVAA*

>Tc00.1047053507065.60]S099 | AML-VFECD| 25
MAMMMTGRVLLVCALCVLWCGAAFGHAMEDYCGEGGGNGLRHTSNGGDDGVSLKADCVLLSTRMAL IKA
VEAADGQGLSGDPLETSQDSSPGKKLDDKTSGGGTPGLGGGVAGPATAAAAALEPGESGRGEPKRELEV
ADTAGEEHANDRMKGSERNPENLKNGQSSSFSSGSPVTLGGEGLASEKNSKAAEPSEDGPKVTKLSQQK
AEGDKENKNDT IL IGVRENPEKNTEIQTAPPPPATNGKSSPEDTVRMQQLQQVLDGIESNNNSQTNSIA
STASNQHNEPSADHGESGPPSPTANGDAANNEADNSTEDGMPNNGPAADGAETREKQNENKDANPKETT
VTAAAMKTATPTTGDSDGSTAVSHTTSPLLLLLVVVCAAAAAVVAA*
>Tc00.1047053507069.10]S061|A--TIFECD|52
MVMMTGRVLLVCALCVLWCGAGGGGRAETTPVVPGNASDGSTQKEEAVGGAGGGGQNDQSEALQAAEGY
SVQGATGTVVALQTGTQLAPKTADAEKKGKDQTQDVEDVVVKKGKEQEPKEEEEDNG I EQEEEEREEEE
EEEKKHEDAVTGTTNGTSAGSQKQPSFSSGAEGASNNTNPKSTQTAGDDDPAADVSGTAEGKQNENKEA
NPKETPVEATAMKTTTATTGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVTA*
>Tc00.1047053507069.150] SO61|A--TIFECD]52
MAMMMTGRVLLVCALCVLWCGAVFGRAKATPASPPSKDNSPKNNNNSTGVAAGVDPNGQQKAPQEKSPA
SESPESPAEATPAPQSGGGAPDSANTTTDSKDPNTQEKMEEKEEKEKNEETEENEDEEEGEEEEEQDDR
KQDGGDDKKEKEQGTMKEEADTGTTEETSAGGQEQP ILSSGAARASN I TKPNSTQTTGDDDSAADVAGT
AEGKQNENKEAIPKETPVTVTAMKNTTATTGDSDGSTAVSHT TSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053507069.180]SO70|A--TIFEC-]13
MAMMTGRVLLVCALCVLWCVAGGGGCSETTQEPSGGASQGGKNTDGTKNTANGAGGGVKSSATAKSQLS
AESVTELKVEAAGADTSATQQHEKQASETEEEKMKKKNERTDEKEKKEYDEEDDDQEEEEEHEDEE IDE
GEGDEKKEESEMKEEKKDEKEEEK IKEDDADARKGMSAGGEEPP I ISSAAEEAANQTNLKSTQTTGDGD
STADVAKTREEKQNENKDANPKETPIKTTAIANGTAPTGDSDGSTAVSHTTSPLLLLLVVACAAAVVVA
*

>Tc00.1047053507069.220]SO70 | A--TIFEC- |13
MAMMTGRVLLVCALCVLWCGAGGGGRAETPRPAPSGTTPEKSTKNDNATVVDAEGGVKSGKQEELQAPT
PTGSELQAAPAKSLQI TEPGGEASETTSATKDNNDQNKKDKKKEEKEEENDRREDGKDDKKEKEE I KKE
KVVTGTAEEMSADSEEPRSLSSGAARASNKTNPNSTTTTGDDDPAADGAGTAEGKRNENKEADPKETPV
EATAMNTATATTGDGDGSTAVSHTTSPLLLLLVAWAAAAAAAVVAA*
>Tc00.1047053507069 .94 | SO38 | AG—-- - c-17
MAMMMTGRVLLVCALCVLWCGAGG I HARNPDNNSLGGYMASRGFGRNKSFLSNGS IKNLSTPLLLSASF
I SAMQAEAHEEVPSAGVTDSPLSGGTGLSPAFSGPDTAIARPTVPGHVPGAA I PVADFSARVPAFSGLG
SAGPVHGPVSGADA I PVAAVHGHGAGPGHGAAAFSGLGAAGPGA I PGPAPVRGPTFSVPDAN I FGAPVP
GNGPAA I PGAPVSGHVPGA I PGAPVPGNGPAA I PGAPVSGHVPGA I PGAPVPGNGPAA I PGAPVSSHGP
GAAAFSGLGAA I HGAADPGAA THGA I PGPGSVRGAAVHVPVGPDHGPALSGLVPAVPGAGHSVGGGSEP
PDSRSVV 1SSSQGGNGK TAPVSVSSDEQ I ASPEEVLPQKETGSQGTSSPEGQPTVSSNTEKQRNNSASA
GGHSLGHDAAGDELQDSLEEQQKNDHSQTNETKKSSGDQ I TESQRSGGALSKVSNTTTHG IKTQLPKTN
SANEKNYSQNTDASHTTSPLLLLVVVACAAAVVAA*
>Tc00.1047053507071 .20 S118 | ANP-VFE-D|3
MAMMMTGRVLLVCALCVLWCGAATVVSTAPDATRAQSVWPEYLFLNWHELFRNECKVENPYENEDLKGL
AVNCCVRDAMREL CSSFYGKTVMENKDPNVEG I CKEYAGKPDDVADCPKPQTNLSPAAVTLVKVSVPEA
PKDKEKELRKQSEEAPKAPPEEAPTPLARTPLTNSPANPTNVSPSPPLKGQPANEEEVPVPNSEEGSLS
TGP INDSEEGDTDTVTDTEQDEPSNSQAEPTTPTPTVASDNGDNETDKGTGEDTPNNTPEPDVAGTEEK
QDEDKNNKPKERTLQVAG IKTTTATTGDSDGVKATSPLLLLVVACAAAAAVVAA*
>Tc00.1047053507071.100]S120 |ANQTIFECD | 1
MTMMMTGRVLLVCALCVLWCGVCGLPG I AADGVGGGDGSAGEDLLLQWRAWLRRECAEQVSRRTGGGAN
VSAVEECVRQGMESLHAVTDGRSRWRRQR I AAAAAADGAGNEKF I1AGA I SQEGRSGKDNVLSSVKQLES
PANSGKETAGRSETGATLQNIAETRARGETEKEDL I SDKTNSEKEENEENEKKKNAKQSEREDDEENDE
EEDGSEEAEVKDEKETKEEGGKGDEANEGKKRKKKENDTGTTKE I SAGSEEQP I LSSGVEELANQTNPK
STQTTGDDDPAADGAGTAEGKQNENKEANPKETPLEATATKNTTATTGDSDGSTAVSHTTSPLLLLLVY
VACAAAAAVVAA*

>Tc00.1047053507071.120]SO70 | A--TIFEC- |13
MLMMMTGRVLLVCALCVLWCGAGGGGRAETSSPGSSVKASDGSTQKEEAVVGAGEGDQNGEPAASQEKP
APTTSGLPAAVAATRTGTQAPGKANAEKKNQTENGEEEENVAKKKDEDKERKGEEVEEEKAEQENEERE
EERREEEEDEEEEKRNDKKEEEQKKKEDAATGTTGA I SAGGQEQPNLSSGAEGASNKTNPNSTTTTGDD
DPAADVAGTAEGKQNENKDANPKETPVEATAMNTATATTGDSDGSTAVSHTTSPLLLLLVACAAAVVAA



*

>Tc00.1047053507071 .140] S068 | A-—- IFECD| 10
MLMMMTGRVLLVCALCVLWCGACGGGCSETSSPGSSVKASDGSTQKEEAVVGAGEGDQNGEPAEPQEKP
APKASESQGAVPGPSLAPKSGEASDPASKTTDNNDQNAQGGKKGEKDEKQEQEDEEENNGANEEEVTMK
ENAVTSTTEV I SAGGQEQR I LSSGAAGASNKTKPNSTTTTGDDDPAADGAGTAEGKQNENKGANPKETP
LTAAVMKTTTATTGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053507071.180]S126 | ANQ----C- | 2
MAMMTGRVLLVCALCVLWWGLSGVAADGAGVVSDGSLDEDL I LHWRTRLRRKCAEEVSRRTGGSANASA
VEKCVHQGMDGLRAVVDGRRRWRHQWYAVVAVEGVDDGKGNNGQSNDRPKGSSPSVQGLQEGSGLPGVE
GGSLNPPAREDTLKLSGDAISPEGLKVNAGADPAK I TASQRPKEDSTAAGTRNHPPPGPSPPTSPKEEN
AVLLTNLKGTKTE I E1EPKDQALPVGEQGLHNQEGQSPQGKEHQPTVEPKASD I PTERPLEGGEHAVDS
QEEDRKNKVVAGRKQTGDGGHEVSNENVVRVPVEPKVNSTE I EQEVTRTHTGEHLVGDAEAAEKEKQRE
QRADGQNEKNEKGPVTRTQQREQEENQLPHQQEQQEKQG I LPASPAGLETTQRSLSTVQPEGLHEEQQQ
NHSSYQNDFTNDKNIVRTNATANTDATDGSTAASPTTSPLLLLLLVVASAAMVAA*
>Tc00.1047053507071 . 240]S002 | A-—-S-ECD| 19
MAMMTGRVLLVCALCVLWCGAAVEAEGDGSDGSAELLLESQEPEKSPEGTQDFVHEAGGLKEEL TPKSA
DEDDEDDDDGEGSEDEEEKQI EGPSGEKGNAAPDPVSGEKKL 1 GTEQQARQS I VSAED I PLSDNRESNA
ILTQTK I EGTKDSDNNPPAVENPLTTVNREQTLHAEGNLPPPQEGDDSREHDGKDTTSEDKKNVQPPET
AATPQSHRDKGSEGTGDDTKATTVTANTTDTTNTQNRDGSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053507071.310]S013 | A---V-EC- |8
MAMTMTGRVLLLCALCVLWCGAGGRCDVEVVRVADSPANSESGSVAPDKDTDHTVHGGAGVVSGEQSQK
QKVGGHPLVAPQLQAVLQPESTVQQTLFDTEPTDSLSHSQSLQEERQGGSPDGSSGRPAASHSQEDRKN
ES 1GDQQRKDPPSPAINNDVVSRKSEELTEDTPRRTE I IDAAHSEERQEPENVTPSLEQTRETSTAAPA
I TTQT I SMQPPEENASSTVKMSDASPQPTGTANTNHTTTPGDSDGSTAVSHTTSPPLLLLVFVACAAAA
VVAA*

>Tc00.1047053507071 .349]S008 | A-———— ECD]43
MMMTGRVLLVCALCVLWCGAGGGYAWPYKECKSDNESCLNDGQHKSVYNSS I LSRFLGETDSTSTGLLG
SSTGSTGSGGDVSRNGAGGTT I SATDSQKGGAQSSLTPSQHASASPGDSSRSKESSEKTEETPGPASTS
DNDGDGGPNTANQAHL TGGEKRDSGHQTEDGDTDPNLPLEDSKDGEDTHSSPTPPPANKANVPNVTAEG
EKVPAVLTRQEESEGNPEAEPENEQHSSANGVSVPQPEAAQQGETEDDNTTEKTPDEAAAPKNGTATLD
DSDGNTAVSHTASPLLLVVACAAAAAVVAA*
>Tc00.1047053507091 80| S121 ] ANQ----CD|9
MMAMVMTDRVLLVCALCVLWCGVSVVAADVAGGGDGGADEYFVLRWHAQLRRECAEAFGRRTEGGANAS
AVEDCVRRGMDGVRAFGDGRRVWRRQRSAVVAGDDTTDDDSTRGSSSEVQTETETGSLDGRPLKPSVKP
1PGEVTDGQDSGK I SEASVPT INGTGENLDGDEEEGDVSQDESQEDRDGEDEAVDAAVGNGGSESSHTE
HEEEKERVKEEKAGSTTNEREGDENNAAGRRPPQGTAASRPALPVDVSNPQNPVLGQDGAGGEKAGAVP
VVLPQAAGLREAERAPAKL TPGGGAAGKETEKQNGTAEQVAAKEVQTAVEDSSAEAAAAGKDSKGEKEE
ENVSEAAKEESHGNVDEEAAGKNGGNATKKLQKEATDEAKTKKRNEQKEAENANNTKEEPDEEEVKKAA
QEEEAADKEKMGAAR I PTKTNMTTPENSDGGTAVSHTTSPLVLLLLVACAAAAAVVAA*
>Tc00.1047053507091 120 S131 | ANQ---EC- |3
MMAMRMTGCVLLVCALCVLWRGVSVVAADVAGGAGGSADEYFVLRWRAQLRRECAEAFGRRTEGGANAS
AVEECVRRGMDGVRAVVDGRSRWRRQHSAVVAAAADGEVDDKSGEGSDGTLKGLSSSDQMSQAGKNPEE
RRELTGSLEVTNTLEGSEDSQ I TGELNVSSDVDRPKQTGSQEPTVGQPEDEEGTRNLQLPPPPPPPAEP
LPP I PRQPPPGTNTLQSEKTHPQ I RAEKHSKPQDGGHSHETKMLQTKGS TKHEEGASSLQSPESVSHLS
REKTTPLSTSTDSSGVAGSTVENSGANNPKPPAASVTQHDSKGDTGSAALPANNTELQSEE IPNAGH 1A
TTYDDGDDSSPAAPTAERTTAGTRSTQASGDASDLERANNDDVNDDVAHNDK TAEFEAASGGKDTEADN
NERYTTVPENAANKT INTE I TADSDGSTAFSHTTSPLLLLLVACAAALVAA*
>Tc00.1047053507163.40]S017 | A-—-S-EC- |13
MAMRMTGRVLLVCALCVLWCGAGGRCDAGVGVGAQQDGGKSPPESKGLETSSQGTQDLKGGAADAKENS
PSTPTEEDDEDVDDD | EESDDDDGGTEDEGEENVRGQSGQEGTVALGSGSTENKL IGSWKQTELSISSA
ES1SPSGSRELNVNLTQTEVEGKKETDKNTPAVESALTT ISGENTLPAG IVEGNPSPPPPQDG IHSREQ
DGEGTTSEGKKNVPLPETAATPQSHHDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVFHTTSPLL
LLVVVACAAAAVVAA*

>Tc00.1047053507231 30| S129 | ANQT-KECD | 2

MAMMMT GRVLLVCALCVLWCGAAVVVSAADGAEEDGSAGEYL I SRWRAYLRRECVEKVSRRTGGRANAS
AVEECVCQGMDGARAVADGRRRWGRHRYAVAAADGPFENDSTPESSLQGQTGSGAGLTGGRRLEPSLNP
DTG I SDKATAEEETLTRHPEAPELVKNRTEE I LKEQEKEKEKKKSAEEENEDEGNDNGEDDNASTESSG
DDHDEEEEEEEDVEAG TNKKEGRDGGDVDGDNSLDDHA I VQLAAPVYVERQERSLTLNNGGAKGKGGAG
ETRVPEGAGLQGAEKESAKL THETGADLMETEGL KEGADQSGAGNQQA I DESKSNEAAPPATQEEMKKE
APKEAKKATANENVY IRKETTEKGKNGAERGKGESSDRAGKEKKENEERKVEEANNEPQDGSETANTDVA
LTVGEAAPQTAEPVTVAQANDTGTPGDSDSSTAVSHTTSLPLLLVVACVAAAAVVAA*
>Tc00.1047053507237 .20 S002 | A-—-S-ECD| 19
MAMMTGRVLLVCALCVLWCGVGGRCEAGVGVGAQQDGGKSPPESKGLETSSKGTQDLKGGAAGAKENSL
STPTEEDDEDVDDD I EEGDDDDGGAVDEEEENVRGQSGQEGTVALGPGSSEKKL I GSEKQTELS ISSAE



STSPSGSRELNVNLTQTEVEGKKETDKNTPAVENPLTTVNGENTLPAG I VEGNPSPPPPQDGVGSREQD
GEGTTSEGQKNVPLPESAATPQSHHDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLL
LVVVACAAAAAVVAA*

>Tc00.1047053507237 .80 S002 | A-—-S-ECD| 19
MMAMMTGRVLLVCALCVLWCGVGGRCEAGVGVGAQQDGGKSPPESKGLETSSKGTQDLKGGAAGAKENS
LSTPTEEDDEDVDDD | EEGDDDDGGAVDEEEENVRGQSGQEGTVALGPGSSEKKL IGSEKQTELSISSA
ESTSPSGSRELNVNLTQTEVEGKKETDKNTPAVENPLTTVNGENTLPAG IVEGNPSPPPPQDGVGSREQ
DGEGTTSESQKNVPLPESAATPQSHQDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLL
LLLVVACAAAAAVVAA*

>Tc00.1047053507237.100]S112 | ANP-V-ECD | 4
MAMMTGRVLLVCALCVLWCCGAAVVSS I PDVTGRENVPHGYLVVNWEKLLKNECATDKKY INEDGTVNE
SAVKDC IRDAMRVVCKVFCRK | SGEPDDSEGER I CEEYVGSRDEAGQSSHV I TPAEAETLQAPRSELEE
LEKTPEETPKPLSGGPATEDEAAKPTGGPPTPPVEAQHNREGNVPVLHPEDDPGTTESNSDSEEDDSAS
TTDKQEGVTPDGHDKSTPTLLSTATDTVKNEADRLNTEGTQKPATESNAEGKEVEESDEKKYDNTKK IP
AEAAATTNNTAMPADSDGGTAVSHTTSPLLLLLLVVVACAAAAAVVAA*
>Tc00.1047053507237.120]S015 | A-—-H-EC- |9
MAMMMTGRVLLLVCALCVLWCGAGGCAENDAGGLGEDENTELKG IASDGLQRDSHDSETGKKQLTEPKA
AEEPL 1 APGGDH I DKQGSSVVQLKADRDGRREEVEPTGNVNGSQKNSKDALDTHQTE I TEVRTKVEGTP
PSPPEGGGGPTQTKSPE I SRAPVQSPEQLFPPAAHAGEKSLRAPTALSP I TSVQPPLLPKGKGETDGVQ
PGPEDKSNEPKVKVEPQVHGNEGQHQSTQHHEVPQEKELEAQEQDTQNQ I INEQHESERLQVQQEKEKE
KQRSEEELEKREHLHEEEREGEHLQEE I RHQEKKQEQQEEKHEEPQEEHEE I I KQGKEQDQQQQHQQHE
NAAKNSEEPTKNETAVGTNDTASTGDSDCSNAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053507237.170]S109 | ANP-V-EC- | 1
MAMMAGRVLLVCALCVLWCCGAAVVSS I PDVTGRENVPHGYLVVNWEKLLKNECATDKKY INEDGTVNE
SAVKDC IRDAMRVVCKVFCRK I LGEPDDSEGER I CEEYVGSRDEAGQSSHV I TPAEAETLQAPRSELEE
LEKTPGETPKAT IGRTSTEDEAAKPTGGPPTPPVEAQDNREENVPVLHPEDDPGTTESNSDSEEDDSAS
TTDNQESVTPDGHDKSTPTLPSTATDNVKNEADRVNTEGTQKPATESNAERKEVEESDEKKYDNTKK IP
AEAAATTNNTVMPGESYGSTAVPHTTSPLLLLLLVVACFTAAVVAA*
>Tc00.1047053507237.190 ] S091 | AG--YKECD | 14
MMAMMMTGRVLLVCALCVLWCGAGWVYAREFESNALGGCMASGALGASWYHMPSGCDKAAL TPPLRSAL
P 1PAIKAEASEDDVPLREEDDS I STSGAVVGTAMPGESDGAALV 1QSGPPAGGVAPTTPSGGSSTQNME
SQRAVQHLEPTDPAASVLPKVEVPGEPMP I AEESLSNTQDRPE IRVTGEDNTEREKLRSAVDTGDRFSD
QPKEPTPPLKTTPQLQPTTPVPPPSSKASTTELSSGEGNPQAATTDTQTPTPT IGKTTTSETATDYKAP
KTPSKDDEAEQHSKERVPSDLMKNTANGHPADTTASS I PT I GSGDVQRNADKNGNDAQRPDTKGTHNDP
AAVNTNDTLTASVAAPQTTERLADAKTNHTVTPGDSDGGTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053507237 .220] S053 | AG-TH-ECD | 1
MAMVMTGRVLLVCGLCVLWCGAGGFYARDVDSNAVGGCTTSGELGTGLSHVSSGCNKPG I TAPLRSTLP
VTAVEASGEE INSVTMQNDLGSSE I SNAAGPGPAGLADAAGAAGAGVPGGGGGTSLGGGGTDE I PSGSS
GGKNEPAPPPPLETENEALRVTTVGEDEAKKAPQNHDNSVEHQSGQNQEHLHEEEREGEHLQEE IRDQQ
KKQEQQEEEHEES I KQEKEQEEKQHQQHENAAENSEEPTKNETAVGTNATASTGDSDGSTSAVSHTTSP
LLLLLLVVCAAAAAVVAA*

>Tc00.1047053507237.270]S017 | A---S-EC- | 13
MAMMMTGRVLLVCALCVLCCGVGGRCEAGVGVGAQQDGGTSPPESKGLETSSQDSQDLKDKAPVVKGEY
PPASPG I NAEEEDDDDDDDGEGDGDGQENGGVEVEEKP 1 GRQGGQGGTAALGSDSRE TNLSGSEQENHQ
ATVSAEG I SHSDSRESKA I LTQPEFEEKNDSDKNTTAVENPL TTVNGENTLPAGVAGGNPPPPKDGVGS
REQDGEDTTSEGQKNVPLPESAATPQSHQDKGSEGTGEDTKATTVTANTTDTTNTQTSDGI TAVSHTTS
PLLLLLLVACTAAAAVVVAA*

>Tc00.1047053507237 .340]S016 | A-———— EC-]10
MAMMMTGRVLLVCALCVLWCGAGGGFCEGALEDEFCSKSYVEALSLLANKTDDE IKEKYCKQDDEKTTC
LKTLRSN I ADALKKEKTKEDSAAHRESD I SRDTGASVGSSRAKSSKAAGANTAVLSPPLPLNV 1GGVDA
QI HGSAGGAGQQQHSDDVRSEAEQRNHPESGRCSEGQAALGECSHVPAGDAAAEGSHQHRVDVQDKK IH
KKEERTPEAGLKSAESREGTEEAPATPQDPTNTAESHEDKSQRVAAPAT IPAENALSGSSQEQTSQSSS
PSGSETTGSLDNEVPEETS INTQMSGAPFNGEGKHRESTAGNEDTTKVVSAAVQSNTATPGDSDSTTEV
SHTTSPLLLLLLLVVACAAAAVVAA*

>Tc00.1047053507295.20]S102 | AML-VF-C- | 1

MAMMTGHLLLVGA I CVLWCGAVFGHAMDDYCSEGGGNGLRHTSNSGNEGVS I KADCGLLSARVGL INAV
EAGEKDGEGLSGGTGPLGKTKETLQDNKLENKTLGKEATGSGGGGVAVQPPAALPLGSGGSDTEEQRQS
EELDTKGKEAGGKGDEKGGKATESQQKRADQPSSSGSDGPQGDKEPNLKEKSESTESSVDTPTQEDEVE
TEETNVSEEETGVDEENNNNVAL TVTSESQVKLKE IQLPTPPTLPTTQVNERSRTEDSGHVQQPKGVQS
DIESNHNSQTEGAAP I TANQHNEPSADHAGSRPPSPTANGDAANNEADKSTEVSTPNNDPAADGTGTRE
EKQNENREANPKESVPATNATTAATGDSDSSTAVSHTTSPLLLLLFVACAAAASAVVAA*
>Tc00.1047053507295 .50 | SO08 | A-———— ECD|43

MVMMSGHLLLVGA I CVLWCGLSGVAADDAGDVGSLEENGTGKDENELKG I SSPGLSVPKGKEKPAAAAL
GGGGAPDSQGGKDTSMSEEGEN I LQEHGVNLYVDLPK TNEDENENKGL TDAGLDTRNQAAPPTPLPGTS



GESPEPPLLPAVKGPPASPGVSSQEPPTQASTKLTVPVQPAELNTAGSVTPVQSQGGPETMQPTQEPPK
VSS IPDTGTQKDSL TEDRAEK TLSPAGTNDTTDDHSEEE I VEESPGDAAESGVVLTEGNESETPGSGSK
ETKTSHTKFEESNAVTPGNGESSPTAPPAGESDAATTTTPNNHDARSLNNNGDNTFTEELDQKAATTKP
KSAPESTDTAAANSEASTTAITISTNTKNKTTTGDSDSSTAVSHTTSPFLLLLFVACAAAAAVVAA*
>Tc00.1047053507357 .90] S117 | ANP-VFECD| 7
MAMMMTGRVLLVCTLCVLWCGVFG I AVNDAGGVSDGSEFEYLFLNWKELLKNECEAENSNEKNLSSKNL
AVNCCVHRAMHEL CKGVYSNLFMETEFPNVEGVCKKYAEKPDEVKCPKQQTQLSPVTENSVKVSVPEAL
GNEGDLGKTPEEAPLADPPAKPTKGPLSSPVGGQPANADDVPVPNSEKSPVSTKSTNDSREGDTET 1 TD
TDQEETSTSEAESATPTPPVASDNDDSNEKDTDTGEEVPNNAPESDGAETQEEKQDENKEANPKETPGE
ATATKTTTPMTGNSDGGTAVSHSTSPLLLLVVACAAAAAVVAA*
>Tc00.1047053507429.20] S089 | AG---KECD | 6
MAMVMTGRVLLVCALCVLWCGAGRVDASNLENNAVGGCMASGVLNTNKSYTPSGCDKTALTLPLRSVVS
I TAVEASTDPLVTGTAENKSDLAPTSGADFGGAGSPPGRGGEGGGGRNDDAGGPGGVGGASGSQARGRK
SSGGGGGGSNGGSKARFGGSLKSPASDVKSPSPVLGDGGSSPGAPTGSVGSDGSKGF I LGSFSSGGRSQ
PDVGSPGGDASLSAPVAGGNSPPS I TDESDALEKTGAAASTKGRKPQEAGEQSEANRARNEL PKLSAPA
ESTPEAQEDSPSKQEKPESEAAGRAATGDEKRRSDAEAQGPSTV ISTASSPPLPPPAPATVGEERPTAV
AVPAGGSPTAQTGSQTLTEERTKTSPSPNKKEPEETEPTSGDGVAEQQGQGTVLPDLKGGPTGSPAEVT
ASSNSTSGSGDGQSKADENEYNSEGPNPRGPHNDPEASHTNVAPTASETNPRTAKAAATARTDGTATPG
SSDGSTAVSHTTSPLFVVACAAAAAVVAA*
>Tc00.1047053507437.10] S012 | A----REC- ] 10
MAMMMAGRVLLVCALCVLWCGAGGGCEEGEVAVVAGSPGNVSVVTPNSQLELPLLEGQASN 1QSPKVGK
ELPTVAGVSSE I TEKNNAGGGGGENEELQERQRQGQAGG I RHDGQDGAHKEEDRQEEQEETKKKRVKDQ
NSHESDPVKLAELPLNQ I KDSPSHSSNDVEKSDKK I SG 1 ATPLGNGDQLQDALRPLPNASTTLSTEENT
SFYSTGSGGDDNSHEKNNDANNAPQSSSTG I EQQDTEPHGKS I TFTDSGEASKLPVTTVTKTSDTVAAG
GTPSAAMALQHNTGMED I PATPDSSQPSTGGAEQPSATPDREEASDSTENG I SQSAGSATEAMTTAKTN
DTTTPVDSDSSTAVSHTTSSLLLLLHAAAAAVVAA*
>Tc00.1047053507487 .20] SO80 | A---YKECD | 24
MAMMMTGRVLLVCVLCVLWCGAGGGGCDDTPQALLSGSGGGTVVGTGVGQSGGADNALFASETNGESEG
HRLEGTDFGQINSSPRGGTVGLENKLAV I PAGSPVTRNQLLSNEALSLQSPPSPKPSAPELQDLPEGPA
VSGGSQGGGADNAVGGVVGPSGSSSGSGVKSMVSASFSAGTLSPPNPVDGDVLQGGKGTTATLSMDSSE
ESFKSQSAEPPAPAQPNLDRQEASTSNAENHSS IKPHTAGNQVVNGGATGKENKQRAAVTGGPSSVTQS
TTLQPAPQEQPKTEL I IVPAGKERTTDPHSREKEERDSKKAPPPPPANSAGGTPAAKDLQISTEEMHQT
SPSETQKELLGQETPSKDDAEDQNTEGTATSDSVKDEAASSLVETTASP I STSGGADTKSVASKDADNA
QQPNHKETHKDPEPQNTNPAFTATEALPQTAIPLTTAPTDDKTTPGDSDGSTAVSHTTSPLLLLLVVAC
AAAAAVVAA*

>Tc00.1047053507523.60]S013 | A---V-EC- |8
MAMMMTGRVLLVCVLCVLWCGAGGSCDVEVPPAVEPLVHPASGSGVNGNASGHTVTGEAEVVSLQQSRL
DNVGNSAAGYPQLQAALEPESPTEQPQSDPEHMVPSTHSQSSGEGRQDG TPDGQPGKPG I SPSQEDNKD
VS 1 ENQQSNDPPSHSGNDDVVSRNSGERTEDDSRRAETLVVAPSEEGQEPENVTPSLEQPLETSTAAPA
VTTQTTS I TLPEENESNTVKMNDAAPHSTVTANTNHTVTPAENDSSTAVSHATSPLLLLVVVVACAAAV
VVA*

>Tc00.1047053507523.80] SO70 | A--TIFEC- |13
MAMTMTGRVLLVCALCVLWCGAGGGGCAEAPSSAPPGSSPDKNPQNENDTTRGAAEGDQNGEQAAPQVP
TSPTNSESQGVPANPPHT I QPEGASETTSTTKGSKDQNAQEGKKGEKEEKEKDDEDEAEEEKEVEVEED
EEEEGETKKGGVVASTTEVTSAVSQEQPSFSSGAAGASN I TNPNSTQTTGDDDPAADVSGTREAKQNEN
KDANPKETPVEATAMKNTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053507687.70] S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGAGGGFANEAETSANGVASKTTPADK I ILNWYELTQEDCATDNTKNGTV
NVPAMKSC INFAMKG I CDTFYNKTPSE IHGPEVKDMCTYYAA I PDEPVEPPTPQGPPSDLAVSNTTSNE
GTPKNAPEFDVAERREGKEDEKEHGNTKEKAVETAAVKSSTKTTDSDGSTAVSHTTSPLLLLLVVACAA
AAAVVAT*

>Tc00.1047053507699.130]S010]A----RECD| 22
MAMMMTGRVLLVCALCVLWCAADGGCEEASAGFQSDASGDLVGEGVDSQDSPRPETPGSHTAGPETPLP
NVQGQALSPPPEVTVSGTEGAAEEEKARRNEDVKLVEKEKEGDGTSQEVKEPENKL I SVKHRQSHDNEG
LQPPSLNGTHEAET I TPSEDSLQVNKDKQELPSPLQLPLPNSAADGNPSSTSAAGRGDEKSHENGNGTR
NSQQSVAED I EQNKDAGEKVVAPTGGEEDSRLPVMTVEEMRGATTKGNSGSSTTAATAMQSDTGTEGTP
TNNHPNRLS IDSDTPPGT I SDGEAASANKYDTVSQSAGSTTAPTTNAKTGETAMPGDSDGSTAVSHTTS
PLLLLLVACAAAAAVVAA*

>Tc00.1047053507747 .170]S017 | A-—--S—-EC- | 13
MAMRMTGRVLLVCALCVLWCGTGGRCDEEGTAGSG I GGRPPPESKQLETSPEGPQGLKVEVPGGEENVT
PASSPPTEEKDDDENDGEENDEGAERKAEEEKSTEMQNVQEGTDAI GSGSREKNLGGSRLEKNQATVSA
EG 1 SHSGSQESNANSTQTEFEGKKDADENTPAAE I TLTTGNGENTVPRG IAGVNLPSPPEEGVDSREQD
SEDTTSEGEKNVQSPETAATPQSHRDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLL
LLVACAAAVVVTA*



>Tc00.1047053507803 .10 S010 | A----RECD | 22
MAMMMSGRVLLVCALCVLWCGADE I YAEGDLEGPLAALSPGLAPSSPGDVGSLDNTGSLAGHGVGVGRS
EPLENAVSGGDVSEDLLNSNNDDEESCSADEESGCGSEDGHRRQENRDEVAEDEVR IMPQNDQSE I TPK
GPQ I PAREDNAAQLQQKQPPQGVHL TSAAHERAQDASELRTPLSKNLSQQKTGAVSSQFAIHTPTDNEE
GK I PSPPPKSGSDTSNSPEQLVAAKKERGNQREGADDSPTESKEDKNPPATTRKTDAENTHSSVSSSAA
DTTPKPDAVTEENPPATDSSRTSSEDAEQLTA I PNPDDASDSTENAATQSAESANKTNDTAKTAESDSD
SSTAVSHTTSPLLLLVFACAAAAAVVAA*
>Tc00.1047053507833.10]SO70 | A--TIFEC- |13
MTMMMTGRVLLVCALCVLWCGAGGGGCSEPTQVSQD I TSVNENGPK TDNDSSGGAGGGGKNGQSAQSQP
AGVSVQGANEVGAALRTGTQAPETADAEKKNQTEKGKDSMVQNTDDEKKQVEENGANEEKEDRNKEEED
EEVEEDEEGEEEEEREEKEEDGTKGKEETMKGADTSTTEV 1 SAGNEEQPSLSSGAARASNTTNTNSTQT
TGDDHPAADGAGTAEGKQNENKDANPKETPVTAAAMKNTTATTGDSDGSTAVSHTTSPLLLLLLVVACG
AAVVAV*

>Tc00.1047053507859 .60 | SO95 | AGWTH-EC- | 7
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGVC I TSGVLGENGSHMPDGCNKTV I TMPLRSVLP
I TAVEASAGEGASPSASAGAAGASGASSGAVDTGGDSDAGGGGGTSAGGQGSGG I PPAPAPPPGPSGGG
GGNSSGSAPVHPPSPPGPPPAVSPGALPPAAPAVDSSASSSGGEAGSSGSNPTKTTGDSSTGDQSSAAA
AANDSSPPEGPAGT TSGAEHTRQEEEEKEEEGEDHEKQQQSDEAQVQQHQQHEHPAENGEESAKDTNAL
RTNATANTGDSDGSTAASHATSPLLLLPLVVAAAATTAVVVAA*
>Tc00.1047053507953 .40 S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGRSDGGKTAGSESGLSNRGGDEDSESASGQTASGEAGNPTVQQMQL
NNVGGHPLVAPPLQADLPPESTTQQTPSSSEHTDSL SHSQSLQEERQGGSPDGSSGEPETSPSQEDRKN
ES 1GDQPRNDPPSSSSNNDVVSSNSEERTEDTPRSTE I I VAVPSEEGQERENVTPSLEQPRETSTAAPA
ITTQTSSMTTSDDGESNTVKMSDASLQPTGTANTNVTTTPAENDSSTAVSHTTSPLLLLLVVACAAAAV
VVAA*

>Tc00.1047053507955 .20 S001 | A-—-H-ECD| 18
MAMMMTGRVLLVCALCVLWSVVADGDVGVVSGGDDNSLKELF I PVARLQERPEQRAAGATADAKAAAAA
KASAEAAERAK I ATAKASAEKAAAAATEADAKTTAAKTAEAAAEALRGTT IREQEVKTA IHDQDNSVEH
HSGEKQEL LQEQEPERQEKEQHEKQQHQQREHSAGNGEESPKEK TANGTNASA I TDDSDGSTAVSHNTS
LLLLLLVVVACAAAAAVVAA*

>Tc00.1047053507957 .10 S064 | A--T-KECD |5

MAMMMTGRVLLVCALCVLWCGAGGGVTE INDESLGGSQLLSGVGEEAPKGLSEPGERGSDSPGHPLNKN
NGNNSNLQEGTVTGTTADRVGKEEEVDDNDDLEEAEEEERSKEKEDAQQTRKSKRSSKEVATT IPTASG
LSEAGGGSPSGVDGVGSSESSDGSEDLNLEAPGLVVNFPPSLPNAAAGGLQDTDGALSPQKNNFSETGY
HSGTTPPAPSLPKSQAPA I TKPEAEEQSSTEQDTEDSPDTEEVTTGKDNVQNTVETG I PSRSSSAASKP
PVQQTTP I LTQPPAAPSPERSALAPSEKKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETESKA
VEQPSGDDLAEQDSPARTTASP I PASGGADAQRNADADNRNAQALKYEGTHKNSETGYTNPAST IGDAA
TQTEKALADAKANDTATPGNSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053507957 . 150 SO74 | AML-YKECD | 9
MAMMMTGRVLLVCALCVLWCLTVFGAARDNRCVEGDGNVLTHTHNGGNNGLRLKADFGL I STRMGL I1KA
VEAGEREGEELESLDAPLDSVGGKSPSSLLAGSGDNEAPGAGGGQGAAGAGAASLPSGPGVPGTGDENR
QSLMAGQKGNEKNNLDPGSKEPRESQDQTTDQLSSSSGSTSTRSGENPSSMGTSGVKQLPRDTETKGDV
DPRNNSGDDEEREDEKTGREKQKNKAQTGSRESKNNGGETTPPLLPSSEGEESPLPDQENSQNPKK I TN
EATPSGPTMESKAPEQPSGDATQGQHSHDTDTEDSTKNAATGSPAEPTTSSTSTSGSGDHVQNKADKDD
AQSSEEQHDSLETGNTNVVPALSEAAPQTAKTTTANTTYTVNAQNSDGSTAVSHTTSPLLLLLLVACAA
AAAVA I VWV*

>Tc00.1047053507957 .160]S017 | A---S-EC- | 13
MAMMMTGRVLLVCAFCVLWCGAGGRCDEAEDTAVSG I GGESPLASKG I ETSPEDTQELRRGAGGVEGNV
PSTSSEDEVEEGEDDDDDKGGEDGEGKRTERQSVQEGTAAPEPGSRENN I1SGSDQEKNQS I APAGD I SP
SGSRESNANPSQPEFEKKNDTGKNPSAVENPLTTVNGENRLPGG IAGG I PPPPPEDGVNSREQDGEDTM
SEGEKNVPSPETAATPQSHRDKGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLLLLFVA
CAAAAAAAVAA*

>Tc00.1047053507957 .200] S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCVAADGAVGVVSGGDDNSLKELF IPVARLKVRQEQRAAEATADAKAAAEA
AEAAEKAKAEAEAASEAAEKAKAAAEEAAVKTTAAVEASAKAAEAAAKAKTLAETAETATEAADAKAAA
ETAEKAKAEAEAASEAAEEAAVK TTAAAEASAKAAEAAAKAKTLAETAETATEAAEKAAAKATAASEAA
EKAKAAAAEAAAKTAAAEAAAAEAKTSAETAKMATANAATAAAKAKAE TEKAAAAAAKEAT TKAKAAEA
AKDEAAKAAAAKAAEEATAAKDEAAKAAATAKTAAEEASAKAAEAAAKAKAAAEAAETAKASAGKAAEE
AAKAAAEAAATAAEAAAEAKTSAETAKTATANTETAAAKAKAE TEKAAAAATEADAKTTAAKTAEAVAE
ALRGTTVGEEEVKTAIHDQDNSVEHHSGEKQEL LQEQEPERQEKEQHEKQQHQQREHSAGNGEESPKEK
TANGTNATP 1 TDDSDGSTAVSHTTAPLLLLLFVAFAAAAAVVAA*
>Tc00.1047053507957 .220] SO78 | A--TYKEC- | 2
MAMMTGRVLLVCALCVLCCGAGGRCDEGEAAVHGVPPDVPASGTEDGLGGKRNAAPAPDSQ 1 QSSGEEQ
QHKSREGRPALPEGSSEEEEEEEETVEDENLDEVTERREERRHEDGQDANERDGSQTSGVLTKQKETPS



PSTPAAPAEEGNQHASPQAPSVDSHGGGRTDR IEGS I LKAPSSGVALQHAGDASTNQKNRSLETGKHAE
NT 1 TGGPVPSQVKAPKES INDAENHSVTGEDTASNQVVGRGTTEYEAQQRALATQDRSSVSFPDSETKW
HTTPQETPKTQVPPSATEPSSREGQPPTATTDSQTPNAQEHKKLLLPKKTEYNAPEHTSED I VAEQQGQ
ATATENLTENAPATNQAETTASPNSTSGSGEARSTADENTANAQRPNPKEPHEDLEGSDTHPAPTASEA
APQTAIKPTTANTTDTAAPGDSDGSTAVSHT TFPLLLLLVVAAAAAAVVAA*
>Tc00.1047053507957 .240]S112 | ANP-V-ECD | 4
MAMMTGRVLLVCALCVLWCCGAAVVSS I PDVTGRKNVPHGYLVVNWEKLLKNECATDKKY INEDGTVNE
SAVKDC IRDAMRVVCNVFCRKNSGEPDDSEGER I CEEYVGSRDEAGQSSHL I TPAEAKTLKAPRSELEE
LGKTPGETPKPLSGGPATEDEAAKTTGGPPTPPVEAQHNREENVPVLHPEDEPGTTESNSDSEEDDSAS
TKDNQESVTPDGHDKSTPTLPSTATDTVKNEADR INTEGTQKPATESNAERKE I EESDEK I YENTKK IP
AEAAAATHNTVMPGDSDGSTAASNTTSPLLILLLVACAAAAAVVAA*
>Tc00.1047053507957 . 280 S004 | A---V-ECD| 18
MMMTGRLLLVCALCVLWCGAGGGGCTEDTAGSESGLSNRGSDEVSEGASGHTASGGAGNPSAEQTRLRK
VEGSAPGSPQLQADLKPQSPT 1QAPSPSSSEHTDSLSHSQSSGEERQDETPEGPPGEPETSLNQEENKD
VS TENQQN I DHPSPSGNDDVVSSNSEERTEGTPSSTE I I VAAPSEEGQERENVTRSLEQPQETSTAAPA
ITTQTSSTTTSDVGESNTVKMSDAAPQSTGTAQTNDTTMPAENDSSTAVSHTTSPPLLFLVVACAAAAA
VVVAA*

>Tc00.1047053507957 .300]S105 | ANP--F-C- | 4
MAMMMTGRVLLVCALCVLWCGAGGGFAKEAEASANGVSSKTTPADR I I LNWHVLMKEECATENTKNGTV
NVPAMKRC I QVAMKG I CDTFYNKTPSE IHDPEVKGMCTYYAA I PDEPDEPPTPQGPPPDSAVSNTTSNE
GTPKNAPESDDAGRGEGKEDEKEHGNTKQKAVESAAMKH I TKTADSDGRTAVTH I TFPLLLLLLVAAAA
ALVAA*

>Tc00.1047053507957 .320 ] S068 | A--- IFECD| 10
MMMMTGRLLLLCALCVLWCGAGGGGCSEADLALPGTGL TDNGNNSEGKNNTTDGVGGGGP I GQPAASQP
AAPSSVPVSETKAESALKTGAKASETAEET I EKNKKTENGGNGEANQDADEEDEGEDEGEDEEGEEVEL
GDGKEEKKETEEEKKQEEKDDTRTTKR I SAGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVT
QEEKQNGNKEANPKETPVESTVMKTTAATTGDSDGSTAVPHTTSPLLLLLLLVACAAAAAVVAA*
>Tc00.1047053507957.179]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWSVAADGDVVVSGGEDNSLKELF I PVARLQERQEQRAVEATADAKAAAEAA
EASAEAAERAK | ATAEAKAAAEAAAAAAAEAAKAAATAAKAVDTEAKAKAAAAAAESAATKATTASEAA
TKAKAAASAAKAATEAAAAKAEAAAAAKAEEAEAAAEAAKAAAKAAATAAE TAATAAEAATEAKTSAET
AKAATAKAKTEAEKAAAL KDDAEKAAAAKAAAEAAAAEATAAAEKAATAASKATAAAEKAATATSKAKA
SAETAKAKAAAAAEKAAAEKAKAAAEKEAEEAAEKEAE TAKEGAKAASTEADAKATAEEALRGTTVRAE
EVKTATHDQDNSVEHHSGEKQELLKEQEPERQEKEQHEKQQHQQREHSAGNGDEAAKEKTANGTNATA
TDDSDGSNAVSHSTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053507959 .80 S034 | A-—-H--C- | 4
MTMMMTGRVLLVCALCVLWCGAAGAAADVSEERVDLSSSERSQMLQNVLSEPTDGKESLEHNSCLERLG
SDVNTAECTKAKTNNSDA 1 STDPLSPSHAPSNPNPEKGLQPVAPPTGPVQAHQPNLMHVKGVVEEVREE
DEEGKRKKELEEQNKHQNQESHENPSSREKPSVLKGNQPVGQEATLQGDSAQQGRKHQEEAPVQ 1QQEK
DVQHRELSQHDQL LQGHQEGQEGRRPDEEQPQ I LKAQKEKVATASSTGPNLTQQSPPHMK INGLQQEGS
AASSSEQLKEE IPSVSTESKSNGT IDPPSPQASEGEGGAPAALQTQEEDAN IRQVVEFSETAAREEDHQ
HEHPPDNYGETTKEKPAVVTNNTANKNGGDSDGSTAVSHTTSPLLLLLVVVACTAAAAVVAA*
>Tc00.1047053507959.110 ] SO08 | A-———— ECD|43
MAMMMTGRVLLVCALCVLWCGAGGGFGEGDDVTELQDEPSRGSQSASKGGHEEKLN IRNPVGGVLNTSG
GPLVAQDLMKDSPQQNSVKQPPRNNGGAAGKEEKVEVKKVGDKVTGSDGEEPPKDHSEGTQESDGPKEN
ERNPSPTPAEKMLTSGDKTAEHAGQAGQA IRPPQSPESDGTRPGGSSREDSSVSPLSTAG I SSSSAIDA
PFVQSTQPSEKGPQSEAMSLGTALPNEQPKERSGSKAKQGSSTSEEAAESPDDSGDAVEKEKEKGD I GP
KATTSLSSTTSNPLVTQTTPRSSSTEPSPTETELQAGEETSTENVT I TKRNDTAATGDSDSSTAASHTT
FPLLLLVVACAAAAAVVAA*

>Tc00.1047053507959.170]S130 | ANQT--ECD| 2
MAMMMTGRVLLVCALCVLWCGVFG I AADDAGGADGSAVEYLLSRWRAQLRRGCAVEVSRRTGGGANASA
VEECVGRGMDGVRAVVDGRSRWAHQRSV I VATSAGDNSDDYKVPGSLPEGQSGSVAQLPVQQPLKPAPS
SVPGSTDNATEKNKPTNPAQPLATGEN INGEL I EVKRDDEVKKEESEEEEGEEVEETDDEEDDNAGSGT
SDGSQEQGKQKAGTGQGASGGTGKENGNVVAGSKLAEGAAASPPVVSVDVENPKSVEL TRDDVGGKRQT
HEKTVQEPPAVKLRENVPAEL I STEDAAEGEKQKAEEKAEEAETNEEQK TTAKKLREETPTAPEKKTKE
EQKDKEVQH I QSKNEEKETDGAEPTAEKEADVEK TAAFKN INMNN I TKPGDSDGSTAVSHTTSPLLLLL
VVVACAAAAAVVAA*

>Tc00.1047053507959.210]S010 | A----RECD| 22
MAMMMTGRVLLVCALCVLWCGAGGGCTEGGETPVESKLGNTASGAEVLQAKPETAESG I PGTQPQVPID
NEEAKRL I GEGSLEGSEDNVVADTEDL SEDDEGGEEEGNEETQRKKLNGRQEEHEEKGPASGLDTSNGS
SIESQLQTLQTNSSTGSSPPSSSLKAIPDPTQTG IKENGVSVTNPPTGEETLKEDTRDNVPHGGLAKLT
LPPPPEHSAAASG I FAEYKKDEGQQDANLHSTATTVQDSQDDTTKNTKKET IPTAIKTDTETTQHNDSS
PAELTAPQSDAGVESTPSTNYSRHSSTEDAARLSETNDAEDALGSTENADSK I AETEKAPLATANTTDT
TNTQNGDGSTAASHTTSPLLLLLLVVACAAAAAVVAA*



>Tc00.1047053507959 . 260]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGVVVTDGTGMDAQASVAQPGPSEPQ I TAGGNGENEGEKDVTKNEEHK
L SKQEKDDVEKKNQEQ I LPEEHDQALKNKAAEKPAGEPSEE I K I DVDSEVEEE I SLVDGGTPKQDEKEL
GQEAVEVVLGKDDSPVNLTVSRQEGSG I HAEDLEGKSEHEGEKEGEQHVQHQEENKGKKQDKEDTEEND
QMLQQQDQGLEHTADKQKGSKKDEKAVGTADTARTGDSDSSTAVTHTTSPLLLL 1VVACAAAAAVVAA*
>Tc00.1047053507959 280 SO08 | A-———— ECD|43
MAMMMTGRVLLVCALCVLWCGAGGSCDEEKADEFCNNTYFGVLTLLANKSDEELKEKYCKKEDDKAKCY
NTLKNN I ADALENEKKKKDNGADREPNVAHGAGVPVGSSKTKSSTAAGADNAGMSSPLPLSLKVEGDVD
AQ IHNPAGGAGHQPHFDDGRREAERSHHSEAEGSNQHGVGVQGKT IHNKDEEKPQAGLKSTEAREGTDG
APAPSQDPPNTAESHEDKSRRVAAPDTTPALNTSPGSNREQTSQSPSPSGSETSGSSDNEGPEKNS INT
LMSGAPLKDEGQHRESTAGNEGATTVESAAVQSNTTTPGDSDSSTAVTHTTPPLLLLLVVACAAAAAVV
AA*

>Tc00.1047053507959 300 S082 | A---YKEC- | 17
MAMMMTGRVLLVCALCVLWCGAGGRCDEEETAARGSGGGPPPGSAELQTSPQDTQELKVGSPD IKVEVP
PESSPH I EVAGGEDSDDENGEEKDKKDENEKNKVQLQTHKGKNNEGVPPPPPPPPQPPAPPSGEPAPSS
TAGEGGPTAEKESSQKVTKAKNENTPSEFKTDSEAPEQPSGDATQGQHSHDTDTEDSTKNAATGSPAEP
TSSSTSTSGSGDHVQNKADEDDAQSSEEQHDSLETGNTNVVSTLSETAPQTAET ITAAQTNHTATPGDS
DGSTAASHTTSPLLPLLVVACAAAAVVAA*
>Tc00.1047053507959 .350]S032 | A---H--CD| 8
MAMMMTGRVLLVCALCVLWCGAAGAAADVSEERVDLSSSERSQMLQNVLSEPTDGKESLEHNSCLERLG
SDVNTAECTKAKTNNSDA 1 STDPLSPSHAPSNPNPEKGLQPVAPPTGPVQAHQPNPMHVKGVVEEVREE
DDEGKRKKELEEQNKQKNQEGHENPSSREKPSV I KANQPVGQEATLQGDSAQQGRKHQEEAPVQ 1QQEK
DVQHRELSQHDQL LQGHQEGQEGRRPDEEQPQ I LKAQKEKVATASSNGPNLTQQSPPH I K INGLQQEGS
AASSSEQLKEE IPSVSTESKSNVT IDPASPKASEGEGGAPAALETEEEDAN I RQVVEFSETAAREEGHQ
HEHPPDNEKETTKEKPAVVTNNTANKNGGDSDGSTAVSHTTSPLLLL IVVACAAAAAVVAA*
>Tc00.1047053508011.110]S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL I1KA
VEASDAGQDELSGGPGPSQDTGEPLQNDTEGSAAPGPGRDVAGPAEAA I PPTPGGSGTGGQEEKPGVLG
PNDGEHTDNKKNTSETHLEKPRTNQSSSSSSSGSLDPEGAKGLSLK TKNKSDESSDETPTEDEEDH INK
SDSREVVLKEQINE IQEVRKGK I IHDAPTETRGSPANDAG 1 QTATPPPPPATMNGPSSTEDLPPVQPLQ
RVQYDKAESRPPSPTANGDAANNEADKNTKED I PNSDPASDGTNTAEKKPDENKDANPKETPVEATAMK
NTAVNTGDSDSSTAVSHTTSSLLLLLLVVVAAAAAVVAA*
>Tc00.1047053508047 .20 | SO49 | A--T--ECD|5
MMAMMMTGRVLLVCALCVLWCGAGGCAEESAGGVLPGASGGGAKSLQGSQP I VPEVLKNSDLKASD IND
KTEETL IKVSLAEQEE I SDDDDEGEDEEEGPSPPTPPKGGGVQPQANNGKLKKANESEPQKENQRHVEY
ERQNPSEKETVVDEAEGTNEKEA I GLQPQQQK I PVREQDTRNGEGNQPTQGNEEQT I VEE I TPSNPAGD
YSPGEHKGSDGSKEMEEGEEGGVEGYEGRNERHRDQVREEAVHVSGTPKVNSTD 1QQEVQRTHAGETPT
G I KQKAEEEKDDE TEAEREQQKKQHQGNPTDKKQGFTSGANATNK INTTPGDSDGSTAVSHTTSPLLFL
LLVACAAAAVVVAA*

>Tc00.1047053508047 .70 | SO98 | AML-VF-CD | 2

MAMMTGHLLLVGA I CVLWCGAVFGHAMDDYCSEGGGNGLRHTSNSGNEGVS I KADCGLLSARVGL INAV
EAGEKDGEGLSGGTGPLGKTKETLQDNKLENKTLGKEATGSGGGGVAVQPPAALPLGSGGSDTEEQRQS
EELDTKGKEAGGKGDEKDGKTTESQQQRADQPSSSGSDGPQGGKEPNLKEKSESTESSVDTPTQEDEVE
TEETNVSEEETGGDEENNNNVALTVTSESQVKLKE IQLPTPPTLPTTQVNERSRTEDSGHVQQPKGVQS
DIESNHNSQTEGAAP 1 TANQHNEPSADHAGSRPPSPTANGDAANNGADKSTEVSTPNNDPAADGTGTRE
EKQNENREANPKESVPATNATTAATGDSGSSTAISHTTSPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053508081.30]S117 | ANP-VFECD|7
MAMMMTGRVLLVCALCVLWCGAGGGAADDAGSAGEKLLSNWQKLLKSECETDNTSKTDGKLNESAVNCC
VHHAMRELCNDVYGK I LNETEDSQVGG I CKEYAGKPNDADKCPKPQTEPSPGTGATVGVSVPEGLGNEE
ELRKQSEEAPGAPPEDLDPKPTGLPASPPVEGSPDKAKDVRVPNSEEGSVSMEP IKDSAEGG 1VPIADT
DHNEASNGQAESTTTTPPDASDNANNKTEKGTGEN I PNNTNESDVAGTEGKTDENKDNNPNETALHVAG
IKTVTTTPGDSDGSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053508081.50]S117 | ANP-VFECD|7
MAMMMTGRALLVCALCVLWSGLSG I AADDAGSAGEKLLSNWQKLLKSECETDNTSKTDGKLNESAVNCC
VHHAMRELCNDVYGK I LKETEDSQVGG I CKEYAGKPNDADKCPKPQTEPSPGTGATVG I SVPEGLGNEE
ELRKQSEEAPGAPPEDLDPKPTGLPASPPVEGSPDKAKDVRVPNSEEGSVSMEPTKDSAKGG 1VPIADT
DHNEASNGQTESTTTTPPDASDNANKKTEKGTGEN I PNNTNESDVAGTEGKTDENKDNNPNETALHVAG
MKTVTTTPGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508081.70]S117 | ANP-VFECD|7
MAMMMTGRALLVCALCVLWCGAGGGAADDAGSAGEKLLSNWQKLLKSECETDNTSKTDGKLNESAVNCC
VHHAMRELCNDVYGK I LKETEDSQVGG I CKEYAGKPNDADKCPKPQTEPSPGTGATVGVSVPEGLGNEE
ELRKQSEEAPGAPPEDLDPKPTGLPASPPVEGSPDKAKDVRVPNSEEGSVSMEPTKDSAEGG 1VPIADT
DHNEASNGQAESTTTTPPDASDNANNKTEKGTGEN I PNNTNESDVAGTEGKTDENKDNNPNETTLHVAG
MKTVTTTTGDSDGSTAASHTTSPLLLL IVACAAAAAVVAA*



>Tc00.1047053508081.90]S117 | ANP-VFECD|7
MAMMMTGRALLVCALCVLWCGAGGGAADDAGSAGENLLSNWQKLLKSECETDNTSKTDGKLNESAVNCC
VHHAMRELCNDVYGK I LNETEDSQVGG I CKEYAGKPNDADKCPKPQTEPSPGTGATVGVSVPEGLGNEE
ELRKQSEEAPGAPPEDLDPKPTGLPASPPVEGSPDKAKDVRVPNSEEGSVSMEPTKDSAEGG 1VPIADT
DHNEASNGQAESTTTTPPDASDNANNKTEKGTGEN I PNNTNESDVAGTEGKTDENKDNNPNETTLHVAG
IKTVTTTPGDSDGSTAASHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053508097 .60 S012 | A-——-REC- | 10
MMAMLKTGRVLLVCALCVLWCGAGGGCKEVPAHPDSDASTD I ERDRGQSQDLSLSETPESHTPGSETLY
TNVQQEEVLLPLLEFSQAGTEDVAGKEKARKEDVTKE I GKDEKVGETGKG I QKPEDEL 1 SVKGQQSHDK
EGLRPQLLNGPHGVGTATPSRGSLPVNKDQRELSNPLQPPLPNSSPHV 1QSSTSAAGRGDDKSHENGNE
TKNSQQPVVGG I QEKNGTGVKAVASTSGEENSRLSVTTLEEMSDATKKGDSNSSTAATAALRSDAGTEG
TPTTNHPKQPSTEGATPPGTNSDGEAAPANKYDTVSQSAGSTTAPTTNATTGDTATPGHSDGSTAVSHT
TSPLLLLFVVACASAAAVVAA*

>Tc00.1047053508109 .10 S045 | A--TH-ECD| 2
MAMMMTGRVLLVCALCVLWCGAAVVANGDTDDLGTGRDDKNAEHLSSSDLSLPVRQGETTAAAAGGGGG
GGGSTNSQEGKEASMPNTD IRVPQEQEVKLDAGPRKPTGNEYENKGPTEAGADTRNQPAPPPPLSLSEE
GEEDELKKAKQDQDSPVEHESTQNNKVLQKEEPGHEL STQNPLPQEQHTFKQLQVKQERGKEKQRSGQL
EQREHREELKDQQE IQEKQDEES I KHEEEQQQQKDE 1 QDQQHQQHEHPTENEEESAKDENAVRTNVTAN
KDDSDSSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053508109 .30 S104 | ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCGPAVVVSSAPDAARAQSVWPEYLFLNWQEMLRNECEVENPYEKNVGLKK
LAVNCCVHDAMRALCSAFYGTTVMENKDPKVEG I CKEYAGKPDDVADCPKPQTNLSSAAVNSVKVSVPE
APKDEEEELRKTPEEVPTPLPGTPLADPPAKPTKVSPSPPLKGQPTNAEEVPVPNSEEGSVNTEPTKDS
EEEDTDTDTDTEQDEPSNSQAESTTPTPTVVSDNDDNETDKSTGEDTPNNAPESDVAGTEENQEENKKN
KPKERTLQVAG I KTATVTSGDADGSTAVSHTTSPLLLLLLVVVCAAAAAVVAA*
>Tc00.1047053508119 .20 ] SO30 | A-————— CD|31
MAMMMTGRVLLVCALCVLWCGAWLCDAAETSSSALHRDNAEERMNPEEVTEA I EKLAEGVLYMIRESCR
MSFLTSKNATLPAHNDTEVEKCVNKTAVD 1 SGVTSRGRPAAATADATLASPLPSSSSATSALQGQAQGS
PGAAPEPVKPPQTDPVNNEQLSETPASTGGGAGGDGELTGRSSRTPTDVAKTHEARPAGNATSTPTATQ
RDSERSPANTTRTRETNETDDSDGSTAASYTTSPLPLLLLVCAAAAAVVAA*
>Tc00.1047053508121 .110]S025 | A-————- c-117
MAMMTGRVLLVCALCVLWCGVGGRCDEVADSGVAAGKGNGGRSAVEPAGNSEPVPDASDLR I DVLNVNQ
ATGTSTGKSLEGKKVNTDQQDVLSREDKKDGGPSENLEEPVEDAPGNEKTNLKLKKEEQEG IQPLQSQS
NVSPHPQP I PQQSQSQRQPQPQREREDEETKRQLQPPSAPQPH I SASEKGEGVGENNTGGEGQSPLGVQ
D 1GNEDPKAPRKGDLLEGPGTKSESSEQVQTTVPNTVTPEHKTQNEMLTPEQKTNESQSTDTSTNIPEL
QKENKEYPASTEATAQSTSTGSQEQEAEPSTSEEFSPFEEEESTGTKTTEDAQTPDAAATEKRQTGDNE
KVGDSDSSTAVSHTTSPLLLLLVVACAAAAAAVPRPA*
>Tc00.1047053508125 140 S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVQWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL IKA
VEAAEAGQGLSGGPGLSQDTKEKLDDNSLGTNTVGSAAPGSGRG I VAGQPEASPPKLKGLDTEGQQGKP
EGLGLNGGKEVDKRDHTDGKTTEPQHQRVDQSSSSSSSGSPGSKSGNDGNSENTSERNESSDETLTEEE
NNLRSKSDSPEEKAEEEPKKTGDKKSLSHEAPTETRGSPANNAE IQTATPSLPPATMNGPSSTEDLPPV
QPLKRVQDDHAESRPPSPTANGDAANNEADKSTEDG I PNNDPAADGAGAREEKQNENKEANPKETPVEA
TAMKNTTATTGDSDSSTAVFHTTSPLLLLLVVACAAAAAAVAA*
>Tc00.1047053508143.80]S022 | A-—--R-C- |4
MAMMMTGRVLLVCALCVLWCGVSVANGDTGNDLEHSGQGDVG I VSHSSSSVVGHGDNGVVTDGNFRGSG
SHSPGLAPNGGKTSPTGVVEGVGLKSSKDAL TPAEEGRGGMQGQQEL VPKVSHQPEAGTTGKSHHNAPE
QLPNAKTELGNGGGATAEGDKVKTTVKDGQLGGSSTNDSHSPAADRGLKEQEGTVRKAASTVALTPAVG
RETPPKADPKEDSPEDKAASSAGVTQDSPTVSQQQTHSSSSSQSG I DPTYTPGEGRDAEE I FNNNQPFG
GVVLKEGAQHETVAGSEKPT IPAANTRNI 1GTT I SGDSNSSTLT ITALRSDAGTEGTPTTNHLNRPSTE
GATPPETNSDGEAVSANKYDTVSQSAGSKTAPTTNAKPVDTAKPVDSDGSIAVSYTTSSLLLLLVVACA
AAVVAA*

>Tc00.1047053508147 .150 | SOO8 | A-———— ECD|43
MAMMMTGRVLLLCALCVLWCT I GVVADGDTEEVLEDFVPPSRTDETQELQEELRSKGHSANDEQVDETQ
LQKPQKEGGGHQAEDPLQPVERSVRAKPQSEGPRVEETGNQ I EQEQLLRGTQRSPKVENKTPT IPGDKP
QGGNGEGDVSNEKEKQKGKET I SQ IKEEVVAPGAGTPEAI'S I EDHQEASRNLAEKTLVENKD I AKENNV
KKEEKEKKSEQQELQLKQQDGKQVTLHGSPRGPAATQGSLAPVPPEGLQQKQ I SDGSTKQPEGEAPL I1G
TESTSDGTTDPSLPSVSTGAGVAATSESDKREVKVSA I AESNETTANETDDQQER I GKKDRESAKGKTA
VGTNQTTNKDDSDSSTAVSQTTSPLLLLF IAACAAAAAVVAA*
>Tc00.1047053508161 .10 S045 | A--TH-ECD| 2
MAMMMTGRVLLVCALCVLWCCLSVVANGDTDDLRNGRDEKNAEQLSSSDLSLPVRQGEPTAAAAGGGGG
GGSTNSQEGKDASMP1TD 1 SVPQEQEVKLDAGPHKPTGNEYENKGSTEAGADTRKQTVPPPLTHAPSPP
PEGPPLLSPSEEEEDELKKATQDQDSPVEHKSTQNNKVLEEEEPGHELNTQNLPPKEQHTSEQLQENQE
NGKEKQRSGQLEHREHREELKDQQQKQEKQHEES I KHEEEQQQQKDE 1 QDQQNQQHEHPTENEVESAKD



ENAFRTNVTANKDDGDGSNAVSHTTSPLLLFVVACAAAAAVVTA*
>Tc00.1047053508161 .30]S055|A--T---CD|5
MAMMMTGRVLLVCALCVLWCGTPGGRCEEGETGETPPGASSSVVGKGSRESSP 1GRGVSQISGLKASDI
KDGTEDSGDEQLL TEEEEEEEEEEE I PPPTPPEGGGGGQPQAADEKLENVNGNGPKPENQRQVESGTQN
LSEKETVGDGEAAVTKQNEGSGPQPQDHPHPVQEEDTKSGEGHEPSQGKEQK TNVEAT I P INPAGDHSS
GEHNGNDGSNEKEEEEGEEGVEGHERHRAQEREEAAHVSGAPKVNSTD IRQEVQHKNAGETPTG IKQRA
GEEKDDETEEEREKQKEQHQENPPGKVKET I TGANATNQ INTTPGDSDSSTAASHTTSPLLLLLVVACA
AAAAVVAA*

>Tc00.1047053508163 .50 S048 | A--T--EC-| 1

MAMMMT GRVLLVCALCVLWCGAGGVHAEDDAGYTSPGASASDGKSFQEPPT 1 VNGGSHNSVLRASDVNE
QTDETDKEVLLTKEVAGSDEDEVPQTSAEE I PPPSASPKKSKGGGGTQQEDDLDLKRVNE IVLQPEKQR
REEEGLETVGDGEAAVTKLNEGSGPQPQDNPHPVQEEDTKSGEGHEL TQGKDQQ I KVEAKTPSNPAGDH
SSGEHNGNDGSNEREGGEEKDDERHRAQEREEAAHVSGAPKVNSTD 1QQEVQHKNAGETPTG I KQRAGE
EKDDETEEEREKQKEQHQENPPGKEKET I TGANT INQ INTTPGDSDGSTAVYHTTSPLLLLLVVACAAA
AVVAA*

>Tc00.1047053508163 .140] S082 | A-—-YKEC- | 17
MAMMMTGRVLLVCALCVLWCGVCGGSVDDLDVDGKAGGSSSGGEDTLGSPKPLPPEPDLSDSERNQPEH
QGNASPSRATGEVLGDDSVEEKKKDNDSNDDDDDSEESELPPPPAIGASGKEDTKKSL I TLPQVSGVGG
SAGGGGGPSGNPNRSGDDVLSSSALISAPPPF I STGSNGSQTV 1GVSSTQQMEYSKESANLLKKPAEDI
PSKVYPQEKPAPNAREVSSTQRVTTKSQVAGKDTTGKDEAQNGNVANNPSGKQTGQMALQKPQTQP 1KV
TKDP I SPLPPTEKSPAPTVKAEKEGPPATTGFQTSTEQKQEGSPSQTETQPKEMKQSSTDGGGKQKGKD
TVSSDSMTNAVTDTSAETKSSS I STSGSG I AQEKEVEDDDDPQRPNSKEPHKDPEAHNTNVAPTASENA
PQTVKTVTAQTKGTATPGDSDGSTAVYHTTSPLLLLLVACAAAVVAA*
>Tc00.1047053508163 230 S030 | A-—--—— cDJ|31
MAMMMAGRVLLGCALCVLWCGAGGRCKEEAGSPAGGKGAVETTGASASGQDSSDLKKVLPKANQSTETP
AGKSLEGKEVNTDQLVVVPGVEDEEDGNPSEQLEEPVEDGPDQEKTKPKLQNKEQEVTQPSQAQVDLPQ
KAQPLLQQSQPLPPSAPQPHTPASEEGKGVGENNTGGEGQPSLGAQD I GNEDPKAP I KGNSLKDSGTKS
ENSEQVQTTVPKTVPPENKTQNE I LTPKKKTNESESTDTSTNLTELPKENKEYPAFVEVTAQSTSTGSE
EQEAEPSTSEEPSPFEEQHSTGTKTTENARTPAAAATEKLQTGDNEKVGDSDGSTAVSHTTSPLLLLLL
LVVACAAAAAVVAA*

>Tc00.1047053508163.270]S124 | ANQ-W--CD | 1
MAMMMTGRVLLVCALCVLWCG | DGVAETEEPE I G 1VPGVDEYLVVEWRSQLRRECAEEVSRRTGGRANA
STVEECVREGMEGLRAVVDGRRHWRHQRYAAAAAAVAAEEGDATPENDDQARNNEDLLPEKKDETPVTS
GQGLADATTVKERTPHNPAAAPVL TKNGASEHQKERGKE TKNEEKAEDEEEETETRETTTPAGGGG I KA
PSVSAGPGV ILTSGSSSPSGVDSSSS IGGETGPT 1STSSNTVGKTSKEDMALQAKESQHAQLGDGEAAE
TLNDGSQQNSSAPSPTGDQNDNGAATLSADGLRSLGVQIAVKGDLEASRTEEPSDGPSTNLPESGRAPP
ESSQAAAAPEPTLQHKV 1 TSIKEETESENMDASENLPGAPKRSNEDPASTATTMQSTSTGSQEGAATPS
TDG I PPLQEEKL I GNNTTENVQPSDTAGTERLKSVNTSKVGDSDGSTAVSHTTSPLLLLLLVVACAAAV
AVVAA*

>Tc00.1047053508163 .320] S091 | AG--YKECD | 14

MAMMMT GCVLLVCALCVLWCGAGAVYARGTPNNAQGGSMASGGLGAKTSYLVRGCNKTVLTRPLRSAFF
INA1QAEAKDVKD I SEERDNLNLDS 1 PQPPALPPAPETPPPPDASDSDG I GRSELGADSQTGGGGGGGG
GSSGISNGGEDSTLKVPVPDDKSSSP I PSAGDGLKNTGDSSVTQKNNSSGTDEPSKKTLNVPALPTVQT
PEALDTDQNKNTPNTQGE I SVEARGKGASGGDAGENDVNSKDSSSVSTANSKPTGKTTPSVPSTGETPT
I TATPKDSKNPTGKNDNTAASGTETDSEATKTSSKDDAAEQY SQERDKADLVKSANTGHPAYTAASS IP
TYGNGDAQGTVNENGDDPERHDSKRTHDELEADNTNVAPTASEAAPEAVNSTEKNDTAPTGDSDGSTAL
SHTTSPHLLLLVVACAAAAAVVAA*

>Tc00.1047053508165 30| SO80 | A---YKECD | 24
MAMMMTGRVLLLCALCVLWCGAGCGVFADQDEELSTESPGGRSSGGDPLETKELENPVPHGADSE 1QSP
VVEQPQLNHPQDLRGAATESLGEGEGEGEGEEDDDDEKEDEKERGKGKDGKDTRTTEKTEKQKSLTKDR
GTLQLPSQPERG I TPAPPGEALQVEEEEGPPASGGDSRPRQPAATPSAPELLLTLTS IEGQGQGTPSEI
PPGPKTTTTNGKPAGEASPTASTGSQTATETTSTTSPSNAKVALGAAEKHLGNRVPNQQKEK TEAPDSM
KDAPTSHPAETKATSISTTGSGGAQKNEDRVDNGDQRSNSKEPQDGHEDGNTDDAPTASEAEPQTPETD
TTQTNAKSKSGDSDGSTVVSQTTSPLLLLLFDVACAAAAAVVAA*
>Tc00.1047053508165 .50 S037 |A---S--CD| 2
MAMMMTGRVLLLVCALCVLWCGAGGRCDEGVVESRAGVSG I GVDPLPASKG 1 GTSLQGVKDLKDEAGVK
GKKTPTSAQDEAEEDEEEDDDDDDADEDTKAVEEKSTERQGGQEVTVALDSNSREKNLSGSDHENHQAI
VSAEVIPPSGSRETNANSTQTR I EEGKDAEKSSPAVENTLTKGNGDKTLPAG I AGGNLSPPPEEGVDSR
KQDGKDTTSEDEKNVPSPETAATPQSHRDKGSEGTGDDTKATTATANTTGMTNTQNSDDSTAVSHTTSP
LLLLLVVACAAAAAVVAA*

>Tc00.1047053508165.110]S118 | ANP-VFE-D|3
MAMMMAGRVLLVCALCVLWCGLCG I AANDTRAQSVWPEYLFLNWHEL LRNECEVENAKGTNADLKELAV
KCCVHDAMRE I CSVFYGTTVMENKDPKVDG I CKNYGGEPADADKCSELEAKLSPNAVTPVKVSDREAPK
DEEEELRKTLEEEPTPLPGTPLTNSPAKTTK I SPSPPLKGKPTNAEEVPVPNSEEGSVNTEPANDSEEE



DTDTVTDTEQDEPSNSQAESTTPTPTVASDNDDNETDKSTGEDTPNNAPESDVARTEENQDKNKNNKPK
ETPVEVAG IKTATVTTGDSDGVKAASPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508165.120]S054 | AG-T---CD| 1
MAMMMTGRVLLVCALCVLWCGAAGGVYASNLENNAVSRCMASGVLNTNKSYTPSGCEKTALTLPLRSVL
SITAAEALTDAEDLSPEDSQDSDSGVDTGSVGGADEGESNSQASGGKAGGGSKGDGVAESSESSGSGLS
ADRPGDGVGDSLGSAAPAATLASP I PKVNTSSNDRSGLPSNRKMDSSEAGKQPEATVGAGPKAPN KPP
GNLE IKADEHSSPAKDTNEETGSTDLGKSKESSEERAKGTQSSSSSSSTTR I LPQSPQSPAVAAGGKGL
TASAVHSPTPQAQTTPPASEEEGTPPSAPEGENSLGKEEDVEEEKEQKKQEQRQGVKQNEEHQEQLSQQ
QQEQKRQEPQQEKQEEKY 1QQHHQQEQQKNE I SAENEENHATNATVTGTNTTANKDDTDGSTAVSHTTS
PLLLLLVVACAAAAAVVAA*

>Tc00.1047053508165.150 | SO83 | A-—-YK-C- | 4
MAMMMTGRVLLVCALCVLWCGAAVVAEGD I GEVG I KDESSKALQVDSQAREAGKKDVRGPEAAVPRLQE
QQGKNARKNDGSA I QPTRQVKVEEEEKENEGSLEGTVKDGE I LPSPAEGQPTSSEPPPPPAPGGSRNGY
1 SGGGSKLGETSNGGEGPTLNSSSSSGDGKPPAVDSSGSGGGTGSVPGGKE I GGGGTPGVESSKFPVSG
VALPPSTPGAGSASSAQNLEPSERSGWPEPTVSPRTAPLNVDARKESKPKGEPQTFSAQGETERQVTDE
KTSKKEAEESA I EGKRLFNLPHTASSTPAGPAVRLPEGSQVQGNRDEGEGLPPEATKSETSTGQERRTS
QSQSESTELKFSSKDEVAVQHGHVTVPSDSMTNASTNSQGVTPAPS I STNGGDDAQSTVDGNNDDDQRP
NSKEAHNNPEDDNTNVAPKFSETAQQTPETVTVVQTNDTTSGDSDG I KAASHTTSLPLLLFLVACAAAS
AVVAA*

>Tc00.1047053508165.170 ] SO30 | A-————- cD|31
MAMMMTGRVLLVCALCVLWCGAGGRCAEEKADEFLVTEPGGSLSGGDSSPKQSRNSSPVPGSLVSPPKP
QKDDNSENLHAKESLEPEEG I PLKPQEGENKTQVPQDGVRNGNQS I PHEQSPNQALPPPPPHQPPSVGS
DAVSPGGSSVGGKDPLGSSSSGV I SSPHGGGDRGTTGS I LSNAPSSFPKGVLLAEEAETEHHSLPNENA
AERGNVGRAAAPGSEGPSPLEERRTQDGKSEAHQTEESSEDLNKQPQGNGKVQNESPNADTPRLQTPHG
GKPPETKGNNSHNTD I STNLPDAQEPEYVKENKNENPAS IPDKAQGTSTG I QEEAPASHPNVSPSPLQQ
ENFSGMKTTENVQPPDAAATEKRQTGDNEKVGDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053508165.210 | SO08 | A-———— ECD]43
MAMMMTGRVLLVCALCVLWCGAGGRCDGDADFAE I KDEPSKASQSSSQGGHAGEKHMPNP IVGVVNTSN
ELLNEQDGKNGSPQTGSVEQPSTDNDGMEAEGEKAKGKKVEDAEPRRNGKEQSQDDSERTEEREAL I EE
ERNTSPPTVANKLVTSEEGAGPAAGNAGPRVQAVKPPQLPASPQASDETQSGDSSVGGPKKDKGSNLNN
SASDSGNPSPVDSLFSGGGSSGLGGGSPQDDSSDSPLSAAVLSLSSPLGTPSVQDTQPSEKVRQSETIS
SETAFPNEQPKERSESEAKEGTFTSQEAAESPYGDGDATENEKEKRDVGLKSTTSPTPTTSDPPVKQTT
PRASSAEPSPTTEVQAEEETLKDNVTTAMRNDTA IPGDSDGSTAVSHTTSPLLLLLFLVACAAAAAVVA
A*

>Tc00.1047053508165.280]S121 | ANQ----CD|9
MAMMMTGRVLLVCVLCALWCG I DGVAETEEPE G 1VPGVDEYL I VEWRSQLRRECAEDVSRRAGGRANA
STVEECVLEGMEGLRAVVDGRRRWRHQRYATAVAAEEGDATPENDDQAWNNEDLLLEKKDETPMTSGQG
LADATTVKERTPHNPAAAPLL TKNGNSEHQKERGKETKNEERAEDEEEETETRETTTPAGGGG I KAPSV
SAGPGV IPTLGSSSPGVDSSSR I GGETGPTVSTSANTVEKTSKEDMALQAKESQHAQLGDGEAAETLND
GSRQNSSAPPPTGGQNDNDAATLSPDGLRSLGVQ IAVKGDLEASRTEEPSDGPSTNLPESGRAPPESSQ
AAAAPEPTLQHKV I TPVKEETESENMDASANLPGAPKRSNEDPASTATTMQSTSTGSQEGAATPSSNG
PPLQEEKLTGNNTTENVQPSDTAGTERLKSVNTSKDGDSDGSTA I SHTTSPLLLVVACAAAAAVVTA*
>Tc00.1047053508165 300 ] S049 | A--T--ECD|5
MAMMMTGRVLLVCALCVLWCGTPGGRCEEGGTGEALPVASSSVVGKSLQEPSP I GRGELHNPGLNASG I
TDQNEDSGDEQPL TEEEEEEACSDEDEDEPNP I TSKLPSKPPGGGEGGGEVQPKDDDGKLEKVNGNGPQ
PQDHESPVQEEDTKSGEEKEL TQEKDQQANVEAK TPSNPAGDY SPGEHKGNDGSNEKEEEEGEEGAEGH
ERHRAQEREEAAHVSGAPEVNSTD 1QQEVQRTHAGETPTG I KQKAGEERDDETEEEREEQKGENQENPP
DKEKET I TGANATNQINTTPGDSDGSTAASHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508165.350]SO71 | A--TVFEC-| 1
M1AMMMTGRVLLVCALCVLWCDVAAASAADGKGDT I TKEDEKTRTTEVSPPGRKKESPVTSGQESAGNY
RTPQSYGVD I PLPNNLNLDQKQEGE IMTENEDDDEDEEENEEDAEMSENEEEGDEDTETREKQPPPGPP
PPPPSGQTSTPT INGNSAGTSNEARAKELPSSDKDSTQGQGLKSPAAESAPAATPQVKNEDPGSADVVS
VQQVQKAQSGLESGSESRKEDGVLTTNKQQDGTSDSHAESTPTSRSSAKSVAASNGPDKATEEE I SNKN
TARVDEVPEAAQEDGNKDDNKKETP IKTTAIANGTAPTGDSDGSTAVSHTTSPLLLLLLVVACAAAAVY
AA*

>Tc00.1047053508165.410]S062 | A--TVFECD|5
MMAMMMTGRVLLLVCALCVFCCGVGLTNGDTAMEMR I EENPQSTVPDPAVGNAKEQATQDLVMEGPENG
DPSLAAQTGNNTKQQKVVVETPPL IPVRTEEEEEEEVKTEESEEPRSL SEGREKSKLSSMPEGERPPPP
PPPPGTPSPL I LNGNSAGNTNENSVEE I PSFDGGFTQGQGLKSPAAESAPAATPQVKNEDPGSADVVSY
QQVQKAQSGPESGSESRKEDGVLTTNKQQDGTSDSHAESTPTSRSSAKSVAASNGPDKATEEE I SNKNT
ARVDEVPEAAQEDGNKDDNTKETP IKTTAIANGTAPTGDSDGSTAVSHTTSPLLLLVVACAAAAAVVAA
*

>Tc00.1047053508165.420]S049 | A--T--ECD|5
MAMMMAGRVLLVYALCVLWCGTPGGRCDEDELPQASLVGASGSDGKSSLEPP I 1AQGGSPNSVLESISV



KETRAETDEGRLSTEEEEEDEDENEG I PQPPSPPPPKNDEKLEKVNESEPQPENQRQVEGGTQNQSEKE
TETNGQEEVTKKKEEESELKPQDNQTPVQEEDTRNVGGHQPSQGKDQQ I KVEAKTPSNPAGDYSPGEHN
GNDGSNEKEEEEGEEGVEGHERHRAQEREEAAHVSGAPEVNSTD 1QQEVQRTHAGETPTG I KQKAGEER
DDETEEEREEQKGENQENPPGKEKET I TGANATNQINTTPGDSDGSTAVSHTTSPLLLLLLVVACAAAA
AVVAA*

>Tc00.1047053508201 .30 ] SO30 | A-————— cD|31
MAMMMTGRVLLVCALCVLWCGACGGYAWDFDNNSSLNEYYYGAYGVYCNASLNATFCEEKRNASKGEET
ALKTSTVQSENDGGQSSAGDSSGEQEQTLEESGSDRS I GNSGGQELKNPGEGEATPTEQSPSPTQPSTV
SEDLPKPAAPGGSEAPGTTTELQPPPQSPLPAGGTPTPTTATP I ADGPSGGRDNSSEKNGSDDSEKTDA
GPQESQPPNGNVTETPTPATVTAAPTSATRTPDESDGSPAASHTTSPLLLFLLACAAAAAVVAA*
>Tc00.1047053508219.70]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGAGGGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQGECANESTTGGK
LNVTAER I CMHKVMKEVCDAFYNKTSGVTHDRDVEF ICTYYAT I PEEPVEPPTPQGPPSHSAVSNATSD
EGTPKNAPESDVAGRGEGKEDDKEHGNTKQKAVETAAVES I TRSTDSEVSTAVSHT I SPLLLLLVACAA
AAAVVAA*

>Tc00.1047053508219.110]S121 | ANQ----CD|9
MAMMMTGRVLLVCALCVLWCGVFG I AAEEVGGADGSAVEYSFAGRHVQLRRGCAEEVNRRTGGGANASA
VEECVRRGTDGVRAVVDGRSRWRRQQFAVAAAADGYGDSGDKSGEGSDVKLKVLSSSDQMLEAGQDPEE
GQEHTGSPEVTKTLETNKDSQK TEEQNVSPDGDRSKQPESQEPAVGQPEGEGNTRNPQPRQPPPGTNKL
QSEETHPP I TAEKHSKSQDGRPAQETKVLQTKGSTKHEEGASSLHSSENVSHLSRESTTPLSTSTESSN
1 AGSTVEKSGAKNSKTTAASVTQHDSEGDTGPAALPASTSELQSDE I SNAG I I AATHRDGDDDSSPAAS
1 AERPTAGTRSTKASGDASDLDQSNNDDVNDDVAHNGKTAEFEAASGTRDNKADNNERY TAVTENATNK
SSNTETTADSDSSTAVSHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053508221 .30 ] SO30 | A-————— CD|31
MAMMMTGRVLLVCALCVLWCGVWLCDAAVVGSAAGGAGGESAGKGAVETTETSAPGPDTSDSS I DESKV
NQSPEKSAVKSLEVKEDAGQEDVVAGVGGETNKNTSGRLEKTV INDPGKE I TEPPLQDVGQEE 1QLPKS
QVNLPQQPQPPLQQLQPQPQPQPHTPASEEGKGVGENSKGGTGQPPLGVQDKGNEDSKALMKEDSLKSP
GEESENSEQFQTTVPNTVTAEHKTQNGMLTPEQKTNGSQSTDTSTNLPETQKENKEYPASTEGTAQSTS
TGSQEQESEPSTSEEPSPFEEEQS IGTNTTEDARTPDAATTEKRQTGDNEKVGDSDGSTAVSHTTSPLL
LLLVVACAAAAAVVAA*

>Tc00.1047053508221 . 150 | SO97 | AGWTH-ECD | 44
MAMMMTGRVLLVCVLCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGYNKTAITVLLRSVLP
I TAVEASAEKDNALVMOQN I SNSSGTFNAGASTAGDSVPGSDSPAGGFGAETPASAAGGGGGGSSGGGGG
GGGGDSSTGVQGTDSVPSVPVPGATGVDSSASSSGGTAGSPGTNSSNTTGDSSTGDQTPAAEANDSSLP
EGPAGTTSGTEHTRQEKEEEGEEEEDHEKQQQSDETQVQQQQQHEHPAENGEESAKDKNALRTNATANT
GDSDSSTAVSHTTSPLLLLLVVVCAAAAAVVAA*
>Tc00.1047053508221 .170]S061 | A--TIFECD|52
MMTMTGRVLLVCALCVLWCGAGGGGCSEAPQRPPGSTSVKGNDSKGDNVTVGGTAGGGQNGKPAQSQAA
GVSVQGANEAAAEGRPAPQPGGGASENAEAAKGSNGQKEGKTEEKEDKEEDEEVEEDEEGKEEEEEEND
TEEEEETKKGEAVTGTTEVMSAGGREQP I LSSGAEGASNNTNPNSTPTTGDDDPAADVAGTAEGKQNEN
KDANPKETPVEATAMKTTTAKTGDSDGSTAASHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053508221 .210]S017 | A---S-EC- | 13
MAMMTGRVPLVCALCVLWCGAGGRCDEEERAVSGSGDGPPPGSAEHGTPRKETQELKVGAPGY IETASP
PSLKPTGEDKDDDDEDDAGGDEDDNETDETKEKRREGQSNKGGTVLPDTDSREENL TGSGQETGQPNVP
AGG I SPSGSQLSNANPLRTEVEEKNDTDKRPPAVKNAL TTVNGEQTLLGG I AGGNLPSPPEDGVDSRKQ
DGEDTTSEGKKNAPPPETAATPKSHRDEGPEGTGEDTKATTVTANTTDTTNTQNSDSSTAASHTTSPLL
LLLVVACAAAAVVAA*

>Tc00.1047053508221 .420]S104 | ANP-VF-CD| 10
MAMMTGRVLLVCALCVLWCGAAVVVSSMPDANSVQSFWRENL I PRWHELLKNECEAEYSKETNLSLKDL
AVNCCLHHAMHELCKDLYSRLFKKTEFSNVEGVCKEYAEKPDEVKCRKRQTQPPPATDNSVKLSVPEAL
GKEGDLGKTPEEASLADPSAKPTKGPPSSPMGGQPANADDVPAPKSEERPVSTRPTNGSREGDTDTITD
TDQEE I STSEAESATPTPPVASDNDDSNE TDKGTGEKVPNNAPESDGAGTEGKQDENKDANPKETPVEA
TAMKTDTTPGDSDSSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508221 .490]S061 | A--TIFECD|52
MTMTGRVLLVCALCVLWCGACGGGRAETPSSDTPTSSGNASGKEKPQEEEAVVGAGGGGQSGEHAASQA
AAPTGSGLPAAPAEAAPQSGGVVSVTASTTTYNKVKKEEEEEKDDDEENEDEEHEEEEDDKKEKKETKK
VESVTATTEGTSAGGQEQPSSSSGAEGASNI TNPNSTQTTGDDDPAADGAGTREEKQNENKDANPKETP
VTAAAMKTATATTGDSDGNTAASHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053508221 .550] S133 | ANQ---ECD| 6
MAMMTGRVLLVCALCMLWWGLFG I AADGAGGADGSAVEYLFPRWRAQLRSECAEEVGRRTGGGVNDPAL
EECVRRRTDGVRAVVDGRGHWRPQQFVVVATSAGDTSDDYKDPGSLPEGQSGSVAQL TVQQPLKPAPSS
VPGSADNATEKNKPTNPAQPLATGEK INGEL I E IKSDDEGTKGKSEDEGEKVEENDDEADGNAGSGTSD
GSQEQGKQKAGTGQGASGGTAKENVNVVAGSNLAEGAAASPPVVSVNVENPKSVEL IRDDVGGRRQTRE
KTVQEPPAVKLKENVPAEL I STEDAAEGEKQK TEEKAEEAETKEEQKNAAEKSKEETPTAPEKKTKEEQ



KDKEVQRVRSKNEEKETDGAEPPAKKEAEVEKTAAFKN IHMNN 1 TKPGDSDGSTAVSHTTSPLLLLVVV
ACAAAAAVVAA*

>Tc00.1047053508221 .580 | SO08 | A-———— ECD|43
MAMMTGRVLLVCALCVLWCGAGCGFCEGTLEDEFCNKSYVEALSLLANKTDDE IKKKYCKQEDEKATCL
KTLRSN I ADALEKEKAKEDNAAHRESD I SRDTGASVGSPTTKSSKAAGANTAVLSSPPPLNVEGGFDAQ
1 HGSAGGAGHQQHSDDVRSEEEQRNHPESGRCSEGQDALGECSHVPAGDAAAEGSHQHSVDAQGKT IHK
KGEETTPTGLKSTEARDGTDGAPAPPQDPPNTTESHEDKSRRVAAPDT I PADNTSPGSNQEQTSQSSSP
SGSETTGSSDKEDREKNSKNAQ I SDTPLKDEEQHRESTAGSKDATTVESAAEQRNTTTPGDSDGSTAVS
HTTSPLLLVVVACAAAAAVVAA*

>Tc00.1047053508221 .600]S125 | A-Q----CD| 2
MAMMMTGRVLLVCALCVLWCGFSG I AADGAGGVPDGSAGECLFSRWRAQLRRECAEVSRRTGGRANASA
VEECMRRRMDGVLAVVDGRRRWRRQRPAVAAAAENADEL GTENTSSERNVL SGGNGSGSEDAHVRGGDL
HSESRDGVVRPEGATSEELNVNSNSHTEALPTKE IRQV IPES I SPVSLPDSKEVEEDTASKDDKTQE I L
VTGEQQALQSSSSLGGNSPASDQGAEL TAAENPQNGKKGEAEKEKNLSDKNVPTGSDPSATNSNDNAPT
KLQAETTLPSPPNANFSAKHHTDEGAAKT ILDA I PLSGAAVTEENPTLRHTTDRP IQTTQVEATFAKPE
NNAAPRDSNSSSQ 1 SKGASSTSNESVTQNAVDKEVETTPDGTNNTASETNNSTKAPDNATNK INTVTLT
DGDSSTAASHTTSPLLLVVVACAAAAAVVAA*
>Tc00.1047053508221 .660]S001 | A---H-ECD| 18
MAMMMAGRVLLVCALCVLWCGAGGRCEENGADVVSGGGPGTGNDDKNSEALRSPDLSSLERQEEGAGGA
AGGFADAQGGKD I STSSPGTN I LKVEKVDLVVDPPNP I ENQNKSKDSTKAGTGTTNQTAPPSKPQSPPP
AGPPPPPLPEAEGVKL TKTPEKQDSSVGHQSTQHHTVPQVKELKQQEQNTQNQ I INEKHESQRLQVQEE
KEKQRSEEQLEQRERPHEEERDGEDLQEE IRDQQKKQEQQEEEHEEAQEEHVDSTKQEKEQDQQQQHQQ
HETFAKKSDGP I KNETAVGSNSTANTDDSDGSTAVAHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508221 .960]S061 | A--TIFECD|52
MMVTGRLLLLCALCVLWCGACGGGCSEAALALPVTGESEDNKRKGENNTTDDVGGGGPTGQPAVTQPAA
GSVPVSGTEAESALQPAAQALQSVAKASGTANATTENNKNT TKKEDK TDNDELKNEEKEEEEEEEEEEE
EDEVEVDDGKEKKEETEEEKKEEEKDDTGTTER I SERGQEEP I SPSRVEEASNKTKPQRTQTTGDKDPA
ADGAGTQEEKQNENKEANPKKTPVEATAMKTTTPTTGDSDSSTAVSHSTSPLLLLPLLVACAAAAAVVA
A*

>Tc00.1047053508221 .970]S065 | A----FECD| 1
MMMTMTGRVLLVCALCVLWCGTAGAAADGSEERADLSG I GGGSLPELKE I GKSPEEPQGKKDEAGDVKG
KKHPASSEDKEEDDADGDEEDYDVVDDLEEEEREEETVETAETE IPNDPTKEEASSPPQSKHEKAPAAA
PAEGIPTAQSPATPVQPTTQGQPPTAAPSPEDSPVPAALAATAAPKL TSSEQGNTPAAARKKDEKQSED
1 DPAQESEQPDPQDVVLVQQSQGVHESKESNSNPRNPASASATANQRDATFNGRGEPAQTTSSTKSGFE
SNDDNSGTEEG I TSDDPTADGAGKNDTKNSKNKHGNTKETPVEATAVKATTATTGDSDSSTAASHTTSP
LLLLLLVACAAAAAVVAA*

>Tc00.1047053508221 .1010]S025 | A-———-- c-117
MAMMMTGRVLLVCALCVLWCGATVVGSVANDVVDGG I KEGPLGGSQSDFRDEKAGKPELSESVDEGLGS
AGHSLDTRSGTNVSEQGNLVNEPPTGNVGKEEVEGEALGTQRNEVHEQQVEEEGKEL TVKQKSQTKDKG
TLPQSTPPTTAGR I TSPPPTPALMQGSPRTPGQPKENSQKSTGQPPKLQVPPAKSPSQASDLGEADAGP
VG IKGTGRNV 1 GGSLDKNKDPKGREGH I SGPPSGGASLSP I SNNGDASQMNGGAPSTQDTKSLKNNEQS
GPTTYSGNAPLNRETPETSTPDAKQHSSETQENETSRVADGDANYTAAGQSAVGTKGSSGVSTTASNAP
TTLQPQLPASPVPPTATVTGAPAEKPTAERSPPPADSTTGGNLAATTTAPTNDTTTKPGDSDSNTAVSH
TTSPLLLLLVVVACAAAVVAA*

>Tc00.1047053508221 .894]S047 | A--TS-ECD| 8
MAMMMAGRVLLVCALCVLWCGAGGRCDGGETAGLGSAEHLPESQEPGTSPEGTQDLQDEAGGVVETAVP
STSSEDEDKEDASEENEHEETEDGEKKS I ERQGDQGGTVASDPNSGEKNL I GSGQENNPAIVPAGG I SP
SGSQESNANPSQPEVDEKKETEKSLPAVENAHTPGNRENTLPGGVAGGNPPSPPEDGVASREHDGEDTT
SGDKKNVPSPETAATPQSHRDKGSEGTGEDTKATTVTANTTDTTSTQNSDGSTAVSHTTSPLLLLLLVA
CAAAAAVVAA*

>Tc00.1047053508221 . 104 | SO97 | AGWTH-ECD | 44
MAMMMAGRVLLVCVLCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGYNKTAITVLLRSVLP
I TAVEASDGGDSAGGTQNSSNSSETSDAGASTASGPGAFAAGDSGSGDFDAGPGAPAAPGGGGSGTSAG
DHGAGSVSSGSSEGPSAPPVAPPVASPAPPGTSGGPSASVDATVVDTSAGRSGGTAGSPGTNPSNT IGD
SQTEDQTPAAEANDSSLPEGAAGTTSGTEHTRKEEEEEEEENEKQQQSDETQVQQQQQHEHPAESGEES
AKDKNALRTNATANTGDSDSSTAVSHTTSPLLLLLLVVVCAAAAAVVAA*
>Tc00.1047053508229 .30 ] S002 | A-—-S-ECD| 19
MAMMMTGRVLLVCALCVLWCGAGGRCDGGETAGLRSDEPPPESQELEKSPQVTQDLQDEAGGVVETAVP
STTTRKDEEDGDDGDKGTEGEERTKGQGGQGGKAAPDPDSGERDLSGSGQQTHQS I LSAGD I SHSDSQE
SNANPTQTEVEGKNETDENTPAAENAL TTVNGEHTLPAG IVEGNLPSPSKDSLASRKQDGEY TTSEGKE
NVPSPATAATLQSHRDKGSEGTGEDTKATTVTANTTDTTKPGDSDGSTAASHTTSPLLLLLFACAAAAA
VVAA*

>Tc00.1047053508243.10]S016 | A-———- EC-]10
MAMMMTGRVLLVCALCVLWCGLVSADAGGDDFSGGHG TLGGSGVGADGRPSVPVGGEVSTGGTKDECSL



GSGGGSPVSASPACKSLLSDAENPGGEAFNDTKKGLSRVEEDPDAEQDPPQPGSHVVSTAEVPAPGQPN
SEAQEQSSGTLRTEEGRNNGDGGTTAKEEVTGVESRGTADLYPNDSRPSKAARPVTGEEKGTEKQAASK
ASLTPAEGRGTSAATDQKVELPKEKAASSAGATKNRPPVGQQQTEPSSPFTSGSTSTLTPEKEPAEEVH
SNNNQPPGDAVPTEGTQHETLPGDKTQTEPATTNNKL I DAAPTGDSESSPTAPPAGESDAATTTTPNNH
DARSLNNNGNNAFTEEVDQKEAARKPKSAPHS I DTAAANSEASTAAVN I STNTKNKTTTGDSDSSTAVS
HT I1SPLLLLLVVACADAVVAA*

>Tc00.1047053508243 .50 S126 | ANQ----C~ | 2
MAMMMTGRVLLVCALCVLWCGAAVAVLSADGAGGGDGSAGEYLPLQWRTRFLTECAEEVGRRTGGRANA
SSVEECVRQVMESLHAAVDGRSRWRRQLSAVAVAAAAEGGGKENPNTVEDEKTSETLATSGKASTGKKT
AVASEQTSVNPAPA IVPPARE TLVQGKHNETNAKEEKEEEGGEKDDSEEEEENHKEDDEEEDAEEGEKA
EEREEDKKGEESEKNTKEEEAKYGVEEDEEDKEKDDDNT SEGMPAVSQEKRNSTSGPEGAPNKTNTEGT
QTPGDIDGSTAVSHTTSPLLLLVVVSAAAAVVAA*
>Tc00.1047053508245 .40 S017 | A-—-S-EC- | 13
MAMKMTGRVLLVCALCVLWCGAGGGFANDEKSGPGNRAELPLASQGPETAPQDSQGSQNRAPGEEENLT
SVLGEEADGDDVDREKKAEEEE I TERQGSEGGTAAVGSDSSETNLSDSEQETGQP I VPAGS I SPSNSQE
SNANLTQTEVEGKKEPDKNTTTVEGALTTVNGEHTLPAG IAEGNLPPPTEDSVDSREQDGEEATSEGKK
NASSPETAATPQRDREKGSEGTGGDTKAT IVTANTTDTTSTQNSDSDSSTAVSHTTSPLLLLLVACAAA
VVAA*

>Tc00.1047053508245 .70 | SO87 | AG--YKEC- | 7
MMTGRVLLVCALCVLWCGACGVYARELDNKNAVGDCMASGVLGANRLRVPSVCDKVAISLPSRMVSFIT
AAEASTNDDASDVVEGNPASPSGAAAAGSVSGGVGGAGGSRGGGYTSGGSGNSAGGSDGNRNTSEDPKG
GGGGFLQSPPSVDPHSPR I PNGVGESQNTEVSLSTEET I SPEAAAEPGSTASPGDTPPKVETQDKSEPK
EEDKDPSFTQAAAPTSVNGKASTGERNQQNDVGKVDHSSNQTPPPAPPSAVTSPVLSKEPAPPGKEPSP
SNVSLPAPNVPQTTKGQEQKPS I LTTKKESKTPE IPSEDNVLQQQGQNTTTEGLMENSSPGSQARNTEP
STSTSGTGEAQ I TADADNAQRPNPSESQDDLEGTD INNSPTADEAAPQSAI TLTTAQKNETATVGDSDG
STAVSHTTSPLLLLLLLVACAAAVMAA*

>Tc00.1047053508247 .80]S025 | A-————— c-117
MAMMMSGRVLLVCALCVLWCGLVSADAGGDDFSGGHGTLGGSGVGADGRPSLPVGGD I STGGTKDECSL
GSGGGSPVSASPACKSLLSDAENPGGKALNDTKKGLSRVEEDPDAEQDPPQPGSHVVSTAEVLAPGQPN
SEAQEQSSGKLRTEEGRNNGDGGTTAKEEVTGVESRDTADLSPNDSRPPKAARPVTGEEKGTEKQAASR
ASLTPAEGRGTSAATDQKVELPKEKAASSAGATN IRSPVGQQQTEPSSPFTSGSTSTLTPEKEPAGEVH
SNNNQPPGDAVPTEGTQHETLPGDKTQTEPATTNNKL I DAAPTGDSESSPTAPPAGESDAATTTTPNNH
DARSLKNNGNNTFTEEVDQMEAA I KPQSAPDGTDTAAANSEASTAAVN I STNTTNKTTTVDSDGSTAVS
HTTSPLLLLLVVACAAAAVVAA*

>Tc00.1047053508247 .130]S108 | ANP---EC- | 1
MAMMTGRVLLVCALCVLWCGVSVVMASNVGGLAPHAE I NVFFGRWYSLMMGDCENTSAFENGTVNESAV
EECKREAKKALCDFFYGDHSGEHDASHLHS I CSPDVGSGGAVDQQAQEQ I LTLRETGNPAPPTTPQGLS
EESPDTPPTPASAGASSQAPP I QASTEPTVLAKQAEPNTAGSVPPKQSQGGAEAMRPPQEPPKVSS I HD
TATQRDPPTEDRAEQTLPPAKANDNSSDHSEEGTAEESTVDTPASGAVQTEGNESETPGSGLKKTKTPH
TTVEGSN IVKPGDSESSSTAPPAGESDAATTTTQNNHDARRLNSNGNNTFTEEVDQMEAA T KPQSAPDS
IDTAAANSEASTTAITISTNTTNKTTTGDSDSSTAVSHTTSPLLLLLVVACAAAAVVAA*
>Tc00.1047053508253 .10 S082 | A-—-YKEC- | 17
MVMMMTGRVLLVCALCVLCCGAAVVVSAADGADGPEKEGKESAEDSGSESPDSQEELLGSSGSVDGRPE
SAGQLLDKKGG INSHQQVDSV IHPSTGDERRVEEKEKEKEGDKNVSGALENLKKDEETSPLPSNPPEGY
GILPPP IPPASNDGHVDG I PADGG I VGNVLLSPPSAGTSRQSPNPTVGDNLQNTGVASFNQENKSSGTG
KQLGPTTAGTTLPKVDVQKVS I PASEQQRDRSASQDAARNHFFGGGETENEADRSDVATEGPSKQTPGN
QTLPQIKTTPEPPTAPPSQERPHVKPQEELSPTPDVPAEGKSLPAPRVSRTPTEETHKTPLSETNTEPE
TKLQPLKDEVQEQNGSPTNQSHLLKNAATDRLAETTASS ISK I GSDDAQRPSSNEPQDGSETANTDVAL
TVGEAAPQTAKPVTVAQANDTVTPGDSDSSTAVSHTTSPPLLLVVACVAAAVVAA*
>Tc00.1047053508261 .50 ] S097 | AGWTH-ECD | 44
MAMMMAGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASNGRDTTVATPNNSHSSRTSNAGASTAGGSPGVPAPPAAAAPGGSPGGGAPGGSGTSTGGHGT
GG IPPAGSPAVPAAPGVDSSAGSSGGTAGSSGSNPSNTTGDSSTEDQSYAAAEANDTSLPEGQVGTTSG
TGHTRQEEEEEEEEENEKQQQSDETQVQQHQQHEHPAENGEESAKDKNALRTNATANTGDSDSSTAVSH
TTSPLLLLLVVVACAAAAAVVAA*

>Tc00.1047053508261 . 130 S095 | AGWTH-EC- | 7
MAMMMAGRVLLVCALCVLWCVAGGVYARDFDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASAGEGDALATKNNSHSSETSNAGASTAGSGGGDSSGSAGASGSGSAGAAGASGGSGTSTGGSG
SGGGGGVGPAGPSAGGQGNGG I SPASSGPAVAPSDPPAGSPSAFAAPSGPAAAPGVNSSAGSSGGTAGS
PGSNPSNTTGESPTGNQSSAAAAPNDSSPAEGPEGTTSGTGHTRQEEEEEEENEKQQQSDEAQAQQHQQ
HEHPAENGEESAKDENALRTNATANTGDSDSSTAVSHTASPLLPL IVVVACAAASAVVAA*
>Tc00.1047053508289 .9 ] S097 | AGNTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASTGEGSPDGGAGAAGASGDRGATGDTSGSGGPSASPAPPAAAAPGGSPGGGSGGGSGTSTGGT



QNNSNSSENLESGASGGGPAAGGGGGSGGGGGRTPTGGHGTGG I PPAPAAPPASPPAPASSPAPAAPGY
DSSASSSGGTAGSSGSNPSNTTGDSSTGDQSSAAAEAHNSSLPEGPEGTTSGTGHTRQEEEEENEKQQQ
SDETQVQQHQQHEHPAENGEESAKDKNALRTNATANTGDSDGSTAVSHTTSPLLPLLLVACAAAAAVVA
A*

>Tc00.1047053508293.80]S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASAGKGDALAPKNNSNSSKTSDAGASAGDGSGGATGASGGPVPGSAGASGSGSAGAAGASGGSG
TSTGGSGSGGGGGGGPAGPSAGGQGNGG I SPASSGPAVAPSDPPAGFPSAPGAPPPPAPPSGPAPAAPG
ADSSADRIGGTAGSSGTNSSNTTGDSPTGDQTPAAAAAHNSSLPEGPAGTTSGTGHTRQEEEESEKQQQ
SDEVQVQQHQQHEHPAENDEESAKDKNALRTNATANTGDSDSSTAVPHTTSPLLPLLVVVACAAAAAVV
AA*

>Tc00.1047053508293 . 140 SO97 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
1 AAVEASDGKGGSAGGTQNDSNSSGTSDAGANGSAGASPADGVPAAAVPGASGTGSPRAGGGGGSGTAA
GGQGAGSVSSGPSAAPGGGGGVPSGGGGGGSAVGGPAGASPGYGGTSTGGTQNNTNSSENLESGASGGG
PAGGSGGTPTGGDSGGGSGGSSGSGGSSGTPTGDQGTGDVSSSGGGGGGGEGGGYSPTGGQGTGGTSAA
VPGATVVDSSAGSSGGEAGSSGTNSSNTTGESSTGDQTSAAAAAHNSSLPE | PAGKTSDTGHTRKEEEE
MQQQSDETQVQQQQQHEHPAENGEESAKDKNALRANATANTGDSDGSTAVSHTASPLFLLLVVACAAAA
AVVAA*

>Tc00.1047053508295 .40 S012 | A-—--REC-] 10
MAMMTGRVLLVCALCVLWCVFSSVSADARDDFEDSGQAVVGSVGQPSSPVAGHGDNGVVTDGSSLSSGS
HLPGSAPTGGKPPLPGVGEGVGLNESKDALTLAQEGREVVQDQHELVPQVSHHTDAGTGGKSDPNAPEQ
SPNAKTELEDGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGTVEQAASTAALT
PVVGRETPPKGDTKEDSPEDKAATGAGNTQD I PAVSQQQTHSSSTPTAGNGL TSTLGKGRAAED ISSNN
ERSGKALLQEGAEHETVAGSQSQT IPAATARNTLGTTVSGDSDNSTT I TTAVRSDTGTEGTPTSNHPNR
QS IEGATSPGMNSDGEAASTKKYDTVSQSAGSSTAPTTNNKTRDTASHGNSDSSNAVSHTTSPLLLLVV
VACAAAPVAVVAGPA*

>Tc00.1047053508305 .20 | S099 | AML-VFECD | 25

MAMMMT GRVLLVCALCVLWCLSGFGAARDNRCGEGGGDVFTHAKKDGDDRVRLKADCGLLSTRMGL INA
VAAGDDGEDGSNNAVLEKTEKSLHSSVLAGPGD I AAPGAKGVEGAAGAGLPPSPSGPGGSGTGGEQRQS
EQLDTKGKGEGGKRDEKGGKAAESQQQRPDQSSSSGSDGPQGGKELALKEKSESTEPSVDTPTQEDEVE
TEETNVSEKEEPGGDEGKNNNVALTVTSESQAKLKKTQTATPPTTQVNERSRTEDLGYPQQPKGVQSDI
ESKYNSQTEDGVS I AANQQNEPSDDHGKSG I PSPTANGGAANNETDNSTEDG I SNSDPAADATGTREGK
QNENKDANPKKTPVTAAAMKTTTATTGDSDGSTAVSHTTSHLLLLLVVFACAAAAAVVAA*
>Tc00.1047053508305 .50 S067 | A--- I FEC- | 4
MAMMTTGRVLLVCALCVLWCGAGGGGRAETPSSPSLETQPEKSTQKKEEVVAGDVDQSSKPVAPKEPTP
KASELPEKPANSLQPQQPGGASKAASPTTDSMVQNTEGKNEEEEEEGDDTKEKEETKKEEETVTSITGG
1 SAGGQEQPSLSSAAEGASN I TNPNSTQTTGDGDPAADGAGTAEGKQNENKDANPKETPVTAAAMKTTT
ATTGNSDGSTAVSHTTSPLLLLLLVVACAAAVVAA*
>Tc00.1047053508309.10]S061 | A--TIFECD|52
MAMMTGRVLLVCALCVLCAGAGGGGCSE I PRAPWDTPPGNNTKNDNSTVVGAGEVVKSSAPAKSQLPAE
SVTDLRVVAAGADTSAAQQQEKQASEMQEKGEDGEEDNEEGEEEYEEEE I DEGEDDAKKEESETKEEKQ
DKEREEEK I KEDDADATNGMPAGGEEQPSLSSGAEEAANQKNLKSTQTNGDDDPAADVAGTAEGKQNEN
KDANPKETPVEATAMKNTTATTGDSDGSTAVSHTASPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508313.30]S010 | A-—--RECD| 22
MMTGRVLLVCVLCVLWCGYSLVSADAGDDREHSGQGVAGSVGQPPSPVGGHGDNGVVTDGSSVSSGSHL
PGSAPTGGKPSLPGVGECVGLNESKDAL TLAKEGHEVVRDQHELVPQVSHHTDAGTGGKSDLSAPEQSP
NAKTELENGGGVCGDDAATAEGEV I TTVNEEQLGGSSTSDSHPPAADRGAKEQEGTVEQAASTAAL TPV
VGRETPPKGDTEEDSPEDKAATGAGVTQD IPAVSQQQTHSSSTSTTGNGPTSALGKGRAAED I SNNNER
SGKALLQEGAEHETVAGSQSQAIPAATARNTLGTTVSGGSDNSTT I TTAVRSDTGTEGTPTSNHPNRQS
IEGATSPGTNSDGEAASAKKYDTVPQSAGSTEAPTTDNKTRDTASHGDSDSSTAVSHTTSPLLLLLLLY
CAAAAAVVAA*

>Tc00.1047053508365 .40 S010 | A-—--RECD| 22

MMAMMT GRVLLVCVLCVLWCVFSSVSADAGDDCEDSGQAVVGSVGQPSSPVAGHGDNGVVTDGSSLSSG
SHLPGSAPTGDKPPLPGVGVGVGLNESKDALTLAKEGREVVQDQHELVPQVSHHTDAGTGGKSDLNAPE
QSPNAKTELENGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGTVEQAASTAAL
TPVVGRETPLKGDTKEDSPGDKAATGAG I TQD I PAVSQQQTHSSSTSTAGNGLTSTLGKGRTAEDISSN
NERSGKALLQEGAQHETVAGSQSQTIPAATARNTLGTTLPGDSDNSTT I TTAVRSDTGTEGTPTSNHPN
RKS I EGATSPGMNSDGEAASAKKYDTVSQSAGSSTASTTNNKTRDTASHGNSDSSNAVSHTTSPLLLLY
VVACAAAAAVVAGPA*

>Tc00.1047053508365.160] S018 | A-—SERECD | 3
MAMMAGRVLLVCALCVLWCGAGGRCDEEGTAARGSGGGPPLASKQPETPRVGSEGVKNGVTVAKENV IP
TPPLP 1 DGDAEVDEDEDDDDDDNDNDADGEEEDNETGESKEKSTEGQ I NKGGKVPPDSDSREKNL 1GSR
QEKDQS I VPAGD I SHSKSQESNANSTQTEVEGKKDADKRPPSAENAL TTVNGENTLPEG IAGGNPPSPP



EDSVASREKDGEDTTSEDEKNVPSPESAATPQSHRDEVSEGTGEDTKATTVTTNTTDTTNKQNSDGSTA
AATVVQPEDGVESDPANNDLSPPSTEVAAQLSMTPDAEGASNNEENTDTQIAGNPNVT IATATQTNDTA
KPTDSDGSTVASHTTSPLLLLLFVACAAAAAVVAA*
>Tc00.1047053508365 200 S010 | A----RECD| 22
MAMRMTGRVLLVCALCVLWCVFSSVSADARDDCEDSGQAVVGSVGQPSSPVGGHGDNGVVTDGSSLSSG
SHLPGSAPTGGKPPLPGVGVGVGLNESKDAL TLAQEGREVVQDQHELVPQVSHHTDAGTGGKSDPNAPE
QSPNAKTELENGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHSPAADRGSREQEGTVEQAASTAAL
TPVVGRETPPKGDTKEDSPEDKAATGAG I TQG I PAVSQQQTHSPSTSTTGNGLTSTLGKGRAAEDISSN
NERSGKALLQEGAQHETVAGSQSQTIPAATARNTLGTTLPGDSDNSTT I TTAVRSDTGTEGTPTSNHPN
RQS I EGATSPGMNSDGEAASAKKYDTVSQSAGSSTAPTTNNKTRDTASHGNSDGSTAVSHTTSPLLLLY
VVTCAAAAAVVAA*

>Tc00.1047053508375 .10 S006 | A-—-REECD| 1
MAMMMTGRVLLVCALCVLWCGVSVVAVPAADVSGGGDGGADVSGRQPKPPQLETTPSN I QDPKRPSANY
DEPMLEVAATSLEGTGGDDVEDGDGEDEEEGQLVRKDNEG IRAQEQHDEHDRQNDQHDGEKERNANDPK
SGKEGKTPGKDPAKETGLQSTPEDDSPSHLPNDARRGNTQEPRNASPPGNDDRKQDSLNVSQDAP IKFT
PDT ILSSSSTGGNGADNSHENQREAKNAQQASAGVKQHDAESGEKSAAPTKGEGESQLPVTADEKTSNT
TIPGISVSSSAATTAVRSETSTESSRT I SDLSPSSSEDDALPKNTPDGDDASH I TEDVVSP IAGTPIPQ
QTAAQTNHTPTPDDSDSSTAAPPAGESDAATTTTPNNHDARSLNNNGNNTFTEEVDQKEATRKPKSAPE
STDTAAANSEASTTAINISTNTTNKTTTGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508389 .50 S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNAVGGCMASGVLGENGSHMPDGCNKTA I TMTLRSVLP
I TAVEASAGTDNTVV IQNDSHSSGTSNAGASPGGHSAGGGGGTSAGGQGSGG I SSGSSASPPVPSGGPP
APPAGSPPPAAPDPPAAPAVSPALTPATPGVDSSAGSSDGKAGSSGSHRTNTTGDSSTGDQTSAAAAAH
NPSPAEGSAGTTSGTEHTRQEEEEEEEEEDYEKQQQSDETQVQQHQQHERPAEGGEESAKDKNALRTNA
TANTGDSDSSTAVSHATSPLLPLLVVACAAAAAVVAA*
>Tc00.1047053508389 100 S132 | ANQ-H-EC- | 3

MAMMMTGRVLLVCALCVLWCGFSG IAADFVGSTNGSAGEYWVSWW I TQLRRECAEEV IRRTGGRTNVSA
VEECVRQGMDGVRAVLDGRSRWRPQRSAVVVVVVAAEDGGDPVKNGDSSERSFSSEQSLQAGRVLPAGG
GGGSGSLPGGEGGTGNNPPPPHSPPTGPSLPTLPEKKASSSAAAEEEEEEGVKSDPKNNENNPGERLQD
RETP IDNQHTQNPEE I PPGKKLNEEHNKTKQPPQGDDQPPKVEE I TPRKPVEEPP | EKEDVDEPDAGAA
ERNS I ESHLEATRKHAEKPLAGSEHVDKENDDQKEEKEKKREEQEDAHVQQQNGKHDTLHGLP I EAGAT
QGSLANSPLEELQQKQTSAGSTKQLEGEAPL INADGTSNGNNDLSLPSVSARAGVAGAHEAAKGNAEVQ
NNAESTETAVNKKDDSNEHL TENDKESAKDKNALCTNATANTGDSDGSTAVSHATSPLLPPLLLVVACA
AAATVVAA*

>Tc00.1047053508389 . 130 S095 | AGWTH-EC- | 7
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMGSGVLGENGSHMPDGCNKTA I TMPLRSVLP
I TAVEASAGTDNTAVV 1QNDSHSSETFNAGASGGPAGPGAPDVGGGGDSGGEGSSGPGASPPVPAAPAP
GPSGGASSGDSGDGGNSGGGGGGAAGASGGGGGGGSGSGEGGSGSSTDDHATGSVPSSSSLASPPAPAA
PGDGSAGGHDTGGVSSGSSVPAHPPPAAPPAAAPPAAPVVDPSAGSSGGKAGSSGSHPTNTTGDSSTGD
QTSAAAAANDSSPAEGPAGTTSGTEHTRQEEEKEEEEEEDHEKQQQSDETQVQQHQRHEHPAENGEESA
KDKNALRTNATANTGDSDSSTAVSHATSPLLPPLLVVVACAATTAAVVAA*
>Tc00.1047053508389 . 154 | SO97 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCSAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TMPLRSVLP
I TAVEASAGTDNTVV I PNDSHSSETSNAGASPAVSSAGGGGSGGGAGGSGSGVGSAGGGSGAGGGSGTS
AGDQGSGG I SSGSSAALPAAPAVSPALPPSDPPVVDSSAGSSDGTAGSSDSNPSNTTGDSSTGDQTSAA
AAANDSSPAK I PAGTTSGTGHTRQEEEEGEEEDHEKQQQSDE TQVQQHQQHEHPAENGEESAKGKNAIR
TNATANTGDSDGSAAASHSTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508427 .20 S061 | A--TIFECD| 52
MMTMTGRVLLVCALCVLWCGAGGGGRAEPTQVPPGTKSSEVSGSESDKNSKGAAGGGGRSDQSKVLKEK
SSSVQDATGVAAENAIKTEAQVSSTADAEKKKEDKTQVFEDVGEKKGKEQEPKGEEEEE I EQGEGEGEE
ERREEDKDEEEQEEKRNGQKEEEVEKKEDAGAGTTEGMSAGGREQPSLSSGAEGASN I TNPNSTPTTGD
GDPAADAAGTREGKQNENKDANPKETPVTAAAMKTTTATTGDSDGSTA I SHTASPLLLLLAVACAAAAA
VVAA*

>Tc00.1047053508427 .40 ] S061 | A--TIFECD |52
MAMMMTGRVLLVCALCVLWCGAGGGGCSETPQDPPGGASQGGNNLDGTKNTTNGAGGGVNSGATAKSQL
SAESVTD IMVAVAGADT SAAQQQEKQASEMQEKGEDGEEDNEEGEEEYEEEE | DEGEDDAKKEESETKE
EKQDKEREEEK I KEDDADATNGMPAGGEEQPSLSSGAEEAANQTNLKSTQTNGDDDPAADVAGTAEGKQ
NENKDANPKETPVEATAMKNTTATTGDSDGSTAVSHTASPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053508453.10]S055 | A--T---CD|5
MMMMAGRVLLVCALCVLWCGAGCCAEESAGGVLPGASGGGAGSLQGSQP IVPEALKNSDLKASD INDKT
EETP IKVPLAEQEE I SDDDDEGEDEEEGPSPPTPTKGGGGVQPQANNGKLKKENESELQTENQRHVEVE
RQNPSEKETVDAGEAGVNQQNEGSRLKPQHQK I PVQEEDTRNVEGNQPTQEKEQQTNVEE I TPHNPAGD
HSPGEHKGNDGSNEGEEKDGEEGVEDHEGHRDQVREEAAHVSGAPKVNSAD 1QQEVQRTHAGGTLTG 1K
QKTGEEKDDETEEEREQQKEQNQENPPGKEQKTKTGANTTNQ INTTPADSDSSTAVSHTTTSPLLLLFV



ACAAAAAVVAA*
>Tc00.1047053508493.110]S080 | A---YKECD | 24
MAMMMAGRVLLVCALCVLWCGAGGGGCDDTPQALLSGSGGGTVVGTGAGPSGGADNGLFASEPNGESEG
DRLERTDLGQINSSPRGGTVGLDNKLAVMPVGSPVTRNQVLSNEALSLQSPPSPKPSAPELQNLPEGPP
LSGGSQGGEADNAVGGVGPSGSSSGSGVKSMVSASFSACTLSPPNPVDWDVLQGGKGTTATLSMDSSEK
SVKSQSAEPPAPAQPNLDRQEASTSNAEDHSP I KPHTAGNQVVNGGATEKENTQRAAVTGGPSSDTQPT
TLQAAPQEQPKTEL I 1VPAGKERATDPRTREKEERDSKKAPPPPPPASSAGGTPAAKELQISTEEMHQT
SPSEAQKELLGQETPSKDDAEEQNTEGTAASDSVKDEAASSLVETTAPP I STSGGADTKSVASEDADNA
QQPNHKETHKDPEPQNTSPAFTATEALPQTAIPLTTAPTNDNTTPGDSDSSTAVSHTTSPPLLLLVVVA
CAAAAAVVAA*

>Tc00.1047053508501 .80 SO80 | A---YKECD | 24
MAMMMTGRVLLVCALCVLWCGAGGGGCDETTQASPSGSGGGTVVGTGAGPSGGADNGLVASEPNGESEG
DRLEGTDLGQINSSPRGGTVGLDNKLAVMPVGSPVTRNQVLSNEALSLQSPPSPKPSAPELQDLPEGPP
LSGGSQGGEADNAVGGVGPSGSSSGSGVKSMVSASFSACTLSPPNPVDWDVLQGGKGTTATLSMDSSEK
SVKSQSAEPPAPAQPNLDRQEASTSNAEDHSPVKPHTAGNQVVNGGATGKENTQRAAVTGGPSSDTQPT
TLQPAPQEQPKTEL I VPAGKERATDPRTREKEERDSKKAPRPPPPASSAGGTPAAKDLQISVEEMHQT
SPSETQKLLLGQETPSKDDAEDQNTEGTATSDSVKDEAASSLVETTAPP I STSGGADTKSVASEDADNA
QQPNHKEAHKDPEPQNTSPAFTATEALPQTAIPLTTAPTNDTTTPGDSDGSTAVSHTTSPPLLLLVVAC
AAAAAVVAA*

>Tc00.1047053508539.60]S061 | A--TIFECD |52
MTMTGRVLLVCALCVLWCGVCGGGRAETPPPDSPDNTSDGNTQNEEGTVVGAGGGDQNDQQAAPQAAAP
TTSGLPAAAPSPSPAPQSGREASEKASTTTDNEDQNKEDKKNEEQKEEKKKEEEEEEEEVEKEVEENDT
KEENDTKEENEEETKKEEPVTGTTEG I SAGGQEQPSLSSGAEGASNETNPNSTPTTGDDDPAADVSGTA
EGKQDENKESNAKETPVTATAMKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00. 1047053508539 .80 ] S099 | AML-VFECD | 25
MMMMTGRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVPLKADCGLLSTRMGL IKAV
EAAEAGQGLSVTLPPGEPKETSLDNNQGGGAPGLGGNDVGVGDQPAAAAAPT I GGSGTEEQDRGLEVVD
TNDGNVAGDKKDHEDVSEADSQQQTADQLSSSSSGSSGTEGVKEPALKENSESKETSDSRSQEEED IRS
ESDGREGEAEELVKNEEEPKNDKMGHKSPTETPGGPTNKAELQTATTQVNGDSSPETLGDVQQPEEVQG
EKDSNNNSQTRSAAT I AANQQNEPSADHGESGPPSPTANGDAANNDSDKSTEDG I PNSDPAADVAGVAE
EKQNENKESNPKETPVEATAMKTTTATTGDSDGSTAVSHATSPLLLLLLVACAAAAAVVTA*
>Tc00.1047053508539.110]S070]A--TIFEC- |13
MTMTGRVLLVCALCVLWCGAGGGGRAETTSPASPASPGNTSDGNTQNEGETTGVAGEVVQNGKPAAPQA
PAPTTSGLPAAPASPSPAPQSGGEASETASATTDNKGQNTEGKKKEEKKEEEEDKEEKEENKEEKEEDK
EEKKNEEEREPVTGTTEG I SAGGQEQPSLSSGAEGASK I TNPNSTQTTGDDDPAADVAGTAEGKQNENK
EPNPKETPVTATAMKTTTATTGDSDGSTAVSHTTSPLLLLLVVACAASAAVVAA*
>Tc00.1047053508539.160 ] S061]A--TIFECD|52
MAMMMTGRVLLVCALCVLWCGVCGGERAETTPDSPGNTSEKKPQNEE I VGATGGGDQSSKPAAPQEQAP
AASGLPAAPANSLQETHSGREASEKASET I EKKDQKEDKDKGEEGEEDEEGEEDEEEEDEDKEEEEEEE
EEEEKNDTNEKEEEEEAVTGTTEG I SAGGQEQTSLSSGAEGASNKTNPNSTPTTGDDDPAADGAGTAEG
KQNENKESNPKETPVTATAMKTTTATTGDSDGSTAVSHTTSPLLLLLVAACAAAAAVVAA*
>Tc00.1047053508541.20] SO70 | A--TIFEC- |13
MMMMTGRVLLLCALCVLWCGVCGGGRAETTPPDSPDNTSHGNTQNEGETTRVAGGGEQSGQPEAQQAAA
PATSGLPAAPPNSLQTTQSGGEASEKPSETKEKKDQNKEDKKKEEEVVEEEEEEDEEERKKEEEETKKE
EPVTGTTEG I SAGSEEQPSLSSGAEGSSNKTNPNSTPTTGDDDPAADGAGVAEGKQNENKEPNPKETPV
TATAMKTTTATTGDSDGSTAVSHTTSPLLFLLLVAFAATTTAVVAA*
>Tc00.1047053508541.90] SO78 | A--TYKEC- | 2
MAMMMTGRVLLVCALCVLWCGVCGGGCDGGE TAVPRSGAGGPPPGSAELGTPLQDTQELNVESPDINGK
VPSQSSPR I EKADDEDSDDEDREGKDKKDEKEKNKVQPEKDEGKKKEGPPPPPPPPPPPAPPPPPGGPA
PSSTAVEGGPTAEKENLQKVTKKDSEAPEAPSGDATQGQHSHDTDTEDSTKNAATGSPAEPTTTLSTSA
SGSGDHVQNKADEDDAQSSEEQHDSVETGNANDVPTLSEEAPQTAET ITAARINVTTTPGDSDGSTAVS
HTTSPLLLLLVVACAAAAAVMAA*

>Tc00.1047053508541.110]S068 | A---1FECD| 10
MMMTGRVLLVCALCVLWCGVCGGGRAETTPAASPGNTSDGNTQNDSTGVAGGGVQNGQQAAQQAAAPTT
SELPGTPPSPSLAPQSGGKASEKASET I EKKDQNTEEKKKQEKKEEEEEKEEKEEEEPVTGTTEG I SAG
GQEQPSLSSGAEGASN I TNPNSTPTTGDDDPAADVAGTAEGKQNENKESNPKETPVESTAMKTTTATTG
DSDGSTAISHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508541 .130 ] S100 | AML-VFEC- | 15
MMVMASRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMGL IKAV
EAAEAGQGLSVTLQPGEPKETSLDNNQGGGAPGSGGNDVGVGGQPAPAPPAAPS IGGSGTEEQVGKLEV
VDTNDGNVAGDKKDHEDVNAADSQQQTADQLSSSSSSGSSGTEGVKEPALKENSESKETSDSRSQEEDD
LRSESDGREEEAEELVKNEEELKNDKMVHKSPTETPGGPTNKAE IQTATTQVNGHSSPETLGDVQQPEE
VQGEKDSNNNSQTKSAAT I TANQQNEPSADHGESGPPSPTANGDAANNDSDKSTEDG | PNSDPAADGAG
TAEEKQNENKESNPKETPVTATAMKTTTATTGDSDGSTAVSHTTSPLLLLVFACAAAVVAA*



>Tc00.1047053508613 .74 | SO08 | A-——-- ECD|43
MAMMMTGRVLLVCALCVLWCGAGGGYAWDLSDNETLHEKHYGANGTYCRLNSNYSFCEEKRNASKREQA
ASQAGDGAQRDNDSDQSSAGGSSGGQEQTSEKNVSDRSGGATGTQLQKPGEGGTETPTPTVTAAHSADG
QGNSSEESHLGQPEGTAGEGTQASQKPGEGGTETPTPATVTAAQTSATRTPDDSDSSTAASHTTSPLFL
FLLACAAAAAVVAA*

>Tc00.1047053508735 30| S016 | A-——-- EC- |10

MAMMMT GRVLLACALCVLWCGAASANGSDAAE THEDPSRGLQSAPQLGPAKQPEETKP IEGVSNTAEQS
LDAQEVKNGNPPKGSVKQTPTQNGGMEENLKKGEGKKSEKDEKAEQELEGDQEQPLTRKDTTEDEKETT
PALPENKEPPPPPPAGAATPPASDGNHPGDSSKLRNSASDGD 1 QPAADRMHSGGGAGS I RNGGGGKQSG
QSGVSGGDHLPNPSSSSGSFPRPPTHDGKGAPQDPGEDSSPQNKKSLEKVVQSGASVDSALPKVDEVQK
SEPDPQQ I RPEALVTVGGTGNEARREAEGMNEASSGKQVTNEKEVLSPPAGGSAPDPNGTHNSPETNAV
NSASENEPESNSLERPSGDGEAGQQDKEADTQGTQETEVTQGTAASPVSTSGSGGAQSEADADGDDPQR
PNPEGPQNDGTEAGDTHGPTAASDAAPQAAKA I TAQTNGTVTPADSDGSTAVSHTTSPLLLLLVVACAA
AAVVAA*

>Tc00.1047053508745 .20 S029 | A---VF-CD| 1
MAMMMTGRVLLVCALCVLWCGAAVLVSAAGDVVEMESEGSESLPSGRQDGDGRSHRESEDSVQQESETA
NESLGAGRGKSSERQDGVVSTQPRNSDRTVWETETEKSKSKEEKGNKEKMEN I VTPKQDGK I TELTSTP
EEDRKTASPPAEGAQTQEETPPGVTPPAQNGSSAG I LTATPGKAMV 1 PEGNSKQSQGGKTPANGLAAEM
PSTKKGEAPEA I PSPPTKNEKPEGDSKAK TNAEKPSPEV 1VSVQKTE I LLDDEEVTSNQRNEGLASTTG
NQEGEQSDVHAESTLPS I SAASNAANDDADTDTDKG I PNNDSAAGGAATEERHQYENKEDNTKETKPLR
SAANTSETLPPGDSDGSTAVSHTTSPLLPLLVVVACAAAAAVVAV*
>Tc00.1047053508759.10]S004 | A-—-V-ECD| 18
MMMTGRVLLVCALCVLWCGAGGRCDEVLPVAVSSV 1 SASGVSGAPDNASGQTSSGVAGNPSAEQTQLNK
VGNSAPGSPQLQVDLQTQSPT IQQTHSGAENAISSTTSKPSGEQLQNVPDGVPPGEPEASLGQEEGKNE
T 1ANQQSNGPPSPSSNND I VSRNSGERTEDTSRRAETLVAAPSEEAQQRENVTRSLEQPREASTAAPAV
TTQT IFMTLPKDGESSGVKMSEASPQSARTAQTNHT TTPGDSDGSTAVSHATSPLLLLLVVACAAAAAY
VAA*

>Tc00.1047053508759 .40 S122 | ANQT---CD| 3
MAMMMTGRVLLVCALCVLWCGASGGDGSVDEYSFAGRRAWLRRECVEEVGRRTGGGANVSAVEECVHQG
MESLRAVVDGRRRWRRQQFAVAAAAENTEERVK I NTSNEGEGL SGGNGVESEQAQLQVEDLRTASGDGG
VQPEGAPLEGSNANSVLQTKASPAKEAKQV I PASSSSMRLPSDQQEEEEVEEEEVEEEEVQEEDDNSGK
AGKAQELLGCGQQETLQSSSPPGGNPSASGQGTALTAADNKKNTQLEVAKEKVYLDESAPTEGNPSATK
PSDDKPTIRQAYT IP1SPPSVNFSATLRGTTDRP IPPAQVEATTYETRNNAASHDSNSRTH I SKGVGSD
STEGVAKNAVNTEVSTKTDGTNNAAPDSKESTKAPDSANNK I I TATP 1 SSDSSAAVSHATSPLLLLLVA
CAAAAAVVVAA*

>Tc00.1047053508759 .60 | S068 | A-—- IFECD| 10
MMMTMTGRVLLVCALCVLWCGAGGGGRAEAPQAPSDTPPGNNTKNENSTVVGAGGGYQNGEQAELQEKS
PKASRLPEVQAEASLPPAPKPEGEASETAST TKDRKGQKEEQKTEKKEEKEENEEGEEEEEEEEGETAT
GTTGE 1 SAGGQEQP ILSSGAAGASN I TNPNSTQTTGDDDPAADGAGTREGKQNENKDANPKETPVTAAA
MKTTTAKSGDSDSSTAVSHTTSPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053508761 .30 S010 | A----RECD| 22
MMAMMMAGRVLLVCALCVLWCGAGCVFCEKVSPDGFCDKKSVELSSLANKTDEELKEKCCKNEDDETTC
VNTLKNN 1 SDAMKNEKTKEDNAADRDPKVAHVSGVPVGSSTTKSSTAAGYNNAGVSPP I TPPLKVEGDY
DAKVHSPAGGASHQPHSDDGRSEAERSHHSEAEGSNQHSVGVQGET IHKKEEKTPETGVNFTEARDGTD
GAPPPSQDPPNTTESHEDKSRRVTAPDTTPALNTSPGSNQEQTSQSSSPSGSDTTGSLDKEDPEKNSKN
AE 1 YDAPLKDEGQQRESTAGNEDATTVESAAEQSNTTAPRDSDGSTAAAAAVQPEDGMESNPAKNDLSP
PSTEVAAELSTAPDAEGASNSEENTNSQSVGNPNVT IATATQKNHT TKPGDSDGSTAVSHTTSPLLPLL
LVAFAAAAAVVAA*

>Tc00.1047053508761 .70 S100 | AML-VFEC- |15
MAMMAGRVLLVCALCVLWCGAVFGHATEGYCSEGGGSGLRHTSNGGDDGVS I KADCGLLSTRMGL INAV
EAADEGGLGGDAGSSQDKSKESLQDKKLSGNTEGDAALGSGGVVVADPPPPPAAAPLQKPGERNTGEEG
KQEELDKKGNEAEDKSRGEPGPPKPKPEQSSSSASGGPGTQSDVELALEVTSEGNKFSDDALKQEDAGK
TEVTKLSDGEPEKGKSNMALTE THDSQAEQKEAQLPKPPTLPTTQVNEHYSPGDTVAKQQLKKTQSEMD
PNTNSQTKSAVT I TASQHNEPSADHAGSTTPSPAASGDAANNETDKTTEDG I PKNDSAADGEEKREEKR
NENMNANPRETPVEAAAMKPTKATTDDSDGSTAASHTTSPLFLVVACAAAVVAARE*
>Tc00.1047053508761.90]S010 | A-—--RECD| 22
MMTGRVLLVCALCVLWRGFSLVSAVTGDYREHSGQGVVGSVGQPPSPVGGHGDNGVVTDGSSLSGGSHL
PGSAPTGGKPSLPGVGEGVGLNESKDAL TLAKEGHEVVRDQHELVPQVSHHTDAGTGGKSDLSAPEQSP
NAKTELENGGGVCGDDAATAEGEV I TTVNEEQLGGSSTSGSHPPAADRGAKEQEGTVEQAASTAAL TPV
VGRETTPKGDTEEDSPEDKAATGAG I TQD IPAVSQQQTHPSSTSTTGNGPTSTLGKGRAAED I SNNNER
SGKALLQEGAEHETVAGSQSQAIPAATARNTLGTTVSGDSDNSTT I TTAVRSDTGTEGTPTSNHPNRQS
IEGATSPGMNSDGEAASAKNYDTVPQSAGSTTAPTTNNKTRDTASHGDSDSSTAVSHTTSPLLLLLLVY
ACAAAAAVVAA*

>Tc00.1047053508761.270]S015 | A-—-H-EC- |9



MMTGRVLLVCALCVLWCSVSAVNGDESDENVDFSSGRSEAPQGGSSEVMDGREGLDHKSCSVEPGSEGN
TAECTKATTNDTDAISTNPSLPSHKSSDPNPQTGLQPPAPPTGAGQSHQTNPVQDAGVTRQVRQDVEEV
KTKKGLEEQNKQKNKESHEKQSSREDASV IKGNQLVGQEAALQGDPAQQERKQLEVEPGQPQHETDVQH
RGLSQHDHLLQGHEEVQEKRRRGEEQPQLPKAQKEKVPTASTTEPKSTPQSPPPVKPRGMQQEGSAASS
SDPLKRE IPSVLTKSKPNET I DPPLPQSSAGEGGAAAAL GADEEDAK | RKDAEFPESAATEEDHQHKHS
LKNDGEAKKEKTAFGTNNTAI TNDSDSDSSTAGSHTSPLLLLLHVAAAAVVAGPA*
>Tc00.1047053508789 .80 S100 | AML-VFEC- | 15
MAMMAGRVLLVCALCVLWCGAVFGHATEGYCSEGGGSGLRHTSNGGDDGVS I KADCGLLSTRMGL INAV
EAADEGGLGGDAGSSQDESKESLQDKKLSGNTEGDAALGSGGVVVADPPPPPAAAPLQKPGERNTGEEG
KQEELDKKGNEAEDKSRGEPGPPKPKPEQSSSSASGGPGTQSDVELALEVTSEGNKFSDDALKQENAGK
TEVTKLSDGEPEKGKSNTALTETHDSQAEQKETQPPKTTTLPTTQVNEHSSSGDTVTTQQLQKPQSEMD
PKNNSQTKSVVT I TASEHNEPSADHAGSRPPSPAANGDAADNETDK TTEDG I PKNDSAADGEEKREEKR
NENMNANPKGTPVEAAAMKPTKATTDESDGSTAVSHTTSPLLLVLVVAAAVVAARE*
>Tc00.1047053508789.150]S011 | A-—--KEC- | 2
MAMMMTGLVLLACALCVLWCGAGVGYAEDVDVVSGDPGTRGERGGGDKSSLADGSHGGSGGSNGDSSHE
SESEPSDSASNEKSLNPQVDEDEDPNSSEQPLRQGKEGSKGKQDHSQSAPQNGSPHKVNGAETLDSAAQ
VQLSATPNAELNTNVADGE IASGGSGNTGHNTGLSPNSSDSSAPPVPPAMTVPAGDTNPTASKDLQN 1K
ETTSTTPPSNSKTAAEAPQTPSGNGAPKQHRKESDTPDLKDAPASHTAESTAKS 1Y TMGSDGAQKNEEK
FDNGDQRSNRKETQDGLEDRNTDDAPTASETEPETATTQKNATPKFGDSDGSTAVSHTTSPLLLLTVAC
AAAAVVAA*

>Tc00.1047053508869 .59 S001 | A-—-H-ECD| 18
MAMMMAGRVLLVCALCVLWSVPADGD I VVVSGGEDN I LKELF IPVARLQLRREQGAAEATADAKAAAET
AAKEAEAAAEAAKAAAE TAAEAAAEAAKAAAEATESAATNATTASEAATKAKAAATKAKAAAEATETAA
EAAEAAKAAATAAATATEAAEAAKAAADAAAEAAKAAAEAAAEAAEAGEAAVHADAA I I LATSAAEAAK
EAAEKAAKAKAAAETAEAKAAAAAAEKAAATEADAKAAAAKTPEAAAEALRGTGVGEDEVKKATHDQDN
SVEHHSGEKQEL I KEEERQEKEQHEKQQHQQRENSAGNGEESAKDNTANGTNATAIKDYSDSSTAVSHT
TSPLLLLLVACAAAAAVAVAALE*

>Tc00.1047053508871 .40 S001 | A-—-H-ECD| 18
MAMMMAGRVLLVCALCVLWSVPADGD I GVVSGGEDN I LKELF IPVARLQL I QEQGAAEATADAKAAAET
AAKEAEAAAEAAKAAAE TAAEAAEAAAKAAEAAAEATESAATKAKAAAEEAKAVATKAKAATEEAKAAA
TKAKAAATAAEAAEAAKAAGKAAATATEAAEAAKAAAEAAKAAAEAAGEAAAEAEEAAAEADAA I TVAK
SAVEAAKEAAEKAAKAKAAAETAEAKAAAAEAAAAEKAAATKADAKATAAKTPEAAAEALQY TGVGEEE
VKKATHDQDNSVEHHSGEKQEL LQEEEPEREQEQHEKQQHQQREHSAGNDEESAKDKTANGTNATAIKE
DSDSSTAVSHTTSPLLLLLVSCAAAAAVVAA*
>Tc00.1047053508871.60]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGAGGGFANEAEASANGAASKTTPADE I I LNWYELTHEECATDNTKNGTV
NVPAMKRC INFAMKG I CDTFYNKTPSE IHGPEVKDMCTYYAT I PDEPVESPTTQGPPPDSAVSNTTSNE
GTPKNAPEFDAAGRGEGKQDEKEHGNTKEKAVEAAAVKN I TKNTDSDSDGSTAVSHTTSPLLLLLVACA
AAAAVVAA*

>Tc00.1047053508871.150]S032 | A---H--CD| 8
MAMMTGRVLLVCALCVLWCGAGGRCDEE I AKDPVGPSGAPGNLGKDGMEKADRSAVGHGELGLVPEPPK
DVSQGGPSERTLGGPGGDAVDKNKDVL I SGKVDEFKSPSPEKQPPGTDDPAKS I EEEVELQQQRNDGKE
LENQPQLQVPVTQQEHGVLPLSLPHPQSQQSHQNTQQQQPQPQ I LRKEGGMPHEKGSEKGTQELDKLKE
ESQDTELQNKVKEEKMKQELKNEEKGGEHQPQLHVPVEQQEQSALPQPPQSMQQPSPPQEQPRQQKQQP
PHGNPADNEQESKTDKNAVGTNKTANGTATPADSDGSTAVSHTTSSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508873.10]S055|A--T---CD|5
MMMMAGRVLLVCALCVLWCGAGCCAEESAGGVLPGASGGGAGSLQGSQP I'VPEALKNSDLKASD INDKT
EETP IKVPLAEQEE I SDDDDEGEDEEEGPSPPTPTKGGGGVQPQANNGKLKKENESELQTENQRHVEVE
RQNPSEKETVDDEAEGTNEKET I GLQPQHQK I PVQEEDTRNVEGNQPTQEKEQQTNVEE I TPHNPAGDH
SPGEHKGNDGSNEGEEKDGEEGVEDHEGHRDQVREEAAHVSGAPKVNSAD 1 QQEVQRTHAGGTLTGIKQ
KTGEEKDDETEEEREQQKEQNQENPPGKEQKTKTGANTTNQ INTTPADSDSSTAVSHTTTSPLLLLFVA
CAAAAAVVAA*

>Tc00.1047053508873.30] SO30 | A-————— CD|31
MAMMTGRVLLVCALCVLWCGAGGRCEKVVVGSAAGGGGDVSGGKGAVKNTDTSTSGPDTSDSS I DVSKY
NQATEKSEVKSLEGNGDNVDQQDVVVSRVEGEKKKNSSEQLEEPMKDDLGKEKTNPE I KNKEQEGGQPP
QAQLNVQQQPQPQTQQSQTOLQQQPHAPASEEGKGVGENNTGGAGQPPLGVEDKGNEDSKALGKGDSLK
SPGKESENSERVQTTAPNTVTPEHETQNEMLTPEQKTNESQSTDTSTNLPELQKENKEYPASTEGTARS
TSTGSQEQEAEPSTSEEPSPFEEEQSTVTKTTEDARTPDAAATEKRQTVNNEKVGDSDSSTAVSHTTSP
LLPLLLVVACAAAAAVVAA*

>Tc00.1047053508873.160]S025 | A-————- c-117
MAMMMAGRVLLVCALCVLWCGAWLCDATQTSSSAPHRDNAEETMTPEEVTKAIEKLTEEVLES IRLSCR
MSF 1 TSVNATLPAHNDTEVEKCVNKTAVG I SGVTSRGRPAAATTDATFASPLPSSSSAASALQGQAQGS
PGAAPEPVKPPQTDPVNNEQLSEAPASTGGGPGGGGELADRSSRTPTDDAKTHEARPAGNATSTPTATQ
GDSEKSPANTTRTRETNETDDTDGSTAVSHTTSPLLLLLLVACAAVAVVAA*



>Tc00.1047053508873.210] S105 | ANP--F-C- | 4
MAMMTGRVLLVCALCVLWCGAGGGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQEECANESTTGGKL
NVTAER I CMHKVMKG I CNAFYNKTSGVTHDRDAKF I CTYYAT IPEEPVEPTTPQGPTSHSAVSNTTSDD
GAPKNAPESDVAGRGEGKDDYKEHGNTKQKAVETAAVENDTKTTDSDVSTAVSHTTSPLFLLVVACAAA
AAAVVHGLCDCVGRC 1 GVTNTSVWRVSVCWNDVRMTREGCCL*
>Tc00.1047053508873 250 S074 | AML-YKECD |9
MAMMTGRVLLVCALCVLWCLTVFGDARDNRCVEDDGNVL THTHNRGNEGLRLKADFGL I STRMGL 1 KAV
AAVDGGDGAGNDSLENKDKSPQGGVLAGTKDNEAPGAGGVQGAAGDENGQLPAAGREGNENKDVDSG 1K
AATDSQDKTNDQLSSSSGSTPSRSGEKPSSTGTSEMTQLPKDTVTKLDADLQDKRESSEGIKAEETEEE
ERQK IKAHTGSSESKNNGGETTPPPLTSSDEESP 1 SDQENSQNSKKVKNEATLSESKTASEAPAPPSKD
ATQGQHSHDTDTEDPTKNAAAGSPVEPTTSSTSASGSGDHVQNKADEDDTQSHEGQHDSLE TGNNNVVP
TLSGTASQMPETATATQTNDTTTHGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053508873 .450] S015 | A-—-H-EC- |9
MAMMTGRVLLVCALCVLWCGAADGDVVVSGGEDN I LKELF 1 PVARLQLRQEQGAAEAAADAEAAAETAA
KEAKAAAEAAKAAAETAAEAAKAAAEATESAAAAAAESEATKAT TVSEAATKAKAAAEEAKAAE TKAKA
ASEAATKAKAASEAATKAKAAATKAKAAAEAAATAAEAAEAAKAAATKAKAAAEAAKAVAEAAAEAEEA
AAQADAATL I AKSAAEVAKEAAEKAAKAKAAAE TAEAKAAAT TEADAKAAAAK TPEAAAEALRY TGVGE
EEVKTATHDQDNSVEHHSGEKQEL I KEEEPERQENEQHEKQQHQQREHSAGNGEESAKDKTANGTNATA
IKEDSDG I TAVAHATSPLLPLLLVACTAAAAVVAA*
>Tc00.1047053508873 460 S055 | A--T---CD|5
MAMMTGRVLLVCALCVLWWGTPGGRCDEGGTGGTPPGASASDVVGNGSQESPP 1 AQGGSHTPGLEAPGI
KNKNEDPDDEQLL TEDEEEEEESSDEEDEDEDRDRRLQ 1 SGKEG I PTTPPPGGGGGGKSEAAGGKLEKY
NEDGPKPEKQHPVESAAQKTSEKETVDAGEAGVNQQNEGSRLKPQENPNPVQEEDTRNGEGHQQTQEKE
QQTNVEE I TPHNPAGDHSPGEHNGNDGSKEMEEGEEGGVEDHERHRAQEREEAAHVSGAPKVNSAD 1QQ
EVQRTHAGGTLTG I KQKTGEEEDDETEEEREQQKEQNQENPPGKEQETKTGANATNQ INTTPGDSDSST
AVSHTTSPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053508873.580] S080 | A-—-YKECD | 24

MAMMMT GRVLLVCALCVLWCGAGGRCDGEDTALVVASPGGRSNDGQSGPGPAPPSPTG IRTSGPAS I VP
ESEGSQK I 1 AGTYSEGRGEKNYQDEDGEEESVAEDGENSRHHEGLSEQPTQQEVSHEE TPEGKGLKERL
EEKDVYPPGEEV 1KGAQQSQSQQPPPQQLQVQ I TAPAGREGTTAATGPARPPAPAEPPSMDGSRT I EPT
DSRSPSQESHDKSPLLTKTESSAPDPPLKDAFPEQHGQETTTPDSVMSAPAGRQAR IATPSTSTNDSGE
AQSKADGNDAQRPNPNESHDESDSGKTKVPTTLSEAATQATETVAATQTNHTKT IGDSDDSTAASHTTS
PLLLLLAVVSCAAAAAVVAA*

>Tc00.1047053508939. 30| S043 | AG----- cD|27
MAMMMTDRVLLVCALCVLWCGAGG I CDEKAVGGCMASEVLGENGSNMPNGCDRTALMLSLRSVLPI 1VA
EVSGEEDGPSKGGSGGGGGVNPGGKDGGKDGAAGAPASGGGGNSSGSVSPGGGSPHHPGAGTVTSGNPL
SRPQNASQTEVLRRDETENQSLSSPKGKAADTPVNGAQTKNPDNSV I ALPDNLASKESSNKVKSESLTA
PGAAPKPSPEGPNTELQGKGKASPELSDAKLPEPKTEHQTTTSEEGKNRSQNTSASTDSPAKQGRNNED
PVSTSGTAES I STGSQEQAATTSSNESFSPLQEETSTETTNVENSRPSDTAQTEKRQNGGKEKAGDGDS
STAVSHSTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053508977 .20 S133 | ANQ---ECD| 6
MMAMMMTGRVLLVCALCVLWRGVCVVAVPAADVAGGGDGGADEYFVLRWHAQLRRECAEAFGRRTGGRK
DVFTVDDCVRRGMDGVRAFGDGRSRWRRQHSAVVAAAADGEVDDKSGEGSGDTLKGLSSSDQMSQAGQN
QEERRELTGSLEVTNTLEGSEDSQ I TGEQNFSLDVDRPKQTGSQEPTVGQPEDEEGTRNLQLPPPPPPP
AEPLPPTPRQPPPGTNTLQSEKTNPQ I TAEKHSKPQDGGHSHE TKMLQTKGSTKHEEGASSLQSPESVS
HLSREKTTPLSTSTDSSGVAGSTVENSGANNPKPPAASVTQHDSKGD I GSAALPANNTELQSEE IPNAG
1 IATTYDDGDDSSPAAPTAERT TAGTRSTQASGDASDVERANNDDVNDDVAHNDKTAEFEAASGGKDTE
ADNNERYTSEPENATNKT INTET I ADSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053508977 .50 S121 ] ANQ----CD| 9
MMAMMMTGRVLLVCALCVLWRGYSVVAVPAADVAGGGDGGADEYFVLRWHAQLRRECAEAFGRRTEGRK
DVFAVDDCVRRGMDGVRAFGDGRRVWRRQRSAVVAGDDT TDDDSTRGSSSEVQTETETGSLDGRTPKPS
VKP 1PGEVPDGQDSGK I SEASVPT INGTGENLDGEEEEGDVSQDESQEDRDGEDEAVDAAVGNGGSETS
HTEHEEEKERVKEEKAGSTTNEREGDENNAAGRRPPQGSAASRPALPVDVSNPQNPVLGQDGAGGEKAG
AGPVVLPQAAGLREAERAPAKL TPGGGAAGKE TEKQNGTAEQVAAKEVQTAVEDSSAEAAAAGKDSKGE
KEEENVSEAAKEESHGDVDEEAAGKNGGNATKKLQKEATDDEAK TKKRNEQKEAENANNTKEEPDEEEA
KKAAQEEAAADKENMASAR IPTK INTTTPENSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053508977.130]S121 | ANQ----CD|9
MMAMMMTGRVLLVCALCVLWCGVSVVAVDVAGGGDGGADEYFVLRWHAQLRRECAKAFGRRTEGRKDVF
TVDDCVRRGMDGVRAFGDGRSRWRRQRFAVAAAVDGEVDDKSGEGSDGTLKGLSSSDQMSQAGQNPEER
REHAGSLEVTNTLEGSEDSQITGEQNVSSDGDRPKQTGSQEPTVGQPEDEEDTRNLQLPPPPPPPAEPL
PP 1PRQPPPGTNTLQSEKTNPQ I TAEKHSKPQDGGHPHETKMLQTKGSTKHEEGASSLQSPESVSHL IR
EKTTPLSTSTDSSGVAGSTVENSGANNPKPPAASVTQHDPKGD I GSAALPASNTESQSEE IPNAGH IAT
TYDDGDDSSPAAP I AERTTAGTRSTQASGDASDVERANNDDVNDDVAHNDK TAEFEAASGGKDTEADNN
ERYTTVPENAVNKT INTE I TAD 1DGSTAVSHTTSPLVLLLLVVACAAAAAVVAA*



>Tc00.1047053508979 .60 ] S076 | AML-YK-C- | 1

MMTGRVLLVCALCVLWCLTGFGDARDNRC IEGDGNVLTHTHNGGNNGLRLKADFGL ISTQIGL IKAVEA
GEREEESESDNDSLVKKDKTAPGSEPAVTGDNERRGTGVVQGVAGAGTPSLPASGPGVSRTGAETRQLP
VAVQEGNEKNNLDPKKKESKESQDQNTDQLPSPSGSSSTRSDEKLSSKVTSK I TPLPKDTETESGADRQ
DKTGSEEA I EEEDGDEDKEQKQEKNTLQPEKQEGQNNGGGAPPVPAPPTGEESPTAEKESSQN I TKVKK
ENTPSRSKTDSETTQPPPGDATQGQHSHDTDTKDSTKNAAAGSPAETTATSSTSTSGSGDHVQNKADED
DAQSSEEQHDSLETGNSNVVPPLSDTAPKTARTTTDAQTHGTVTKVGDSDGSTAVSHTTSPLLLLLTVA
CAAAVVAA*

>Tc00.1047053508999 70| S064 | A--T-KECD|5
MAMMTGRVLLVCALCVLWCGACGGGAEMNDESLVGSQHVSGVSEKAPNGLPQPGERGPDSAGHSLNKNN
GDNSNLQEGTGTGTTTDRVGKEEEEEVVGNDDLEEEEEEKERSKEREDTPQAGKSESLSKEAAAT IPAA
SGLSESGGGSPSGVDGVGPSESSEGSEDLNLEVPVPVV I SPPS I PNAAAGGSQNADGALSPRKNNFPET
GVHSGKTPLAPSLPKSQASAMPKPKAEEQSSTEQDTEDSPDTEEVTTGKENVQNTVETG IPSSSSSTAS
KPPVQQTTP ILTQSPAAPSPERSAPATSEEKSTAPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETES
KAVEQPSGDDLAEQDSPVGTTASP IPASSSADAQKNADADNSNAQVLKSEGTNKNSETGYTNLASTAGD
AATQTEKALADAKANDTVTPGDSDGSTAVSHTTSPLLLLLLFACAAAAAVVAA*
>Tc00.1047053508999 .80 | SO08 | A-——-- ECD|43
MMAMTMTGRVLLVCALCVLWCGAGGVCDEGQEAGTLSPPPGSVHGDQGGVLSG I GRMKPSD I DGQVAVD
GGVRDREESKHLSSHVPLVDAKDVTPAG I GGAGNGAVEEVAPEENESLQNSCDEDGEMSEGCVKVQGSN
GFPGSGGGHVDRGRQQDDRNPPLPLSDQTSSEE INSPLPAEGKPKNRRPVSRQLPVEEEQTDPVNIRLQ
EEAATLESEAVRNVASSHSQESAAELANGTLPAHARVTEAEDRSKH I VDPHKDAAEKQKKPVHTTGKSK
STAASGDAHKTTASPAAVDNEAA I KKAKSPGDASSLTS I SDNSSNNDTEQNNARDTSEEASHSTENAAT
HSAG I PRAPNTTAKTDDTATQEDSNSDGSNVKMGEAAPQTAGTAQPNDTATTGESDSSTAVSHTTSPLL
LLLLFACAAAAAVVAA*

>Tc00.1047053508999.150]S016 | A-—--- EC-]10
MMAMTMTGRVLLVCALCVLWCGAGGVCDEGQEAGTLSPPPGSVHGDQGGVLSG I GRMKPSD I DGQVAVD
GGVRDREESKHLSSHVPLVDAKDVTPAG I GGAGNGAVEEVAPEENESLQNSCDEDGEMSEGCVKVQGSN
GFPGSGGGHVDRGRQQDDRNPPLPLSDQTSSEE INSPLPAEGKPKNRRPVSRQLPVEEEQTDPVNIRLQ
EEAATLESEAVRNVASSHSQESAAELANGTLPAHARVTEAEDRSKH I VDPHKDAAEKQKKPAHTTGKSK
STAASGDAHKTTASPAAVDNEAA I KKAKSPGDASSLTS I SDNSSNNDTEQNNARDTSEEASHSTENAAT
HSAG I PRAPNTTVKTDDTATQEDSNSDGSNVKMGEAAPQTTGTAQANDTVT TGESDSSTAASHTTSPLL
LLLLVACTAAAAVVAA*

>Tc00.1047053509079 .20 S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGGGCTEGQLPDVGPPV ISASGGVVPDTATSHTAPGGAGDVSAQQSQ
LNPVKDSASGSPPLQDALKHEPL TEQPQSDHENTDPPPHSKSLQEERRDGTPEDSPGELGALPSQENTM
HAS I EGPELNNPPPYSSNNNTVSSNSEERTEDTPRSTE I IDAAPSDEGHERENAAPSLEQPQETSTAAP
AITTQTSS I TPPDESGSNTVKMSEASPQSTGTTQTNHTATPGDSDGSTAASHSTSPLLLLLFVACAAAA
AVVSA*

>Tc00.1047053509081 .20 S122 | ANQT---CD| 3
MAMMMTGRVLLVCALCVLWCGVFG I VAYGACGGDADGSAVEYSLLRWRAQLRSECAEEVSRRTGDGANA
SAVEECVRQGTDGVRAVVDGRGHWRPQQFVVVAAENAEELEHNHESSPQTL TGSVAQLPDQQPLESSPN
SVPGSAV I TTGEGKPTSSAQPPGTPDKGSEGL I KKESDDEGTKEKSEEEEDEEVEE TDEEEDDNAGSGT
SDGSQEQGKQKAGTGQRASGGTGKENGNVVAGNKLTEAAAASPPVVSVDVENPKSVEL TRDDVGGKRQT
HEKTVQEPPAVKLRENVAAE I I STEDAAEGEKQKAEEKAEETETKEEQRTTAEKLKEETPTTPEKTTKE
EQKDKEVQHVQSKNEEKE TDGAEPTAKKEADVEKTAAFKN INMNN I TKPGESDSSTAVSHTTSPLLLLL
VACAAAAAVVAA*

>Tc00.1047053509081 .110]S007 | A-—F-RECD | 2
MAMMMTGRVLLVCALCVLWCGAAVVVSSEPDVDGTSGDSASRGG I SLESPPTVLSPLPPVKSDFAEDEG
EGVSGKEEMERSSEEEGSAPVLDTKKSTP IKPQQEATHTLAGK TSEGMDGVAGVEGGGKEKKAEEKKDD
KSKEKPGSTLLTVSGSNL TGEQNPRVHPPGGTQESEVVNPLTDSSPG I GVQQQVSLGLLEGAPAKSTTD
ANPSSLSTGGRGFDNGEGREDGSG I TELPAAREGQ I EMEDGGRKVKSTTGVEKELQSPVNKAANTSETV
INGYRKSRPTAATALQSDDGSESNPATNGLNHSSSEG I AHLSTTPDPEDASEGTENATSQSAE IPTAPI
NTVKTNDTAIPGDSDGSTAIPHTTSHLL I LLPVVACAAAAAVVAA*
>Tc00.1047053509081 . 150 S001 | A-—-H-ECD| 18
MAMMMTGRVLLVCALCVLWCGTSGGRCDDVKQKELLDQRSVSQLGEESQRASSES I DGGPEEAKQRLEK
QKGMDAGPQVNSGVQTPSESLSAKEEEL TKKRDELSPKPHNENGVNPPPEHVANEQQENPARNNP IRRV
GESTNDPERKDSSKLPPPTSDPPVPTPLTPNITNETPPITTGN I AVGKGKGTDVENEDGKRNK TNEGKQ
QKI1QTQQQQEQLLQVQQETLSASSTGPVEKESTPPPVAKQQELPPKEVTTDLKEQLRKEAPSAATHSKS
NGNNDPTLSSAPGDAAAVANHSADKNTATVHNDTESSETVVTEEDHQNEHTADNEGENMKNKN IVVTNH
TTSTONSDSSTAIPHTTSPLLLLVVACAAAAAVVSA*
>Tc00.1047053509095 .10 S091 | AG--YKECD | 14
MMMTGRVLLVCALCVLWCGAGWVYAREFENNALGGCMASGALGASWYHMPSGCDKAALTPPLRSALPIP
AIKAEASEDDVPLREEDDS I STSGAVVGTAMPGESDGAALV 1QSGPPAGGVAPTTPSGGSSTQNMESQR
AVQHLEPTDPAASVLPKVEVPGEPMP I AEESLSNTQDRPE I RVTGEDNTEREKLRSAVDTGDRFSDQPK



EPTPPLKTTPQLQPTTPVPPPSSKASTTELSSGEGNPQAATTDTQTPTPTIGKTTTSETATDYKAPKTP
SKDDEAEQHSKERVPSDLMKNTANGHPADTTASS IPT I GSGDVQRNADKNGNDAQRPDTKGTHNDPAAY
NTNDTLTASVAAPQTTERLADAKTNHTVTPGNSDGGTAVSNTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053509115.30]S133 | ANQ---ECD| 6
MAMMMTGRVLLVCALCVLWCGVSVAAADVAGGGDGSADEYFVLRWHAQLRKECAEAVGRRTEDRKDAFT
VDDCVRRGMDGMSAFGDGRRVWRRQLSAVVAGDD I TDDDSTRGSSSEVQAETDTGSLGGRPPKPPLESV
PGAVPDAQELGKLSEASGPT INGTGETLDGEGEEGDVSQDEGQDDKDGKDEVVDAAPGNGDSETSNKGH
EDEKERVKEEKAGSTTKEREGDENNAAGRGPAQGTTASRPASPVDVRNPQNSVLDQDGAGREKGGAGPV
VLPQAAGLREAEGVPAKLAPGGDAAGKE TERQNG TAEQVAAKEVQTPVGDSSAEAAAAGKESKGEKEEE
NVSEAEKEKSHENVDEEAAGKNGGNATKKLQKEAMDE TRLKKRNEQKEAENANNTKEEPDEEEVKKATQ
EEEAADKEKMVSARILTK INTTTPADSDGSTAVSHTTFPLLLLLVACAAAAAVVAA*
>Tc00.1047053509195 .30 S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCGLCVLWCGAGGVYARDVDTNALGGCMASGVLGENGSHMPDRCNKTAITVPLRSVLP
I TVVEASAGTDNTAVV I QKDLNSSETSNAGVTAAVSSASDAPDGGSGASPGAGAPAAAAAPTLPTGGQD
NGS I PPGPPAAPVVDPSAGSSGGEAGSSGSHPTNTTGDSSTGDQTPAAAAAHNSSPPE I PVETKSSTGH
TRQEEEEEEEEEDNEKQQQSDEAQVQQHQQHEHPAENGEESAKDKNALRTNATANAGDSDSSTAVSHAT
SPLLPLLLVVACAAAAAVVAA*

>Tc00.1047053509195.50]S104 | ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCCGAVLTVVATDDF I IDENTEQKMVLLWYN I'YNKECEEKNKENGSLNDSA
MKSCMRTSMKE I CGVFYNDTSGETPDPESDR I CKEY TGDPVEAAESSTPQDKPSPGAETPVAAPTPETS
KDEAEEMGLTPG I PAGDSPAKPTEGPPLPSAA I DAASNETQKG I TEVMPKNAPESNATRKEEEEKRNER
NHNNTKTTPLDADAMQR I TSSADSDSSTAVSHATSPFLLLLLLLVACAAAAAVVAA*
>Tc00.1047053509195.70]S043 | AG--——- cD|27
MAMMMTGRVLLVCALCVLWCGAGGVYARD I LKNAQGGCVASGGFGKKRSYLWSGFDKDVPTPFLRSVLP
1PV 1QAGDSEGVSSKENNGKNL I LGDGVSGAE I TAGVGRGGGGSDGRGGVNSAGEEGAGGSHAGSVPGA
GSSPPAGGPASGGGSSPDRSANTGTTVSLSSPLQREAQQEVLQSDEAKNQSRQLLDGKAPDTPVAETQS
RGSGPARGQGVDDTSTLSGKEQHSSEEPRKEDGDSDTLQTVDLAEDPNTK I EKKGKVLPELSKATLPEP
QDEHPTKTPEKEKKGSQNTSASTDSPAKQEGNNEDPVSTSDTAESVSTGSQEQAAATSSNESSSPLQKE
TSIEKTTVENSQPSDGAQTEKRQSGDKEKVGDTDGSTAVSHATSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053509217 .90] SO16 | A----- EC-]10
MAMMMTGRVLLVCALCVLWCGAAMVVVAEVVNSSSEPAVEKS I | APDPQKGNDLRE I TDVEGPKPLEDD
G IRDSATLPERETCKNDL TKSPMCNKGSEVV 1 DSPSVLVGPNEHHEAQDRGSPAPSEVDKTREKKEVQE
RPQDVETLPPDPATVKEPK I TMPAEHSSSPSPPNATVTASSAE I PGGGGGTVQRDNMPNTSNDNDGSKS
RTAQPDSASGNTPVSADEDTSSNGGAPQVNTAADTDSAGSTTALSTTNTKKENNGDSGGSSLAASPAVW
NNTDTTTTTTTHDASKYKKDGVKLPTEDLEQNASKTNPDADSGTTETAAANSEVPTAANNATN I TSNTE
TTADSDSSTAVSHTTSPLLLLLVVACAAAAVVAA*
>Tc00.1047053509287 .110] S011 | A----KEC- | 2
MAMMMTGRVLLVSALCVLWCGAGGGYAEDVGVVSGDPGTRGERGGGDKSSLADGSHGGSGGSNGDSSHE
GESEPSDSASNEKSLNPQVDEDEDPNSSEQPLRQGKGGSKGKQDHSQSVPQNGSPHKVNGAETLGSAAQ
VQLSATPNAELNTNVADGE I ANGGRGNTGHNTGLSPNSSDSSAPPVPPAMTVPTGDTNRTASKDLONIN
ETTSMTPPSHSKTAAEALQTPSGNGAPKQHRKETDTPDLKDAPASHTAESTAKS I'Y TMGSDGAQKNEEK
FDNGDQRSNGKEPQDGLEDRNTDDAPTASETETETATTQKNATPKFGDSDGSTAVSHTTSPLLLLLVVA
CAAAAVVAA*

>Tc00.1047053509419.20]S012 | A----REC-] 10
MAMMMTGRVLLVCALCVLWCGVSVANGDTGNDLEHSGQGDVG I FSHSSSSVVGHGDNGVVTDGNFQGSG
SHSPGFAPNGGKTSLTGVVEGVGLKSSKDAL TPAEEGRGGMQGQQELVPKVSHQPEAGTTGKSHHNAPE
QLPNAKTELGNGGGATAEGDEVKTTVKDAQLGRSSTNDSHPPAADRGLKEQEGTVRKATSTVALTPAVG
RETPPKADPKEDSPEEKAASSAGVTQDSPTVSQQQTHSSSSSQSGIDPTYTPGEGRDAEE I FNNNQPSG
WVVVKEGAQHETVAGSEKPTIPAANTRNT IGTT I SGDSNSSTAT I TALRSDAGTEGTPTTNHLNRPSTE
GATPPETNSDGETVSANKYDTVSQSTGSTTAQTTNAKTGDTAKPGDSDCGTAVSHTTSPLLLLLVVACA
AAAAVMAA*

>Tc00.1047053509419.80]S061|A--TIFECD |52
MAMMMAGRVLLVCALCVLWCGAGGGGCSEPTPDLPGTQSEDRNTPKNEKET I GGAGGGGQSGKPAASQE
TSSPVQIEMGTGAGAATNSSPAPKPGKQQASA I LTPKTENNNEK TKEEGTRSEEEENEDENEDENEEDE
EKEDGGEDHKDEKDKEKEEDY TGTTVGTSAEGQEQPSLSSGAEGASNKTNPNSTPTTGDGDPVADVSGA
AEGKPDENKEANPKETPVEATAMKNTTVNTGDSDGSTAVSHTTSPLLLLFVVVACAAAAAVVAA*
>Tc00.1047053509419.150]S100 | AML-VFEC- | 15
MAMMMTGRVLLVCALCVLWCGAVFGHAMDDYCSEGGGNGLRHTSNGGDDGVSLKANCGLLSTRMAL KA
VEAEDGQEL SGPDSPQDKSKVSSPDNKLGNNTQSTGAPGAGGS I VGGQPAELPPKPGGSGTEEQVRKLE
VVDTSGEEVAGDKKDHEDGTATGPQHQSVDQLSSSSSSSGSSGTEGVKQPSLKENSE I SETSNSRPQEE
EVLPSESDSPEEEADVT I LSEQETEELVKKKEDKKNA INEAPTETHGNPTNNAE IQTAIPTTQVNGDSS
PETLEDVQQPEEVQGEKDSNNNSQTKSAVT I AANQHNETSADHGESGPPSPTVNGDAADNEADKSTEDG
TPNSDPASDAPGTAEGKQNENKDANPKETPVTATAMKTTTVTTGDSDGSTAVSHTTSPLLLLLLVACAA
AVVAA*



>Tc00.1047053509525 .230]S010 | A-—---RECD | 22
MAMMTVRVLLVFVLCVLWCVFSSVSADAGDDCGDSGQAVVGSVGQPSSPVGGHGDNGVVTDGSSLSSGS
HLPGSAPTGGKPPLPGVGEGVGLNESKDALTLAKEGREVVQDQHELVPQVSHHTDAGTGGKGDLNAPEQ
SPNAKTELEDGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGTVEQAASTAALT
PVVGRETPPKGDTNEDSPEDKAATGAG I TQD 1PAVSQQQTHSSSTSTTGNGLTSTLGKGRAPED ISSNN
ERSGKALLQEGAEHETVAGSQSQT IPAATARNTLGTTLPGDSDNSTT I TTAVRSDTGTEGTRTSNHPNR
QSIEGATSPGMNSDGEAASAKKYDTVSQSAGSSTAPTTNNKTRDTASHGNSDSSTAVSHTTFPLLLLVY
VACAAAAAVVTA*

>Tc00. 1047053509525 .240] S018 | A--SERECD | 3
MAMMTGRVLLVCALCVLWCGAGGRCDEEGTAARGSGGGPPLASKQPETPRVGSQDVKNGVTVAKENV 1P
TLPLP I DGDAEVDEDEDDDDDDNDNDADGEEEDNETGESKEKSTEGQ INKGGKVPPDSDSREKNL 1GSR
QEKGQS I VPAGD I SHSKSQESNANSTQTEVEGKKDADKRPPSAENVLTTVNGENTLPEG IAGGNPPSPP
EDSVASREKDGEDTTSEDEKNVPSPESAATPQSPRDEVSEGTGEDTKATTVTTNTTDTTNTQNIDGSTA
AATVVQPEDGVESDPANNDLSPPSTEVAAQLSMTPDAEGASNNEENTDTQSAGNPNVT IATATQTNNTA
KPSESDGSTAVSHTTSPLLLLLVVVCAAAAAVVAA*
>Tc00.1047053509525 .390 ] S010 | A----RECD | 22
MAMMTGRVLLVCALCVLWCVFSSVSADARDDCEDSGQGVVGSVGQPSSPVAGHGDNGVVTDGSSLSSGS
HLPGSAPTGGKPPLPGVGEGVGLNESKDALTLAKEGREVVQDQHELVPQVSHHTDAGTGGKGDLNAPEQ
SPNAKTELEDGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGTVEQASSTAALT
PVVGRETPPKGDTNEDSPEDKAATGAG I TQD 1PAVSQQQTHSSSTSTTGNGLTSTLGKGRAPED ISSNN
ERSGKALLQEGAEHETVAGSQSQT IPAATARNTLGTTLSGDSDNSTT I TTAVRSDTGTEGTPTSNHPNR
KS1EGATSPGMNFDGEAASTKKYDTVSQSAGSSTAPTTNNKTRDTASHGDRDSSNAVSHTTSPLLLLLL
VACAAAAAVVAGPA*

>Tc00.1047053509527 .80] S010 | A----RECD | 22
MAMMTGRVLLVFVLCVLWCVFSSVSADAGDDCEDSGQAVVGSVGQTSSPVGGHGDNGVVTDGSSLSSGS
HLPGSAPTGGKPPLPGVGVGVGLNESKDALTLAKEGREVVQDQHELLPHVSHHTDAGTGGKSDPNAPEQ
SPNAKTELEDGGGVCGDDAAAAEGEVKTTVNEGQLGGSSTSDSHPPAADRGSREQEGTVEQAASTAALT
PVVGRETPPKGDTEEDSPEDNAATGAG I TQD 1PAVSQQQTHSSSTPTTGNGLTSTLGKGRAAEE ISSNN
ERSGKALLQEGAQHETVAGSQSQT IPAATARNTLGTTLPGDSDNSTT I TTAVRSDTGTEGTPTSNHPNR
KS1EGATSPGMNFDGEAASTKKYDTVSQSAGSSTAPTTNNKTRDTASHGDRDSSNAVSHTTSPLLLLLL
VACAAAAAVVAA*

>Tc00.1047053509545.10]S012 | A----REC- ] 10
MAMMTGRVLLVCALCVLWCGVSGTNGDAGDDREHSGQGDVG I VSHSPSSVVGHGDNGAVTDGNSQGSGS
HSPGVAPNGGKTSPTGVVEGVDLKSSKDALAPAEEGRGGMQGQQELVPKVSHQPEVGTTGKSHHDAPEQ
LPNAKTELENGGGATAEGDE I KTTVKDGQLGRSSTNDSHPPAADRGLKEQEGTVRKAATTVALTPAVGR
ETPPKADPKEDSPEDKAASGAGVTQDSPTVSQQQTHSSSSQSG I DPTYTPGEGRDAED I FNNEQPSGGV
VLKEGAQHETVAG I EKPTIPAANTRN I IGTT I SGDSNSSTATTAAVRSDAGTEETPPTNHPSKPSTEGA
TPPGTTSDGEAASTNKYDTVSQNAGSTTAATTNATTGDTAKKGDSDSSTAVPHTTSSLLLLVVVACAAA
VVAA*

>Tc00. 1047053509545 .50 SO05 | A---S-E-D| 1
MAMMMTGRVLLVCALCVLWCGAGGGFANDEKSGPGNRAELPLASQGPETAPQDSQGSQNRAPGEEENLT
SVLGEEADGDDVDREKKAEEEE I TERQGSEGGTAAI GSDSRETNLSDSEQETGQP I VPAGS I SPSNSQE
SNANLTQTEVEGKKEPDKNTTTVEGALTTVNGEHTLPAG I AEGNLPPPTEDSVDSREQDGEDATSEGKK
NASSPETAATPQRDREKGSEGTGGDTKATTVTANTTDTTSTQNSDGSTGEFCNRTDS I CFVVCAAAAAV
VAA*

>Tc00.1047053509549 .20]S047 | A--TS-ECD| 8
MAMMMTVRVLLVCTLCLLWCGTPGGRCEGEDTPGSGSDAQLDGAE I LPESEEPVTSPESSQGLPHGVPG
VKENVPPAFPTPTDEEDDDEVDGEENEDEEKKTQEES I EGQGDKGG TGV 1GSGSRENNLSGSGQEKNQE
I LSAEG I SHSKSQKSNANPTQPEFEEKKEADKRTPSAENPLTTGNGEHTLPEG I AEGNPPSPPEGSVAS
RKQDGEDTKSEDKKNVPPPATAATPQRHRNKGSEGTGEDTKATTVAANKTDTTNTQNSDGSTAVSHTTS
PLLVLFLACAAAAAVVAA*

>Tc00.1047053509631 .20]S087 | AG--YKEC- | 7
MAMMMTGRVLLVCGLCVLWCGAGGVYARGTLNNAVGGCMASGGFGGKMSYLSSGCDKTEVGLAMRS ILL
I TTAEASDDEDVSNTVDTDSQSSQ I LNEGTAGGGGSGGSGG I VNNFGGDREDVRGHSDSLSPDDLSSSP
I LNDVVDSNTLSGTLSAKSRKSPEKDPKSEE I SAGHL SPELKALEQTLPKAQEQSSHT IEKAVNQVVRG
APGEGVKQREMGTTGPSSNQPAPPPPQPQI I TSPEVTQTPADPPEKGGLPAPTESRNKKDQPLENLPLP
TKTEPEALETSLGDKVPERKRHEKAPADLMKNAVTDNPGKTTATP 1 STTDSGDAHEKEGKDDDTDERPA
SKEHNISPETGNTNDALTASETEPQRAETTATTVAKKNDTTPGDSDGSTAVSHTTSPLLLLLLVPCAVA
AAVVAA*

>Tc00.1047053509631.80]S034 | A---H--C- |4

MMMTGRVLLVCAFCVLWCT IGVVADGDTEEVLEDFVPPSRADETQELQEELRGKGHSANDEQVDETQEL
QEELRGKGHSANDEQVDETQELQEELRGKGHSANDEQVDETQLQKPQKEGGGHQAEDPLQPVERSVRAK
LQSEGPRVEETGNQ I EQEQLLRGTQRNPNVENKTPTMPVDKPQGSDGEGDVSNEKEKQKVKET I SQIKE
EVVAPGAGTPEAI'S IEGHQEASRNPAEKTLVENKD I AKENNVKKEEKEKKSEQQELQLKQKNGKQVTLH



GSPTGPAATQGSLAPVPPEGLQQKQI SDGSTKQPEGEAPL IGTESTSDGTTDPPLPSVSTGAAVAATSE
SDKREVKVSAIAESNETTVNETDDQQER I GEKDEESAKGKTAFETNQTEN1DDSDGSTAVSHTTSPLLL
LLFVVCAAAAVVAA*

>Tc00.1047053509657 .30 S026 | A--T---C- | 2
MAMLTGRVLLVCALCVLWCGAGGAHAEDDAGVTSPGASASDGKSFQEPPP 1VQGGSHNSVLTASDVNEQ
TDETDKEVLLTKEVAGSDEVPQTSGEE I PPPSPSPKKSKGGGGPPQEDDLNLEKVDENVMQPEKQRRVE
EGLETLGDGEAGVTKQNEG I GVQSQDHETPFQEEDT INGEGHQQTHGKDQQTNVED I PPRKSAGDYSSG
EHKGNDGSNEKEEKEGEEGVEGRERHRTQEREEAAHVSGAPKVNSTD 1QQEVQRTHAGETPTG IKQKAG
EEKDDETEEEREEQKKQNQENPPGKVQET I TGANATNQLNTMPGDNDGSTAASHTTSPLFLLLLVVACA
AAAVVAA*

>Tc00.1047053509657 .50 | SO87 | AG--YKEC- | 7

MAMVMTGRVLLVCVLCVLWCGSSR IAASGVYASGVEDGARGGCMVSGVLGTNLSYTPSGCNKTVPMTAL
RSVFSVVAAEASTEQEDSETDTVPDSPSGDGPDSVSGSPVGSVV IGGSKVVDSTLGRLNVVPPDTRVDV
APPPPPAPETDDSRLPEVSQSTEKHNSSEKLVDLKTKTPAGTPLLSNQASKESLPTVKPESSTTSDSTV
TVKGTDQ I SEEKLAVLQGPSTVNAGEDGKKAVTE IKPNTTTNTPDAAPTLPSEGDVTEQHGKDTDSSNF
MNNANTGSSAETTASSFSKSGG I DAPKNESEDEGDAQRPKSKEPQEKPEDSNTNDAPTENETAPQTEKP
FGSAQTNDTSKSGDSDGSTAVSHTTSPLLLLLVVVAAAAAAVVAA*
>Tc00.1047053509665 .20 S016 | A-——-~- EC- |10
MAMMAGRVLLVCVLCVLWCGAAMVVVAEGSDG INE 1 TDKLSRGSQSASQVGHAEDPK I LKPNDGVSNTS
ENPLDAQELSNVSPQKVCVEQSS I FHGGMEVKEEKLEEKEPENAEPRRNGKEQSQDAPEGTRGRKG IME
AQGDPSPKTPAEEMPTSEEATGPAKEQTPGQEGETGQAAKPPQSLPATSPPASDRGQPGGSSGADRSVG
GSKRGEGSNLK I SASDGVNQSAVGSLGSGGGTGLDPNGGGGSSGGDGGSSRGDSLGSFLSAAGTSLSSA
LDTPSTQDTQSSEGVRHSEKMPLGTAVPNKQPKERSEPKAKQGTSTSEEAAESQDDSGDAVEKEKEKRD
VGLKSTISPTPNTSNPPVTQTTPRASSAEPSPTTTEVQAVEETSKDNVT I TKRNDTATPGDSDSSVAAF
HTTSPLLLLLTVVVCAAAAALVAA*

>Tc00.1047053509699.110]S002 | A-—-S-ECD| 19

MMM I TGRVLLVCALCVLWCGAGGRCDGEDTAVSG I GGESPLASKG I EKSPQVTQDLRRGAGGLKEELPP
APSGDEDEDDEDDDDDDDDEGAGAEDEEEKP 1 GKQSVQGGTVL I GSGSRHKNL 1 GTEQQKGQS I APAED
I SLFGSQESNANPTQTEVEEKNETDENTPAVENALTTGNGENTLPGG I AGGNPSPAHEEGVDSREQDGE
DTTSEGKKNVPSPETAATPQSHRNKGSEGTEEDTKATTVTANTTDTTNTQNSDGGTAVSHTTSPLLLLL
LVACAAAAAVVAA*

>Tc00.1047053509699.210] S113 | ANP-VF-C- |1
MAMMTGRVLLVCALCVLWCDVVVPAAYGLVSDRSVWEEDMVLTWYPVFNETCRNKSTKEGMLDELAMKN
CMRTAMKDVCEAYY IEKSTKSHEPEADR I CKKYAGDTEEVVQPS I PQTKESPDAE I QVAAATPETPKGG
AAGMGSKPGAPAGDSSANTTEGPESTSAATDTS INEAQKGGELAMPKNAPESDYAGRGEGEQGEEKHSN
TKETPAKAETMKN I TT IAESDSSTAVSHTTSPLLLLLVVLRLLLLLR*
>Tc00.1047053509753 .60 | S106 | ANP—---C- | 2

MAMMMT GRVLLVCALCVLWCGVSVVMASNVGGLAPHAD I NVFFGRWY SLMMGDCENTSAFENGTVNESA
VEECKREAKKALCDLFYGDHSGEHDASHLHS I CSPDVGSGGAVDQQAQEQI PTLRETGNPAPPTTPQGL
SEESPDTPPTPASAGASSQAPP 1 QASSEPTVLAKQAEPNTAGSVPPKQSQGGPEAMRPPQEPPKVTS IH
DTATQRDSPTEDRAEQTLPPAKANDNSNDHNEEGTAEESTVDTPASGAVQTEGDESETPGSGLKKTKTP
HNTVEGSNTVKPGDSESSPAAPPAGESDTATTTRPNNHDARSLNKNGNNTFTEEVDQMEAA I KPKSAPD
SIDTAAANSEASTAAINISTNTTNKTNTVDSDGSTAVSHT I SPLLLLVVACAAAAVAA*
>Tc00.1047053509753 .70 S106 | ANP—---C- | 2

MAMMMT GRVLLVCALCVLWCGVSVVMASNVGGLAPHAD I NVFFGRWY SLMMGDCENTSAFENGTVNESA
VEECKREAKKALCDLFYGDHSGEHDASHLHS I CSPDVGSGGAVDQQAQEQI PTLRETGNPAPPTTPQGL
SEESPDTPPTPASAGASSQAPP 1QASSEPTVLAKQAEPNTAGSVPPKQSQGGPEAMRPPQEPPKVTSIH
DTATQRDSPTEDRAEQTLPPAKANDNSNDHNEEGTAEESTVDTPASGAVQTEGDESETPGSGLKKTKTP
HNTVEGSNTVKPGDSESSPAAPPAGESDTATTTRPNNHDARSLNKNGNNTFTEEVDQMEAA I KPKSAPD
SIDTAAANSEASTAAINISTNTTNKTNTVDSDGSTAVSHT I SPLLLLVVACAAAAVAA*
>Tc00.1047053509753 .100] S082 | A-—-YKEC- | 17
MAMMTGRVLLVCALCVLWCGAGGGRGEGEATVVGPPGGRSNDGKGGPGPAPPSPPGTGTSGPLS IVPES
EGSQER I AGTSSEGSGEKNYKNEDGVEGDVDEDGENS I HHERPSEQPTQQEVSDEETPEGKGLKKRLEE
KDVHQPGEEEMKGTQQSQSQQPPPQQSQVQIKAPAERGGPTAPTGPARPPPPAEPSSMDGSRTTEPTDS
RNPSQESHDKSLLQTKTESSAPDPPLKDDFPEQHGQETTTPVSMLNASAGSQAR I TAPSTSTGGSGEAQ
1KVDEDDAQRPNPNESHENSDAGKTKVPTTFSEATTQATETVAATQTNHTKN I GDSDGGTA I SHTTSPL
FLLLVVACAAAVVAA*

>Tc00.1047053509753 .140] S082 | A-—-YKEC- | 17
MMMTGRVLLVCALCVLWCGAGG I VADDAVPAELEKENKSESLKDDPSVDKTDTHEPQEGMIATQQNGLA
LKSTTNPLELEEDMDEDEEKEDGKGKGKAEKDTRSTEQTETQKSLTKDGETSKLTSAPGTPSTP IPPER
EGQETPSETPPGPPTNGKPAEETGPPALTGSQNAAETTSTTSPSHSKTAPEAAETPSGNGEPNQHREDA
ETPDSMKDGPTSLPAETAVSSVSKSG I GGTQKREDKVDDSDQRPNTKEPQDG I EDGNTNVAPTFSETAQ
KTPET I TVAKTNDTTTTGDSDGSTAVSHTTSPLLLLLVVAAAAAAAVVAA*
>Tc00.1047053509753 .210] SO80 | A-—-YKECD | 24



MAMMMT GRVLLVCALCVLWCGAGGGYAEDDDVVSGHPGTRGERGGGAVGQSPPAGGSNGGSGGSKADSP
HGSESEPLDSTSDEESSSLDTDQELDPNLPEEHVLQKEVDP | GKQDHSESGPQDALPPDANGTVTLDSD
AQLQLSDTKKKQTEVLTNVGGGE I ADGGKDSTGRSNGLSPNKSDPPALLEPR I KEVSQPTEPSPPPANL
SPAPQELPTAVSPAERPPAIAASAGETNPTASTGSRNATETTTTTSPSHSKTAPEAAETPSGNGEPNQK
RQDTDTPDSMKDGPTSLPAETAVSSVSKSG I GGTQKKEDKVDDSDQRPNTKEPQDG I EDGNTNVAPTFS
ETAQKTPET ITVAKTNDTTTTGDSDGSTAVSHTTSPLLLLLLLVVACAAAAAVVAA*
>Tc00.1047053509753 250 S072 | A-—-VFEC- | 6
MAMMMAGRVLLVCALCVLWCGAAMVMAEANVDKGTEMRKDEKLDSSQLVAG I VGAEQHVTQDSVKEGSE
NGNKFLSAQTGNG I SQDNGV IMVSPASTVRGEEEEEE I EELKSS I ESEEKSQLTFPQEGVPPPSEPLAT
TLNGNPGGTLNTTPAKGQSSSDDGSAQEEGLKLPTRKAPAAAAEATTQAKDENPSFADDPSVQHVEASQ
HDMESRSASRKEGT IPTTVTKTDGPTEVNAESTPTSPSASKSA 1 TNDADKSHEEG I PKNDQAADGEAKK
EEQQDENKEENTNKTANAEAAA I TNDTAT IGDSDGSTAVSHTTSPFLLLLLLVVACAAAVVAA*
>Tc00.1047053509753 310 S066 | A-—-VFECD |8

MAMMMT GRVLLVCALCVLWCGVCAVEVSMADDSENTDVSQGSAKGPPSELAGRNNGKQESSDQVSQGLQ
NVGEALNSKKEAAGNQRKDPK I ETPTADKSMDDKGEAEKEQ | GGSAGEESGEL LEEREAPLDGQGGEGQ
ARQAGNGSAKVGGHSSATTPSGGERKGTGEPSPPGSLLPPASTQGNGAAPPASLQGAPAATMKTNEKTY
ENPRAEPEKEKLSSEDDVPEQTSQGVNDGVEPNNDSQKKENVSVALKEQNGESDGDSESTQPRHLAVDN
ASNMDAERGTE I GLPKNNPTANSAVTEGAKRGDNKHGNRKETPVEATAI TNDTARTGDSDDSTAVSHTT
SPLLLLLLLVVACAAAAAVVAA*

>Tc00.1047053509753.194 ] SO70 | A--TIFEC- | 13
MMMTGRVLLVCALCVLWCGACGGGCSEATSPGSPGTPSGNNTPNDNVTVGYTEGGVKNGKPEAPKAAAP
TGSGSPEASPPPAQQPKGGESGTPNAGMDNKGRNTEGKKKEDEEEEEKHVEEEEETDEQEDDRREDGED
DKKQEEERKKGEAVTGTTEV I SAGGEEQRSLSSAAEGASN I TNPNSTPTTGDDDPAADGAGTAEGKQNE
NKYANPKETPVTAAVMKTTTATTGDSDGSTAVFHTTSPLLLLLVACAAAVVAV*
>Tc00.1047053509755 .40 S036 | A---S--C- | 1
MAMTMTGRVLLVCALCVLWCGAGGRCDDVVTAALGSGGSSPKSTQLETPPLDSQELKDEAPVVKEEVPP
ASPG I KAEEEEDKDDDDTGEGDGQEDGGAEGEEKP | ERQDGQGGTVAPGSGYRETNLSGSEQENHQS I T
PAGG I SHSGSQESKSNPTQTEVEEKNGKEENTPAVENPLTTGNGENTLPAG I VEGNPSPPPPKDSVDSR
EQDGEGTTSEGHKNVPPPETAATTQSHREKGSEGSGENTKATAVTTNTTDKTSTQNTDSSTAVSHTTSP
FLLLLVVAAAAAVVAA*

>Tc00.1047053509897 . 150 | SO80 | A-—-YKECD | 24
MAMVTGRVLLVCALCVLWCGAGGRCDEDVRVTEEKKESSGDLQPVTPVAGAGKQHAEP INQDSDLVRQP
LVKDLEVPSPKHQTDDKVFGVVDNEDDGTDKEKEERDKAQEGAPDGQTQEEEVLPPPSPLSPAPLQPPP
PPAASDGTQPGGGPGADSSGGGSNGSGSS I EGGGSNLETLALNGGSQSAFGSLGYGGETGSFSGGAGKG
GVD I GSPRGDFSDSSLSADGTFLSPALDAPSSQDTQSSENVERSKTMPAGLPLPNVNALKGPESKAGSL
PPNTQEKSKFSDASGGAAGNKAKQSDVETDDPSSSFANTGDQTVEKTLLLPQTPAVLLPVPSAELSPEV
PPVTPVQANPDGEGSLPTAPRASEASKRELQNKASSPNKTGSESPDRPSKDGMQKQKDKVTTQLNTTKK
ASAGGLAERTATS I SANGNGDVQNKEDEDDARQPTPNRVQDDAEAGNTNVAPTVSEAAPQTVETVTTRK
RETNETGDSDGSTAVSHTTSPLFLLLVVACAAAAAVVAA*
>Tc00.1047053509905 180 S133 | ANQ---ECD| 6
MAMMTGRVLLVCALCVLWCGVSVVAADVAGGGDGGADEYFVLRWHAQLRRECAEAFGRRTEGRKDAFAV
DDCVRRGMDGVRAFGDGRRVWRRQRSAVVAGDDTTDDDSTRGSSSEVQAETDTDSLDGPLKPSVKP 1PG
EVPDGQESGKLSEASEPT INGTGGNLDGEGEEGDVSQDERQDDNDVKDEVVDAAPGNGDSETSNKGHEE
EKERVKEEKAGSTTKEREGDENNAAGRGPAQGAAASRPPSPVDVSNPQNPYLDQDGAGGERGGAGPVVL
PQAAGLREAEGAPAKLAPGGDAAGKETERQNG TAEQVATKEVQTAVEDSSAEAAAAGKESKGEKEGENY
SEAEKEGSHGNVDEEAAGKNGGNATKKLQKEATDEAK TKKRNEKKEAENANNTKEEPDEEEVKKATQEE
EAADKENTTSARILTK INTATPDNSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053509925 10| SO40 | AG----ECD| 2
MAMMMTGRVLLVCVLCVLWCGAGGVYARD I DNKALGDCMTSGVLGTNCSRVPGGCDKTAPKLPFRSALP
I TVLQADAPEGEVPASEGGNSSESSGTGGSGGRSGGVDGMKSGQSGVSGGDNLSNPSSSSGGSSPRPPT
LDGKGAPQDPGEDPSPQGRKSPEKVVQSGTSVDSALLKREEVQKSEPDTQK I RAEALVTFGGTGNEARR
EAEDTDNTPSGPPVKTVTPQAEVLSPPAGGYPPASDDTHNSPENNAGNSASKNE TKSNPLERPSEDGEA
GQQDKEADAQGAQETEGTQGTAASP I STSGSGGAQSEADADDDDPQRPNPEGPQNDGTEAGDTHGPSAA
SDAAPQAAKAIAAQTNGTVTPGDSDGSTAVSYSTSPLLLLVVVCAAAAAVVAA*
>Tc00.1047053509973.10] S008 | A----- ECD|43
MAMMMAGRVLLVCALCVLWCGAGGGYAWDFNNESVNEYYYGANGTYCRLNSS I FSFCEEKRNASKRQEA
ALPKSTVQSGTGSDQSEAGDSSEGQDNSSEKNDTDDSKKTDAGPQESQPPNANVTETPTPATVTAAQTS
ATRTPDESDGSPAASHTTSPLLLFL IVCAAAAAVVAA*
>Tc00.1047053509973 .70 S042 | AM----ECD| 1
MAMMMAGRVLLVCALCVLWCGACGGYAWDFNDTLNKYYYGANGTYCRLNSNFSFCNKKGDPSKGEEAAS
HKSNAQSGTGSDQSNADGSSGGQGRGSEGNDFRGPGGDSGTKELKNSVGGETTPTQQSPSATQPSTVSE
DLPKPAAPGGPEAPGTTTELQPPPQSPLPAGGTPTPTTATPTADGSSGGRDNSSEKNGSDESEETDEGP
QESQPPNANVTETPTPATVTAAQTSATRTPDESDGSTAASHTTSPLLLFLVACAAAAAVVAA*
>Tc00.1047053509975 .30 | S044 | AM————- cpjJ2



MAMMMTGRVLLVCALCALWCGAGGGYAWDFNDTLHKYYYGANGTYCRLNFSFCNEKGDPSKLEETALKT
SNAQSEEGSGQPKAGGSSEGQGRGSEGSDLRGPGGDSGTKELKSPGGETTPTQQSPSATQPSTVSEDLP
KPAAPGGSEAPGTTTELQPPPQSPLPAGGTPTPTTATPTADGPSGGRDNSSEKNDTDDSKK TDAGPQES
QPPNGNETETPTPATVTSAQASATRTPDESDGSTAASHTTSPLLLFLVACAAAAAVVAA*
>Tc00.1047053509979.200 | SO08 | A-———— ECD]43
MAMMTTGRVLLVCALCVLWCGAGGGYAWDFVNEEMNEYYYGANGVYCK I FPKMYSCELK INASKLKEAA
LQKSTAQSGEGSGQSSAGGSSDGQEQTSEKNGSDQSEGDAGPQAPQPPGEGGTETTPATVTAAHSADGQ
DNSSEENHLGQPEGTAGEGTQASQPPGEGGTETPTPATVTAAQTSATRTPDDSDGSTAASHTTSPLFLF
LLACAAAAAVVAA*

>Tc00.1047053509979.270]SO08 | A-———— ECD]43
MAMMMTGRVLLVCALCVLWCGAGGGYAWDFNNDSLNEYYYGANGTYCK I FPKMYSCELK INASKREKAA
SQAKATQSGEGSGQSSAGGSSGRQDQTLEEGGLDQSEGATGPQAPQPPGEGGTETPTPTVTAAHSADGQ
DNSSEESHLGQPEGTAGEGTQASQPPGEGGTETPTPATATVTAAQTSDTRTPDESDGSTAASHTTSPLF
LFLLACAAAAAVVAA*

>Tc00.1047053509979 .350 ] SO30 | A-————- cD|31
MAMMMTGRVLLVCALCVLWCGACGGYAWFYKECGSGEESCINSNQYKGLYNSSFRSSFLGETNSASGKI
DSSTGSTGNGGDRARSGADGTKGSAGHAPSGGSESPPAPSQPASNTPGDRSASNEPSDTSEEDPDSAVT
LGSGGGGGPNTVVGTQLAVGGDLASDHQTPEDGDTDPDVSHAASEDGEDTHSPPTSPPDKKTEEPKVTK
EGEEGTKNTREEAPAVL TTKEESEGNPEAEPGNEQRSSANGVSEQQPEAAQQGETEDGNTTEKTPTPAT
VAAAQAGATRTPDESDGSTAASHTTSPLFLFLLACAAAAAVVAA*
>Tc00.1047053509979.174 ] SO08 | A-———— ECD]43
MAMLMTGRVLLVCALCVLWCGAGGGDAWDFNNDSLNEYYYGAYGVYCNASLNATFCEEKRNASKREKAP
SQADDDSRRDNGSGQPNAGGSSGGQEQTSEKNGSDQSGGATGTQLQKPGEGGTETPTPTVTAAHSADGQ
DNSSEESHLGQPEGTAGEGTQASQPPGEGGTETPTPATVTAAQTSATRTPDESDGSTAASHTTSPLFLF
LLACAAAAAVVAA*

>Tc00.1047053510011.9]S015|A---H-EC-]9
MAMMMTGRVLLVCALCVLWSVVADGDVGVVSGGDDNSLKELF I PVARLQERPEQRAAGATADAKAAAAA
KASAEAAKTATANAATAAAKAKTEAAAASKAAASAEKAATAAAKAAASAEKAATATSKAKASAETAKAK
AAAAEKAAAGKEAEEAAEKATEEEKAKASTAEKAKAAATEADAKTTAAKTAEAAAEALRGTTVREQEVK
TAIHDQDNSVEHHSGEKQELL KEEEQERQEKEQHEKQQHQQREHSAGNGEESPKEKTANGTNASAI TDD
SDGSTAASHTTSPLLLLLLVVACAAAVVAA*
>Tc00.1047053510013.40]S074 | AML-YKECD |9
MAMMMTGRVLLVCALCVLWCVTVFG I AMDNRCVEDDGNVL THTHNGGNDRLRLKADRGL ISTRMGL 1 KA
1 AAGDDSEDENGNAPLEEK TAPGGEPAGSGDNETPGPKGGNGAAGAATPTSPSEPGVPGAGAETGQLPA
AGQEGNENKNVDPNNKAATDSQDQTNDQLSSSSGSTSTPSGEKHPSTGTSD IKQLPTETLKNGVAGPRN
KSGDDGERDEEE TRKEKEENKLQPETQERGNNAEVPQSLPAPPSGGPAPPPPPASAGEESPTAEKESLQ
KVTKAKNENTPSEFETDSEASEPPSGDTTQEQHSHDTDTEDSTKNAATGSPAETTSSSSSTSGSGDHVQ
NKADKDDAQSSEGQHDSLETGNTNVVPTLSEEAPQTATANTTDTATTGDSDGSTAVFHTTSPLLLLLVV
ACAAAAAVVAA*

>Tc00.1047053510013.70]SO79 | A--TYKECD |5
MAMMMTGRVLLVCALCVLWCGAGGCFANEERAGLGSGGEPLVQSQKLGTPRQETQDLKVGPTVVNGKMP
PASSTPTEEEVDDDDDDDDDNEEEETEEEKQKK IKAPTETHEGKNNEVSSLPPPPSGDPTAERENSHNS
KK 1 TNEATPSGAAMESKAPEQPSGDATQGQHSHDTDTEDPTKNAATGSPAETATSSTSASGSGDHAQNK
ADEDDAQSSEEQHDSLDTGNTNVVPTLSEESPKTAERI TTANTTDTATTGDSDGSTAVFHSTSPLLLLL
VVACAAAAAVVAP*

>Tc00.1047053510013.170]S001 | A---H-ECD| 18
MAMMMTGRVLLVCALCVLWSVAADGAVGVVSGGDDNSLKELF I PVARLQERPEQRAAEATADAKAAAAA
KASAEAAERAK I ATEATKTATAKAEEAEAAAEALRGTTVREQEVKAA I HDQDNSVEHHSEEKQELLQEE
PERQEKEQHEKQQHQQHEHSAGNGDEPAKDNTANGTNASAI TDDSDGSTALSHTTSLLLLLLVVVACAA
AAAVVAA*

>Tc00.1047053510013.230]S002 | A---S—-ECD| 19
MAMMTGRVLLVCALCVLWCGAGGGGAEMNEEE TAGLGSAEHLPESEAPEKSPEGTQDLKGAVPGVWETV
PSTTTRKDEEDDDDDDKGTEDEEEKP I GKQGDQEVTVTSYPNSGEKNSRGNEQQTRQS I VSAGD I PHSG
SQESNANPTQTK I EKKKETDENTSAVESPLKTVNREQTLPAG I VEGNPPSPPEEGVDSREQDGEDTMSE
DKKNVPPPDTAATSQGHQDEGSEGTGEDTKATTVTANTTDTTNTQNSDGSTAIPHTTSPLFLVVACAAA
AAVVAA*

>Tc00.1047053510013.260 ] SO08 | A-———— ECD]43
MAMMMSGRVLLVCALCVLWCGAAVLVSAAGDVVDGDGRDVDSESLLESAESGMSLPSSPESR IKLKAVS
NPPPKDVEEAHTPAKESSGEEDEAEDEV TVKSEERQQQEDENALKVNERKTPELLVKQNETPQSREGER
SLTATPIKGSPTTPGPQAPTLQVQAPPPPPPAAAASADGEADGGPVGVEGP I SGPPSGGASSSPISIDG
DASGNNGGALSTQDTTSLKNDEQSGPTTSSGNAPLNRETPERSTPDAQRHSSDTQENETSRLPDGDANY
SAVGQSAVGTKGSSGVSTTASNAPTTPQPQLPAPPVPPKATVTGAPAEKPTAERLPPPADSTPGEGLAT
TTTAQTNGTATPGDSDSSTAASHTTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053510013.290]S080 | A-—--YKECD | 24



MAMMMTGRVLLVCALCVLWCGAGGRCDEEG I AAPVSDGGPPPESKELGTPRQETQDLKVGSPDVNGKVP
PTSSTH I EKAEDEG I DDEDGEEKDKKDENEKNKVQPQTHKGKKNEGVPPPAPPSGGPAPSSTAGEGGPT
AEKESSQKVTKAKKENTPSEFETDSEAPEAPSGDATQGQHSHDTDTEDSTKNAATGSLAETTTTSSTST
SGSGDHVQNKADEDDAQSSEGQHDS I ENGNTNVVPTLSETAPQTAGKATTAAQTNHTATPGDSDSSTAV
SHTTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053510013.310]S119 | ANQFVFECD | 2
MAMMMTGRVLLVCALCVLWSG I DGVAETEEPG I DVAPGVDEYLVVEWRAQLRRECAEEVSRRTGGRANV
SAVEECLREGMESLHAVVDGRRRWRPQRYALVAKDPEDGPPEV I SVGAPPPLPGQKTQGSLQELSLGDP
EKLSEGGAGGGTGLGSEQMQPEELAVTKQNESEVEGEL IRDENNSELEKKVLVDSDLTKSQTMNVPEIQ
PEAVGLLLPSRDGRAAG I PGGDSSELSSEVSRLSEASGTGGDDQQKNTPGKEKQAAAETQPVPVAHSKP
SGSAGTVPGEGGRLEDLLPQAPVKETAPAAPSPRESFHTASSPAKEGTESTQPADVLLKQGN IPTTDAT
QNATTEGQEETTSSSSAADDDNAVTNDADEGNEENSGDDSASRAAVPDEKQQREREDGNEKERAPAATP
QVKNEDLGSADVVSVQQEQKTQSGLESGNESRKEDSVL TTNKQQDGTSDSHAESTPTSRSSAKSVGASN
GPDKATEEE ISNTNTARVDAVPEAAQDDGNKDDNKKETPVESTAIANDTTPTSDSDGSTAVSHTTSPLL
LLLLVVVACAAAAAVVAA*

>Tc00.1047053510015.30] S033 | A---V--CD| 9
MAMMMTGRVLLVCALCVLWCGLSG I AADGSGVVSGASSGGVVEAGGVPSVAVES I AFDAGGKDATSNEH
GTLSSEPVVQVDNSSSSN I GQDASNVLDPPVKDLKLTEEDPKVNADQLQSVLPADLPPKAEVEGSHHFN
APDPLPRAQGSKEVLNNDDGDVETLEKDGRKVDVKNDA I AGFSSNSNGDPTEAPRGPGAKE I TVEQTAP
TAATPPAKGQVTSQATEQKEASPRKEATSSVVVTQKSSTVIQQPTKSSSPPTNG I TPTPGNKLAGGDTF
QNDQQSDEQVPEEAAQNGT IAGEELKTKPETTTEKGPNSTDDNKQVDNAA I GNSNGGQEEKNGVTLQVQ
DEVVKPKEEKEVKKELEEKEKQKAQGNKQDEPEDLGEDAEDTEDSADG TDHKEGEGQKEGDAGSNKKGK
ELNGGGDTDGTPPDAPVVLQPAPPVEVTDPQS I EKTNDDDTGGKEDAGRTQTQEAAGPSQAENLTAELS
TEEVAAETETGTPGKKTQPEDAGKEQTTVGAKSNPETPAAETEAHNREEVPKEEEDSEKATTNENFDGR
QTAVNDNAHNEAENTRQENENELDKAEETTAEVKEKEETTERKTVAAKDPNLNSTAATDDSDGSTAVSH
TTSPLLLLLLVVACAAAAAVVAA*

>Tc00.1047053510021.20]S047 | A--TS-ECD| 8
MAMMTGRVLLVCALFVLWCAAGGGGRCDGGE TAGLGSAEHLPESEAPEKSPEGTQG IRDGTGGVKGQVP
SKPPEDEVEEDEDEDDEDEEEDSEENGDGAGAEYEEGKRTEGQGDQEVTVTSYPNSGEKNSRGNEQQTR
QS1VSAGD I PHSGSQESNANPTQTK I EKKKETDENTPAVESPLKTVNREQTLPAG I AGGNPSPAQEEG
DSREQDGEDTTSEDKKNVPPPDTAATPQSHREEGSEGTEEDTKATTVTANTTDTTNTQNNDSSTAVSHT
TSPPLLL IVVACAAAAAVVAA*

>Tc00.1047053510021.50]S017 | A---S-EC- ] 13
MAMMMTGRVLLVCALCVLWCGAGGRSDGGKTAGSGSGDGSPLESKELETSPQGTQGLHGRETGVKGNVP
PASSTPTEEEDDVDEVDSDNDVDEETEAEEGS I EGQSDKGGTAALDPGSGEKNLSGSGQEKNQS IAYTQ
G I SLSDSQESNA I STQPEVEEKNETDENTPAVENALKRVNRESTVPAGGNLPPPPEEGVDSRKKDGEDT
TSEDKKNDPSPETADTPQSHRDEGSERTEEDTKATTVTANTNDTTNAQSSDGSTAVSHTTSPLFLLVAC
AAAVVAA*

>Tc00.1047053510021.130]S074 | AML-YKECD |9
MAMMMTGRVLLVCALCVLWCVTVFG I ARDDRCVEGDGNVL THTHNGGNDRVRLKAGCGL ISTRMGL INA
VAAGDGSEGGTSNAPLDSVGGTSPGSLLAG I GGNAAPGAGGGNGAAGAATPSLPVSGPGVSGTGDEGGQ
LPAADQKWNEKNKVNPGSNAAADPQEQTNDQLSSPSGSSPTRSGENPSSKDTDE INQLPKGTETKGDAD
RQDKNGSDEAVEEEDGDKDKGKKQEKNTLQPETQEGQHNGGGTPPPSLPALPLPLPPSGVPAPSSTTGE
GSPPTEPKNSQNQKKVTNEATPSGPKMESEAPEQPSGDATQGQHSHDTDTEDSTKNAAAGSPAEPTSSS
TSTSGSGDHFQNKADEDDAQSSEGQHDSLETGNTNVVPTLSETAPQTAKTITARINGTATPGDSDGSTA
VSHTTSPLLLLLVVACAAAAVVVAA*

>Tc00.1047053510025.100] S074 | AML-YKECD |9
MAMMMTGRVLLVCALCVLWCVTVFGDARDNRC I EGDGNVLTHTHNGGNNGLRLKAGCGL ISTRMGL INA
VAAGDGSEGGTSNAPLDSVGGTSPGAGGGNGAAGAATPTSPSGPGVSGAGDEGGQLPLAGQEENKKNKY
DPNSNAAAGPPDQTNDQLSSSSGSTPTRSGENPSSMGTDDL TPLSKDTETEGDADRQDNRESNEAVEEE
DGNKDKEKKQEKNTLQPETQEGQNNGGGTPPPPVPAPLPPTTPSGGPAPSSTAETENLQNENTPSEFET
DSEAPEQPSGDATQGQHSHDTDTEDPTKNAATGSPAEPTTFSSTSTSGSGDHVQNKADKDDAQSSEGQH
DSLETGNTNVVPTLSETAPQTAKTTTAAQKNGTTTPADSDSSTAVSHTTSPLLLLLLLVACAAAAAVAA
*

>Tc00.1047053510025.160 | S091 | AG--YKECD | 14
MAMMMTGRVLLVCALCVLWCGAGWVYAGDVENNAGEGFMASGVLGVNRLRVPSVCGKVA I TLPSRMVSF
I TAAEASTNDDASG I I GGNPDSPSGAGAAAGSVSGGAGGAGGSGGGGGTSGGSGNSAGGSDGNRDTTED
PTGVGGGSLQSPPSVDPNSSR I PNEVGESQNTEVSLSPEET I SPEAAAESGPTASPGNTPPKVETADKS
KPKEEEKGLSVTQAAAP I SVNGEASTGEQNQHNDVGKVDHSSNQTPPPVPPSAVTTPGLSKEPAPPATE
ASPSDGSLPAPNVPQTAKDQEQKTSVLT IKMESNAPE I PSEDNVVQQQGQNTTTEELMENSSRGSQAET
TTSSIYTSGTGEAQSTADADDAQRPNPSESQNDLEGSDTNNSSKTDEVAPQSAI TLTTAQKNGTTTPGD
SDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510025.180]S010 | A----RECD| 22
MAMMMTGRVLQVCALCVLWCGAGGRCTEGGETPVEGKLGNTASGAEVLQAKPETAESG I PGTQPQVPID



NEEAKRL I GEGSLEGSEDNVVADTEDLSEDDEGGEEEGNEETQRKKLNGRQEEHEEKGPASGLDTSNGS
SIESQLQTLQTNSSTGSSPPSSSLKAIPDPTQTGIKENGVSVTNPPTDEETLKEDTRDNVPHGGLAKLT
LPPPPEDSAAASG I FAEYKKDEGQQDANLHSTATTVQDSQDDTTKNTKKET IPTAIKTDTETTQHNDSS
PAELTAPQSDAGAESTPSTNYSGHSSTEDAARLSETNDAEDALGSTENADSK I AETEKAPLATANTTDT
TNTQNGDGSTAASHTTSPLLLL IVVACAAAAAVVAA*
>Tc00.1047053510025.220] S032 | A---H--CD| 8
MAMMMTGRVLLVCALCVLWCGAGVVVTDGTGMDAQASVAQPGPSEPQ I TAGGNGENEGEKDVTKNEEHK
LSKQEKDDVEKKNQEQ I LPEEHDQAL TNKAAQKPAGEPLEEVK I DVDSEVEEE I SLVDGGTPKEDEKEL
GQEAVEVVLGKDDSPVNLTVSRQETSG I HAEDPEGKSEQEGEKEGEQHVQHQEENKGKKQDKENTEENE
QMLQQQDQGLEHTADKQKGSKKDEKAVGTADTARTDDSDSSTAASHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510025.260] S074 | AML-YKECD | 9
MAMMMTGRVLLVCALCVLWCLTVFGAARDNRCVEDDGNVL THTHNGGNDRLRLKADFGL ISTRTGL 1KA
VEAGEREGEDLENGHDSLENEDKSPQGGEPAG I GGNEAPGAGGGQGAAGAGAPSLPVSGPGVPGAGGEN
RQLPVAGQEGNENKNVDPNNKEPRESQDQTNDQFSSSSGSTSTRSGEKPSSTGTSD INQLPRDTETKGD
VGPRNNSGDDGERDEEETGREKEENKLQPETQERGNNGEVPPPPPPLPPLPPSGGPASSLSESEGSSPT
EPKNSQNPKKVTNENTPSEFKTDSEAPEQPSGDATQGQHSHDTDTEDSTKNAAAGSPAEKTTSSSTSAS
GSGDHVHNKADEDDAQSSEGQHDSLETGNTKVVSKLSETAPQTAET ITATQTNHTVTPGDSDSSAAVSH
TTSPLLLLLVACAAAAAVVAT*

>Tc00.1047053510037.10] SO08 | A--- - ECD|43
MAMMTGRVLLVCALCVLWCGAGGGYAWDFGSDGESLNEYYYGAYGVYCNASLNATFCEEKRKA I KHKEA
ALQKNTAQSGTGTGQPNAGGSSGRQDQTLEESGLGQPEGTAGEGTPELNKPGEGGTETPTPLSSPPPTA
TVTAAQTSATRTPDESDGSTAASHSTSPLLLLLVACAAAAAVVAA*
>Tc00.1047053510047 .120 ] SO38 | AG-———- c-17
MAMMMTDRVLLVCALCVLWCGAGG I CDEKAVGGCMASEVLGENGSNMPNGCDRTALMLSLRSVLP IVA
EVSGEEDGPSKGGSGGGGGVNPGGKDGGKDGAAGAPASGGGGNSSGSVSPGGGSPHHPGAGTVTSGNPL
SRPQNASQTEVLRRDETENQSLSSPKGKAADTPVNGAQTKNPDNSV I ALPDNLASKESSNKVKSESLTA
PGAAPKPSPEGPNTELQGKGKASPELSDAKLPEPKTEHQTTTSEEGKNRSQNTSASTDSPAKQGRNNED
PVSTSGTAESISTGSQEQAATTSSNESFSPLQEETSTETTNVENSRPSDTAQTEKQQNGGKEKAGDGDS
STAVPHTTSPLLLLLLVACAAAVVAA*

>Tc00.1047053510089.10]S016 |A----- EC-]10
MAMMMTGRVLLVCALCVLWCGAGGGYAWPYKECEGDDKSCFSHSQYKSVYNSS IRSRYLGETDSTSTGL
FDSSTGSTGNGGDVSRNGADGTTNSVTDSHKGGAQSSLSPSQHASASSGDSSRSNESSEKTEETPGPAS
TSDNDGDGGPNTANQAHL TGGEKLDSGHQTEDGDTDPNLPLGDSKDGEGTHSSPTPPPANKENVPKVTA
EGEKAPAVL TRQEESEGNPEAEPENEQRSSANGVSVPQPEAAQQGETEDDNTTEKTPDEAAAAKNGTAT
PDDSDGSTAASHTTSPFLLLLLVVVCAAAAAVLAA*
>Tc00.1047053510105.310] S085 | AG--YK-C- | 2
MMAMMMTGRVLLVCALCVLWCGAGGVYAGG I DNNAVGDCMASEVLGRKTLNTPSGCDKAAPKLPFRSAL
P 1 TALQADVSEEGEEKDLNS I GPSGTGDSSGGGGGGGKSGVSNSGTPGSGGGSQLGDDPSNAAPSGGPP
PPPPPEGTEGLKLSGGKTSTPSREPQTT IKQPGG IKTPSSTTPPSVKVLEEGPKPEAGRQVANPQEKSN
SQVTGVNANENNKDKRAMKEEKPSTVSS IESTPQVNLPTPPQPTPEVSPPTASPEAKLPATGESSPTRN
LSRDPTEQTNDNSQSQNETAPETL IQPSGDAETQQQNQESDTSNLLE I TDDGSLAEKTSSS I SKNDSDD
AQSTVDENNDNSQRPSPKETSDHKADNKNVASTPSERAQQTVKTAT I TQRNDTATNGGSDSSTAVSHTT
SPLSFLLLVVCAAAAALVAA*

>Tc00.1047053510157 .10] S022 | A----R-C- |4
MAMMMTGRVLLVCALCVLWCGAGGGCEEVPGVSTSGVSGD I EREGGDSQDSSRSEPPGPKKPAPETPAP
KVQQQEV I SPPPKDPPAE TEDGAGGDEEGKAREEGAKDAGKENRGGATSKEVKKPENHL TSVKDPQSRD
NEGLQSPSLNGTHGVGT ITTSLSGSLTVNTNQQDLSSPLQPPLPNSSPHAIPSSTSAAGPDNEKRHENV
NGTKNSQLPVVGD I1QEKNGTGVKAVASTGGGEDPRLTVTTLEEMGDATKKGDSNSSTAATAALRSETGT
EGIPTTNHPNRPSTEGATSPEKTSDGEAASANKYDTVPQSAGSTTAPTTNAKTGETTPVDSDGSTAVSH
TTSPLLLLVVAAAASVVTA*

>Tc00.1047053510163.30] SO08 | A----- ECD|43
MAMMMTGRVLLVCALCVLWCGAWLCDAAETSSSAPHRDNAEETTTPEEVTEA I EKLAEGVLDMIRVSCR
MSF I TSVNATLPAHNDTEVEKCVNKTAVE I SGVTPRGRPAAATTDATLASPLPSSSSATSALQGQAQGS
PGAAPEPVKPPQTDSVNTEQLSETPASTGGGELADRSSHTPTDVARTHEARPAGNATSTPTATRGDSEK
SPAITTRTRETNETGDSDGSTAVSHSTSPLLLFVACAAAAAVVAA*
>Tc00.1047053510189.40]S086 | AG---KEC- | 3
MAMMMAGRVLLVCALCVLWCGAGRVYARDVNNNLLSGCMASG I LGKKKSFLSSGCDKNAPTVSLHLALP
I TAVEASTGESVSDSTD 1 YPDSLSVPPSPPPVTGLPEALKAPKAPQDPPESDVGQTGVGNPSSLVPNDD
SSGGGGSEENGNSNKSGVSASEFSTVVGASRSS I PPEVGGSENKSGAPSDLKLESPETNEPPERILVET
NKDTQKVPKLEENPESSHKKEKAN IRGTSEEAGKNEAGRSGVEAHGPSSVLSTDSQLQQQGTTVTVTQP
PPPSPEQQTSAVSPSPGVDTPAARSREAGDPEEGKG I PPTRTASHKSTDEKHKAPPLRSEKESAATKPP
SADGVLEQNSEDTTTKEA I KMDADTDGPAASSESS I STSDSGVFQDKTEEEDENEQRPEAKGPHNDPHA
VNTNDAPTASDTEAQTVKT ITTQTNATSTSGDSDSSTAVSHTTSPLLLLLVVCVAASAVVAA*
>Tc00.1047053510191.10]SO80 | A---YKECD | 24



MMAMMMAGRVLLVCALCVLWCGAGCGVFADQDEELSTESPGGRSSGGDPLETQELEKPVLHGADSE QS
PVVEQPQLNHPQDLRGAATESLGEGVEEVENEVEDDDDEKGRGKGKDGKDTRTTEKAEKQKSLTKDRGT
LQLTSQPERG I TPAPPRESLQVEGEEGPPASGGDSRPRKPAATPSAPELLLTLTSIEGQGQGTPSETPP
GPTTTTTNGKPAGEASPTASTGSQTATETTSTTSPSNAKVALGAAEKPLGNRVPNQQKEETETPDSMKD
APTSHPAETKATS I STTGSGGAQKNEDKVDNGDQRPNSKEPQDGLEDGNTDDAPTASEVEPQTPETDTT
QKNATSKSGDSDGSTAVSQTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510191 .70 SO50 | A-—TH-EC- | 2
MAMMMTGRVLLVCALCVLWCGAAVVANGDTDDLGGGRDDKNAEHLSSSDLSLPVRQGETTAAAAGGGGG
GGSTSSQEGKEASMPNTD IRVPQEQEVKLDAGPRKPTGNEYENKGPTEAGADKRNQPAPPPPPLSLSEE
GEEDELKQATQDQDSPVEHESTQNNKVLQKEEPGHEL STQNPLPQEQHTFKKLQVKQERGKEKQRSGQL
EQREHREELKDQQE IQEKQDEES I KHEEEQQQQKDE I QDQQHQQHEHPTENEEESAKDENAVRTNVTAN
KDDSDGSNAVSHTTSPLLLFVVACAATTAVWTA*
>Tc00.1047053510197 .20 | SO93 | AGWTH--C~ | 1
MAMMAGRVLLVCALCVLWCGGVFGRAMDDYCSEGGC I ASEVLGACFSQMSGGCNKTAITVPLRSTLPIT
AVEALAEGETPVAGLNDSGSSEDSVAVVPVSVGAAGAAASPSGPSGGSDGKNEPSGPPSLDVDSSADSS
NGEAGSRGSTSSNAVGDPPRENPSPDVAAAAHNSPLPGGVAGT TPGNKGEKEEEKEKKKEL DEENKRNH
GQENQSRPANQSEGE I GREGERLHKKTKGPKGEKEQ I QVVEHS I ENQGTLHEPGKQPRE I KRENDQSKH
QNEELKAGQEKENPLQA IKQNSDAEEEKEKKKRQDQRPQEVTAPLASSSGSEAKRKSQPPVPPEALHTK
ELTDDLREQLEEETPLVPAQSKSHGTTDPQSSPASA I AGGAAVTHDADEENATGRNDDEPTETVFTEDH
QQHEHPED I QKQSAKDKNAVSTNDTATTSDRDGSTAVSHTASPLLLLLVVVVACGAAAVVAA*
>Tc00.1047053510197 .190 | SO30 | A-————- CD|31
MAMMVPGRVLLVCALCVLWCGAGGRCDGDEVSSSALSGPRGGVDGPQGSLKSVAGVSEDARQLLYAQNG
KNENQGRGSV I EPSLDDVYEEEDEGEETETRETPPPAGGG I KASSVSAGPGV I PTSGSSSLSGVDSSSR
1 SGETGPTVSTSSNTVGKASKEDMALQEKESQHTQLGDGEAAGTHNNGSQQNSSAPPPTGGQNDNDAAT
LSADGLRTLGVQIAVKGDLEASRSEEPSDGPSTNLPEGGRAPPESSQAAAAPEHTPQHKV IMSVKEETE
RMNMNASANLPGAPKRSNEGPASTATTMQSTSTGGQEGAATPSSNG I PK IQEEKLTGNNTTENAQPSDT
AETE IRQSVNTSKVGDRDGSTAVSHTTSPLLLVVVVVACAAAAVVVAA*
>Tc00.1047053510201 .20 ] S091 | AG--YKECD | 14

MAVMMTGRVLLVCVLCVLWCGSSR IAASGVYASGVEDSGRGGCMVSGVLGTNWSYTPSGCNKTVPMTAL
RSVFSVFAAEASTEQEDSETDTVPDSPSGDGPDSVSGSPVGSVV IGGSKVVDSTLGRLNVVPPDTRVAV
ASPPPSAPETDASLLHKVSQSTEKHNSSEKLVDLKTKTPAGTPPLSNQASKESLPTVKPESPTTSDSTV
TVKGTDQISEEKLAVLQGPSTVNAGEDGKKAVTE IKPNTTTNTPDAAPTLSSEGDVTEQHGKDTDSPNF
MNNANTGSSAETTASSFSKSGG I DAPKNESEDEGDAQRPKSKEPQEKPEDSNTNDAPTENETAPQTEKP
FGSAQTNDTSK I1GDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510207 .40 ] SO30 | A-————— CD|31
MAMMMAGRVLLVCALCVLWCGVGGRCDEVADSGVAAGKGNGGSSAVEPAGNSEPVPDASDLR IDVLNVN
QATGTSTGKSLEGKKVNTDQQDVLSREDKKDGGPSENLEEPVEDAPGNEKTNLKLKKEEQEG IQPLQSQ
SNVSPHPQP 1 PQQSQSQRQPQPQREREDEETKRQLQPPSAPQPH I SASEKGEGVGENNTGGEGQSPLGY
QD IGNEDPKAPRKGDLLEGPGTKSESSEQVQTTVPNTVTPEHKTONEMLTPEQKTNESQSTDTSTN I PE
LQKENKEYPASTEATAQSTSTGSQEQEAEPSTSEEFSPFEEEQSTGTKTTEDAQTPDAAATEKRQTGDN
VKVGDSDSSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510237.70]S017 | A-—-S-EC- | 13
MAMMMTGRVLLVCALCVLWCGAGGTCDAAVGVGAQLDGGKSPPESKGVETPSQGTQDLKGGAAGVKEDP
PPLPTEEDDEDVVDDSEEGDDGRAEGEEEEKVQGQSGQEGKVALGSESTGNKSSGSEKQTELS IESAGS
1 SPSGSRELNVNLTQTEVEGRKETDKNTPAVENPLTTG I GESTLPAG I VEGNPSPPPPLDG IHSREEDG
EGTASEGQKNVPSPETAATPQSHHDKSSEGTGENTKATTVTANTTGTTSTQNSDSGTAVSHTTSPLLLL
LVVACAAAAVVAA*

>Tc00.1047053510237.120 ] SO80 | A-—-YKECD | 24
MAMMMTGRELLVCALCVLWCGAGGRCDEEEDTALVVGPPGGLSNDGKGGPGPAPSSLPGTGTSGPRSIL
PESEVSQE I IAVKSPEGSGEKKNQNEDGEEESVAEDGENSKNQERL SEQPTQQEVSDEETPDEKRLEEE
KEKDVHQPGEEEMKRTQQSQSQQPPPQQSQVQ I TAPAERGGPTAPTGPARPPAPAEPSSMDGSRTTEPT
DSRNPSQESHDKSQLQTKTESSAPDPPLKDDFPEQHGQETTTPASMLNSSPGSQAR I TAPSTSTGGSGE
AQSKVDEDDAQRPNPNESHDNSDAGKTKVPTTLSEATTQSTETVAATQTNHTKT IGDSDSSTAVSHTTS
PLFLLLVVACAAAAAVVAA*

>Tc00.1047053510239 .70 S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGVCTVAAADTGGVEMERAEGSESLPSGPSDGDGGKQESEGSVRQVSDTA
NESLVAVDGKNSKQQDGVV I TTPTKPERTSGGTETEE I KRKEQKENPE I PNKDDKTTQLTSRPKEEEEP
SAERGKAQGAALPGASPGVPSRAQNGNSAEDL TATPGEERALLEDHSDQPQGGK TPADGLAAEMPSREK
GEARDAIPSPPAKNEKTEGGLRATTNTEKNNLENAASVQKTE I LLDDEEATSNQRNEGLASTTGNQEGE
PSDVHAELTPPT I SAASNAANEDADTDTDKG I LNNDLAAGGGATEGAQQDEKKERAEETTPLKSVAMIN
ETATVGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053510261 .10 ] SO30 | A-————— CD|31
MMAGRVLLVCALCVLWCGAGGRCKEEAGSPAGGKGAVGTTGASASGQDSSDLKKGLPKANQSTETPAGK
SLEGKEVNTDQLVVVPGVEDEEDGNPSEQLEEPVEDGPDQEKTKPQLQNKEQEVRQPPESQVNVPPQPQ



PLPQQSQTQLQLQPHTSASEEGKGVVENNKGGAGQSSLGVEN I GNEDPENLGKEDSLDDPGKESENSEQ
VQTTVPNTVTPEHKTQNEMLTPEQKTNKSQSTDTFTNLPELQKENKEYPASTEVTAQSTSTGSQEQEAE
APTSEEPSPFEEQHSTGTKTSEDARTPDAAATEKRQTGDKEKVGDSDG I TAVSHTTSPLLLLLPVACAA
AAAVVAA*

>Tc00.1047053510275 .60 S020 | A-—-HR-CD | 2
MMAMMTGRALLVCALCVLWCGAFVSVAEGPGEVAEAGVE IPDSQQQMADG I QREEGGTKGKQLQGKDTQ
NEVEQVLKQGEDQERLKKKEEEGRENQEQ I SLQKNAQALEEKEKSTREPAGGSLEGRK I GDGSGGRQQ|
TVEEVGKPNEEGVLKSEEKVEVVVGKDASGVNLTASQQETSG I HTGESPGQSQKEGGKEEDDRKDKERE
QHDQQQEENKRKLQEQNQMLQQQQQQKQQQDQGREHSENNQKESTKDKNGVGTNQTAI THNSDSSTAAT
AALRSDAGTEDTPTTNHPNRPSTEGATPPEKTSDGEAASANKYDTVPQSAGSTTAPTTNAKVGDTAKPY
DNDSSSAASHTTSPLLLLFVVACAAAAAVVAA*
>Tc00.1047053510275 190 S066 | A---VFECD| 8
MAMMMTGRVLLVCALCVLWCGAAASPAAENGDAVTEEDEKTRTTEVSPPGRKNESPLTSVEESTGTKTG
DVKTPQNSEAA I LLTTKGTSDQKQEDEKNKKEKEEDPEHGEDEEEGDEETETREKTPGPPPPPPSGQTS
TPTINGNSAGTSNEARAKELPSSDKDSTQGQELKSPAAESAPAATPQVKNENPSSADFVSVQQVQKAQG
GLESGNESRKEDSALTTNKQQDGTSDSHAESTPTSRSSAKRVAASNGSDEATEEE I SNKNTARVDAVPE
AAQEDGNKDDNTKETP IKTTAIANDTAPTGDSDSSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510275.250] S072 | A---VFEC- | 6
MTMMMTGRVLLVCALCVLWCGVCAVEVSKADASENTNVFHVPAEGPQPESAGRNTGQQEPLEHVSQERQ
NAGKPLDPKNEATDDQKRDLE I ETPTADELRGEKEEVHKEQ I DGGAGREKRKE I LEERKAPPDGRGSEG
GARQAGKGLAKVGVHSPATTPSGGERPGTSEPSPPESSLPAASTQEPGAAI PASLQEAPAATMKKKKEK
TVENPRAEPGKEKLSSEDDVSEQTSQRVNDGVEPNNELKNDENVSVLL I EQNGESDGNSESTQARPLAV
GDASNMGAEKGNEMGLQKNNPTDNGAVTEGAKRGENKHGNRKETSDTAT ITQTNETATNGDSDGSTAAF
HTTSPLLLLLLVACAAAAVVAA*

>Tc00.1047053510275.370]S136 | A--TT-ECD| 1
MAMMMTGRVLLVCALCVLWCGTPGGRCEEGGTGGTPPVASSSDVDESSQESSP 1 AQGGSHKPGLKASDY
KDGTEDSGDEQPSTEEEEEEEEEEEEEGSDEEDQDERLKTPGEGGGGGQSQAADEKLENVNESGPKPES
QRQVESGTQONQSEKETVGDGEAAVTKQNEGSGPQPQDHPHPVQEEDTKSGEGHQPSQGKEQQTNVEAT |
P INLAGDHSSGEHNGNDGSNEKEKEGEEEKDDERHRAQEREEAAHVSGAPKVNSTD I QQEVQHKNAGET
PTG IKQRAGEEKDDETEEEREKQMEQHQENPPGKEKET I TGANT INQ INTTPGDSDGSTAVSHTTSPLL
LFVVACAAAAAVVTA*

>Tc00.1047053510275 .400 | S091 | AG--YKECD | 14
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDNNALGGCVASEVLSTNWFHLSSGCEETALTPPLRSALP
I SAVEASTVEEVSSPCDGSCSRSAGDSVTGGGVGGLDGSLGGTGDVSRAGYSVVGSSGPREDCKENRGA
NLVSSLGGAPPTP I SSDDASHSLNGELSTRTECHETVKHSESKK I AESKVKTPEMSTPLKEHHSNTEDT
EEKEVADEGPAEGEARQNAVVTKDSSSDVQAPLPLPQ1QQSQPPGQETPVVTSLQDAKPPEKQSQATP I
LSTEEKSPKAAVTAIGEGDPPTTTHDLQSSTEENHKTLQSPATTTSETQGQHLKDGMAEQQGQDATTAD
LVKNAATGNPAGRTASS I STSGSGESQRKPAKENDDTQRPNRKKPQNGLEDVNTKDAPTATETAPQTAE
MVTNTQTNNTATVGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510279 .60 S028 | A---VF-C- |1
MAMMMTGRVLLVCALCVLWCGAAAVVSVADSGVAAEKGNASTGNDDQRRTGGVPASGKS IASPVNSGQE
SAVSTIRNEQTPQISEAS 1VLPKQ I TLDQKQEDEDAKDGKDGKEERE TREDARPPPPPPPPPGPPQPPG
EPPTTINGNSAGTLNEKPAKELP I ADDGSNQEQVLKSSAPAATTTAAASPLKAAATPQVKNEDLGSANL
DTVQQVQNAQRGLESDGES IKEDSAVTTNKQQDGTSDSHAESTPTSRSSAKSVAASNGPDKATEEE I SN
KNTTADGEVKESAQEDGNKDDNQKETP IKTTAIANADDSDGSTAVSHTTSPLLLLLVVSCAAAAVVAA*
>Tc00.1047053510279.120]S066 | A-—-VFECD| 8
MAMMMTGRVLLVCALCVLWCGAAAASPAAEKGDAVTEEDEQKRNTEVLPPGRKNESPVTSVEESAGTTT
GGEETPQSYGVD I PLPNNLNLDQKQEGEKKKKEKEEGPEHGEDEEEGEEERETREKQPTPPPPPPPSGQ
TSTPTINGDSAGTSNEARAKELPSSDKDSTQEQVLKPPAAESAPAATPQVKNEDPGSADVVSVQQVQKA
QSGLESGSESIKEDSALTTNKQQDGTSDSHAESTPTSRSSAKSVAASNGPDEATEEE I SNKNTARVDAV
PEAAQEDGNKDDNKKETP IKTTAIVNGTAPTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510279.140]S049 | A--T--ECD|5
MAMMMTGRVLLVCALCVLWCGADGLAEEGSGTTPPGASSSDGERLQETPPVVPGVSKNSVLKAPEAKDK
KGELDKE I LLKEEEAGSDEEDQDEDEDEG I TPSGEEE I PPPPPGGGGGQSQAADEKLENVNESGPKPEN
QRQVESGTQNLSEKETVGAGEAAVTKQKEGSGPQPQDNPHPVQEEDTKSGEGHEL TQEKEQQTNVEDMP
PRNSAGDHSSGEHNGSDGSNEKEKEGEEGVEGHERHRAQEREEAAHVSGAPKVNSTD I QQEVQRTHAGE
TPTGIKQRAGEEKDDE TEEEREKQNQEDPPGKEQET I TGANATNQINTTPGDSDGSTAVSHTTSPLLLL
LVVACAAAAAVVTA*

>Tc00.1047053510279.190]S084 | A---YK-CD| 3
MAMMMTGRVLLVCALCVLWCGAAVVAEGD IGE I G IKDESSKVLQVDSQAREAGKKDVRGPEAAVPRLHE
QQGKNARNNDGSA I QPTRQVKVEEEEKENEGSLEGMVKDGE I LPSPAEGQPTSSEPLPPPAPGGSRNGY
1 SGGGSKLGETSNGGEGPTLNSSSSSGDGKPPAVDSSGSGGGTGSVPGGKE I GGGGTPGVESSKFPVSG
VALPPSTPGAGSASSAQNLEPSERSGWPEPTVSPRTAPLNVDARKEPKPKGEPQTFSAQGETERQVTDE
KTSKKEAEESA I EGKRLFNLPHTASSTPAGPAVRLPEGSQVQGNRDEGEGLPPEATKSETSTGQERRTS



QSQSESTGPKFSSKDEVAVQHGHVTVPSDSMTNASTNSQGVTPAPS I STNGGDDAQSTVDGNNDDDQRP
NSKEAHNNPEDDNTNVAPKFSETAQQTPETVTVVQTYDTATKSNNDG I KAASHTTSPLLLLLLVVACAA
AAAVVAA*

>Tc00.1047053510279.210] S090 | AG--YK-CD| 3
MAMMMTGRVLLVCALCVLWCGAGGVYARDTPNNAQGGCMASGGLGAKTSYLVRGCNKTVLTRPLRSAFF
INATQAEAKDVKD I SEERDNLNLDS I PQPPALPPAPETPPPPDASDSDG I GRSELGAGSQTGGGGGGGG
GSSG I SNGGEDSTLKVPVPDDKSSSP IPSAGGGLKNTGDSSVTQKNNSSGTDEPSKKTLNVPALPTVQT
PEALEPDQNENTPNTQGE I SVEARGKGASGGDAGESDVNSKDSSSVSTANSKPTGKTTPSVPSTGKTPT
I TATPKDSENPTGKNDNTAASGTETDSEATKTSSKDDAAEQHSQERDKADLVKSANTGHPAYTAASS IP
TYGNGDAQGKANENGDDPERHDPKRTHDELEADNTNVGPTASEAAQEAVNSTEKKDTAPTGDSDGSTAV
SHTTSPLLLLLLVVACAAAAAVVAA*

>Tc00.1047053510279.250]S104 ] ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCGAAAMESSLPGATTVQSAWPEDLFLKWHELLKNECKAKFKDGNFDESAV
NCCVHNAMKDLCYDVYGETVMENKDLKVEG I CKEYAGKPDDVANCPKPQTSLSSAAVTSVKVSVPEVPG
REGNLRTPSEEEPTASAVAPPGASTAKPTDPPPSLPVEGQPDGADDMPVPNSEETSESMKPTKDLAEED
TVTTADTKQNEASNGQTEATKKTPPEASDNGDNETNKGTGED I PNNAPESDVAGTEENQDKNKDNNPKE
TPVEVAG I KAATVNSGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510279.310] S084 | A---YK-CD| 3
MAMMMTGRVLLVCALCVLWCGAAAVAEGDD I GEVG I KDESSKALQVDSQAREAGKKDVRGPEAAVPRLH
EKQGKNARNNDGSA 1QPTRQVKVEEEEKENEGSLEGMVKDGE I LPSPAEGQPTSSEPPPPPGAGGSRNG
V1SGGGSKLGETSNGGEGPTLNSSSSSGDGKPPAVDSSGSGGGTGSVPGGKE I GGGGGTPGVESSKFPV
SGVALPPSTPGAGSASSAQNLEPSERSGWPEPTVSPRTAPLNVDARKEPKPKGEPQTFSAQGETERQVT
DEKTSKKEAEESAIEGKRLFNLPHTASSTPAGPAVRLPEGSQVQGNRDEGEGLPPEATKSETSTGQERR
TSQSQNESTEPKFSSKDEVAVQHGHVTVPSDSMTNASTNSQGVTPAPS I STNGSDDAQSTVDGNNDDDQ
RPNSKEAHNNPEDDNNNVAPKFSETAQQTPETVNFVQTYDTATKSNNDGSTA I SHTTSPLLLVVACAAA
AAVVAA*

>Tc00.1047053510279.330] S086 | AG---KEC- | 3
MAMMMTGRVLLVCALCVLWCGACGVYARDRDNSAVGGCMASGVLDTRRLYMPRICNKTAVTQPLRRVFP
I SAVGASTDGQVSGT IDGGLVP I PAPPLPPAPNTPKAPEAPTSHGVSQPAVGVHSGDGTPSLHIPNVDS
SVGGGSGQSGNSGGTVVSVMEPPSTVVV I SPSSVSPEVDGLQNKDGPPSNLKLGSPA I SVESGK ILVGH
NGETEKDSTPDDGPESSR I QKETESRATTEEARGSEAGQSGVGTNGPSNVLSTESQQQHRETTVTETKP
PPPSPGKQIPAVSLPPGVDTPAALSQGPQASSPEPSRAAEDPEEEKR I LPATTASHNSKGKTHKASSLR
KETVSAAPKTPSPNVVLEQNSEGTVTKDA IKTDAYTDGPAATSESS I STSDSGVVQDKTEEEDDNEQRR
EAKGPHNDHHAGNTNDAPTASVTAAETVKT I TTQTNTTSKSGDSDSSTAVSHSTSPLLLLVVACAAAAA
AVVAA*

>Tc00.1047053510359.380]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCDAGGVCTDEVGVPASVVASKRTDEENL I LNWYVLMKEECANESTTGGKL
NVTAER I CMHKVMKEVCDAFYDKTSGVTHDRDVEL I CTYYAT I PEEPVEPPTPQGPTSHSAVSNTTSDE
GTPKNAPESDVAGRGEGKDDDKEHGNTKQKAVETAAVES I TRTTDSDVSTAVSHTTSHLLLLLLVVACA
AAAAVVAA*

>Tc00.1047053510359.460]S103 | ANP--F-CD| 11
MAMMMAGRVLLVCALCVLWCGVGCGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQGECANESTTGGK
LNVTAER I CMHKVMKEVCDAFYNKTSGVTHDRDVEF ICTYYAT I PEEPVEPPTPQGPPPDSAVSNTT ID
EGTPKNAPESDVAGRGEGKDDDKEHGNTKQKAVETAAVES I TRSTDSDVSTEVSHTTSHLLLLLVVVAC
AAAAAVVAA*

>Tc00.1047053510359.520]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGVGCGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQEECANESTTGGK
LNVTAER I CMHKVMKGVCDAFYNKTSGVTHDRDVEF ICTYYAT I PEEPVEPPTPQGPPSHSAVSNATSD
EGTPKNAPESDVAGRGEGKQDDKEHGNTKQKAVETAAVES I TRTTVSDVSTAVSHTTSPLLLLLLFVAC
AAAAAVVAA*

>Tc00.1047053510359.550 ] S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGVGCGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQEECANESTTGGK
LNVTAER I CMHKVMKGVCDAFYNKTSGVTHDRDVEF ICTYYAT I PEEPVEPPTPQGPPSHSAVSNATSD
EGTPKNAPESDVAGRGEGKQDDKEHGNTKQKAVETAAVES I TRTTDSDGSTAASHTTSHLLLLLLVVAC
AAAAAVVAA*

>Tc00.1047053510359.600]S103 | ANP--F-CD| 11
MAMMMTGRVLLVCALCVLWCGVGCGFADKVVEAAAGVVASNRTDEENL I LNWYVLTQGECANESTTGGK
LNVTAER I CMHKVMKEVCDAFYNKTSGVTHDRDVEF ICTYYAT I PEEPVEPPTPQGPPSHSAVSNATSD
EGTPKNAPESDVAGRGEGKEDDKEHGNTKQKAVETAAVES I TRSTDSEVSTAVSHTTSPLLLLLVVACA
AAAAVVAA*

>Tc00.1047053510359.650]S104 ] ANP-VF-CD| 10
MAMMMTGRVLLVCALCVLWCGAAVVVSSMPDANSVQSFWRENL I PRWHELLKNECEAEYSKETNLSLKD
LAVNCCLHHAMHELCKDLYPKLFKKTEFSNVEGVCKEYAAEPDEVKCPKRQTQPPPATDNSVKVSVPEA
LGKEGDLGETPEEAPLADLPAKPTKGPPSSPMGGQPTNADDVPAPKSEERPVSTRPTNDSREGDTDTIT



DTDQEETSTSEAESAAPTPPVASDNDDDNETDKGTGEKVPNNAPESDVAGTNEKKDENKDNNPKETPVQ
VAG IKTDTTPGDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510361 .30 ] SO30 | A-————— cD|31
MAMMMTGRVLLVCALCVLWCGAAVEAEGDDVTELQGEPSRVSQSPSKGGHEEEPDVRKPVGGVLNTSEE
PSDARDLTKVSPQKTSVKQTPRDNGGAAEKEGKVEAKKAGDEE TRSDGEEQPKDHSDE TQESDGPKENE
RSPSPTPTDKMLTSEDPAAKHAGQAGQA IRPPPSPESDGTRPSGSSRGDSSVSPLSTAG I SSSSALDAP
LVQSTQPSEKGLQSETMSLGTALPNEQPKERSESKAKQGFSTSEEAAKSPDDSGDAVEKKKEKGDVGPK
ATTSLSSTTSNPPVTQTTPRPPSAEPSPTETELQAGEETSTENVT I TKRNETTTPADTDGSTAASHTTS
PPLLLLVFACAAAAAVVAA*

>Tc00.1047053510361.110]S013|A---V-EC-|8
MAMMTGRVLLVCALCVLWFGAGGGGCTEGRLPVVGPLVNSESGDVVTDNAIGHTVPGGAGKLSAEQTQL
NNVEGSAPRKVSLEAPLQSVSTTQQTPSSSEHTDSL TNSQSLQEERQAGSPDGSSGRPAASPSQEDRKN
ES1GDQQRNNTPSPSSNNDVVSRKSEEL IEDTPRRAE I I VAAPSEEGQEPENVTRSLEQPQETSTAAPA
ITTQTTSMTPSEENKSNTVKMSEAAPQSAGTTQTNHTATPGDSDGSTAAFHTTSPLLLLVVACAAAVVA
A*

>Tc00.1047053510361 190 | SO80 | A---YKECD | 24
MAMMMAGRVLLVCALCVLWCGAGGRCDEGETAVRGVPPDVSASGTEGELGGTKNAGPAPDSQ I QSSGEE
QQHKSREGRPTLPEGSLEEEVEEETVENLDEVTERGEEGQRGDGQDANEPDGSQTSEVLTKQKETLPPS
TPAAPAGEGNQSASPQAQSVDSHVGGRTDRIEDS I LGAPSSGVALQHAGDASTNQKNNSLETGKHTEKT
1 TGGPVPFQTKTTKEP INDAE IHSVTGEDTASNQVVSRGTAEYEAQQRALATQDRSSVSFTESETKWQT
TPHEAPGTQVPPSATEPSSREGQPPTAKTDSQTPNAQEHKE I LLPKKEYNAPERPSEDVVAEQQGQATA
TENSTENAPATNQAETTASSNSTSGSGEAR IMADENTANAQRPNPNESHDDLEGSDAHPAPTASEAAPQ
STGTANANDTTKPGDSDGSTAVSHTASPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510361 . 260 | SO97 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDNSAVGGCMASGVLGTRRLYMPRCNKTAVTLPLRHVFPV
SAVGASTDGEGDSAGGRQNSSNSRETSDAGSPGGGPAAVTGPGSAGGPGGAGDSGASSGAGGSGTAAGG
HGGGVSSAGDQGTDSVSSGPSAVAPPPLPSADPGVDSPASSASPPAPPSGTPAGSGAPPPPATPSGPPD
ATVVDSSTSSSGGTAGSPGTNPSNTTGESPTGDQTPAAAAAHNSSLPEGPAGTTSGTGQKEKQEEEEEE
EEDHEKQQQSDEAQVQQQQQHEHPAENGEESAKDKTANGTNATANTGDNDSSTAVSHTTSPLLLLLVVV
ACAAAAAVVAA*

>Tc00.1047053510363.220] S069 | A--T-FEC-| 1
MAMMTGRVLLVCALCVLWCGVFG I AADGEVDVTREKDESLEGPLRGSRENEDGPQKSLGSVMQRSNTAN
QALSLENGVMVSQPEDPAKKQVPDEVETQKESEETEEEDYDVVDDDDDVEEEEREEEAVETAETE IPND
QTKEEASSPPQSKHKKGPTPAKG IPTTQSPATPVLPTTQGQPPTAAPSPEDSPVPAALAATAAPKLTSS
EQGN IPAAARKKDEKQSEV I DPAQESEQPGPQDFVLVQHSQGVHESKESNSNPRNPASASAAANQRDAT
FNGHGEPAQTTSSNKSVFE INDANSGTEEG I SSDDPTADGAGKNDTKNSQNKHGNTKETPVEATAMKGA
AATTGDSDGSTAVSHTTSPLLLLLLVVVACAAAVVAA*

>Tc00.1047053510363.260]S016 | A-———— EC-]10
MAMMTGRVLLVCALCVLWCGGAVEAEGDVVTELQGEPSRVSQSPSKGDHEEEPDVRKPVGGVLNTSGEP
SDAQDLTKVSPQKTSVKQTPRDNVGAAGKEEPVEAKRVRDEETRSDGEEQPKDHSDETQESDGPKEDKR
NPSPTPTNKMLTSEDPAAKHAGQAGQA IRPPPSPVPDVTRPSGSSRGDSSVSPLSTAGFSSSSALDVPL
VQSKQPSEKGLQSEAMYLGTALPNEHPQERSESKAKRGFSTSEEVTESPDDSGDAVEKEKEKGNVGPKF
TTGLSSTTSNPPVTQTTPRSPSAEPSPTDTELQAGEETSTEHVT ITKRNNTTTPGDSDSSTAVSHTTSL
LLLLLLVACAAAVVAA*

>Tc00.1047053510363.280]S064 | A--T-KECD|5
MAMMMAGRVLLVCVLCVLWCGAGGGGAEMNDETLVDSQHLSGVGEKAPKGLPESGERGPDSAGHSLDKN
NG INSNLQEGTVTGTTTERVGKKKEEDVGDDDGLEEEEEEAETDDDDDDEEEKEKSKEKEDTPQAGKSE
SSSKEVAAT IPTASGLSGVGGGSPSGVDDGGSNGSPNG I EDLNLEVPGPVVNSPSPLPNAAAGGLQNPD
GALPSQKNNFSETGVHSGTTLPAPSLPKPQAPA I TQPKAEEQSSTEQDTEYSPD IEEVTTVKEKVQNTV
ETGIPSRASSAASKPPVQQPTPLLTQSPAAPSPERLAAATSEEKS I APSFSAGEGSRTATNVAQNSKEE
KNEKLPSENETESKAVEQPSGNDVAEENSPARTTASP I PASGGADDQRNADADNSNARVLKSEGTHKNS
ETGYTNLASTAGDAATQTEKAPADAKTNDTTKPGDSDGSTAVSHTTSPLLLLLLVACAAAAAVASA*
>Tc00.1047053510363.320]S062 | A--TVFECD |5
MMMTGRVLLVCALCVLWCGAGGGEPSETPSPAPPDTPHEKNPQKEEETFVGTGQGVKNDEPE I PQAPAP
KASESPVVSAESLQAQQSGGGASVTASATTDNKDQNAKEDKKEEEAKDDDEDEEEEEEEEEKEDRDS I P
DGREEETEV I I SEQETEQDKKNAGNQAPTETPGGPTNNEE IKTATTQVNGQPSPEDLGDVKQSEEVQGE
KDSNHNPQTKSVAS I AAKQQNEPSADHEESRPPSPTANGDAANKDFDKSTKDG I PSNHPAADVAGTAEG
KQNENKDANPKETPVTATAMKTARETTGESDGSTAVSHTTSPLLLLVLVACAAAAAVVAA*
>Tc00.1047053510371.10]S123 | ANQ-V--CD|3
MAMMMTGRVLLVCALCVLWCGLSG I AAYDADGADGSAVEYSLSRWRAQLRRGCAVEVSRRTGGGANASA
VEECVGRGMDGVRAVVDGRSRWRRQQFAVAAAAVDGDVDSGEVD INSVSSPEDQSGTGAGSREESQVKP
PVVSEPGQADTTPGGENPPKPAESLETAKGKSGGTSKEKDKEERPTVETKGPNSTDDNKQVDNAAIGNS
NGGREEKNGVTLQVQDEVVKPKEEKQEPQKELEEKEKQKAQGNKKDDPEDPGEDAEDTEDSADGTDHKE
GEGQKEGDAGSNKKGKELNGGGDTDGTPPDAPVVLQPAPPVEVTDPQS I EKTNDDDTGGKEDAGRTQTQ



EAAGPSQAENL TAELSTEENAAETETGTPGKKTQPEDAGKEQTTVGAKSNQETPAAEREAQNREEV 1KD
EEGSEKATTNENFDGRQTAVKDNAHNEAEKTSQKNENELDKAEETTAEVKEKEETTERKTVAAKGPNLN
STAATNDSDSSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510371.50]S017 | A-—-S-EC- | 13
MAMMMTGRVLLVCALCVLWCGVGGSCDEGEAAGLGSDAELPPAPAPLEKTPQGPKGLQSGEPGVKENVT
PASSTPTEEEDDDEEVEDTENGESEEEEEKRKEGQSNKGETGA I GSGSREENL I GSEKETGES 1 SSAGS
1 SPSGSRESNANLTQPEVEEKKETEKNTPAVENPLKTVNGENTLPAG I AGGNSPPPPEDSVDSREQDGE
DTTSEGKENVPSPATTATPQSHRDKGSEGTGEVTKATTVTANTTDTTNTQNSDGSTAVSHTTSPLLLLL
LVACAAAAAEVAA*

>Tc00.1047053510371.70]S061 | A--TIFECD|52
MMMVTGRLLLLCALCVLWCGACAGGCSEAAPTLPGTGVTDNGNNLEGKNNTTDGVGAVGPTGQQAASQP
AAGSVPVPGTEEESELRTGEQALQSAAKAAEVANDT TKKGEADKDNELKEEDDDDEDEVEEEEEEEEEE
EDDGNEEEYGGEEKKEEEKDDTSTTKG I SAVGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVT
QEEKQNENKEANPKETPVESTGMKTTTATTGDSDSSTAVSHTTSPLLLLLLFVACAAAAAVVAA*
>Tc00.1047053510371.100]SO08 | A-———— ECD]43
MAMMMTGRVLLLCALCVLWCGAGCRCEDLVT I SSEPAVDNPVNAPGSKKGSDLPKSNDNEDPKPLGEGQ
NRDSVNLPENE I CKNDSTKSSKCTEGPEDALVPPLDPVGQGEHNEVQNSGSSGSSEKDKTRKDQDLQER
PHDVETLSREPATLKDPQ I TMPAEHSSSPSPPNATVTASSTD I1SGVG I GTVQRDNMQNTLNGNDGSESP
AAQPDSASGNTQTSVDEETSSNGGAPQVSTAADTDSAGY TTKALKNADTKKENSGESHNSLAASPAVGT
NTATTTTSATQDASEYNKDGVKLSTEDVEQNAFKTNPTANSGSTKTAAANSEVPTAASNATNKKSNTET
TADSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510371.120]S068 | A--- IFECD| 10
MAMMMTGRVLLVCALCVLWCGAGAGGCSEAAPTLPGTGVTDNGNNPEGKNNTTDGVGGGGP I GQQAASQ
AAAPSSVPVPGAEAESAPKTGAQALGPAEET I KKNEKTENGENEEGNQDADEEDEGEDEEEVEEKVEEE
VDDGKEEEGEEEEKDGTSTTKR I SEGGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAGTQEEKQ
NENKEANPKETPVESTVMKTTTATTGDSDGSTAVSHTTSPLFLLVACAAAAAVVAA*
>Tc00.1047053510377 .100]S033 | A---V--CD|9
MAMMMTGRVLLVCALCVLWCGAGGGGCSEALVPVAE I TVDSASVGVVTDKDTDRTVPGELGNPSVEKKQ
LQNVEDSAPGSPQSQAGLD I ELTKQQPHTDHKHTDPPPHSQSLQEERRDG I PEGSPGESAASLSQEDTK
HTS1VSPERNDPPSASSNNNTVSSNSEEGTEGTPSSTE I IVAAPSEDGQEDENVTPYLEQPQETSTAAP
AITTQTSSMTAPEENESNTVKMSDASPQTTVAANSNVATKPAENDGSTAVSHTTSPLLLLLVVVACAAA
AAVVAA*

>Tc00.1047053510377.200]S002 | A---S-ECD| 19
MAMMMTGRVLLVCAFCVLWCGAGGRCKGETAVLGSRAELPPAPLETSQKGPQELQSGEPGAKGTASLAS
PPPKDKDADENEDEGDEDDDADEDTDESKVRRTEGQSGEKANAASDPDSGEKNL IGSGQETGQS IAPAG
DI SHSDSQETKANPTQTE I EEKNETDENTPAVEKAL TPGNGENTLPGG I AGGNPPPPPEEGVDSREQDG
EDTTSEGEKNVQSPATAATPQSHREGGSEGTEEDTKAKTVTANTTDTANTQNNDGSTAASHITSPLLLF
FVVACAAAAAVVAA*

>Tc00.1047053510377.260]S112 | ANP-V-ECD | 4
MAMMMTGRVLLVCGLCVLWCCGAAVVSS I PDVTGRKNVPHGYLVVNWEKLLKNECATDEKY INEDGTVN
ESAVKDC IRDAMRVVCNVFCRKNSGEPDDSEGER I CEEYVGSRDEAGQSSHL I TPAEAKTLKAPRSELE
ELEKTPGETPKPLSGGPATEDEPAKTTGGPPTPPVEAQHNREENVPVLHPEDDPGTTESNSDSEEDDSA
STTDNQESVTPDGHDKSTPTLPSTATDTVKNEADR INTEGTQKPATESNAERKEVEESDEKTYDNTKK I
PAEAAATTNNTVMPGDSDGSPAVSHTTSPLFLVVLVVACAAAAAVVAA*
>Tc00.1047053510377 .350 | SO09 | A-—--KECD |5
MAMMMTGRVLLVCALCVLWCGAGGSFADEERAGLGSGGGPPPESQELETSPQVTQG IRDGTGGVKVKKP
PEDEVEEEEDEDNDDDEGAGTDEEEKEKSKEKEDAQQTRKSKSSSKEVAPLT I PKASGLGEAGGGSPSG
VDGVGSSESSDGSEDLNLEVSGPVVNSPPPLPNAAAGGLQNTDGALSPQKNNFSETGVHSGKTPPAPSL
PKSQAPAMPKPEAEEQSSTEQDTEDSPDTEEVTTGKENVQNTVETG I PSRSSSAASKPPVQQTTPLLTQ
SPAAPSPERSALAPSEKKSTPPSFSAGEGSRRATNVAQNSKEEKNEKLPSENETESKAVEQPSGDDLAE
QDSPARTTASP I PANSSADAQRNADADNGNAQALKYEGTNKNSETGY TNLASTAGDAATQTEKALADAK
TNNTVTPVESDGSTAVSHTTSPLLLLVACAAAAAVVAA*
>Tc00.1047053510377 -390 S068 | A--- IFECD| 10
MAMMMTGRVLLVCALCVLWCGAGDGGCSEAAPTLPGTGVSGDGNNLEG INNTTDGVGGGGP I GQQAASQ
PAAPSSVPVPGAEAESAPKTGAQALGPAEET IKKNEK TENGENEEGNQDADEEDEGEDEEEVEEKVEEE
VDDGKEEEGEEEEKDGTSTTKR I SAVGQEEP I LSSRVEEASNKTKPQSTQTTGDKDPAADGAVTQEEKQ
NGNKEANPKETPVESTVMKTTTATTGESDGSTAASHTTSSLLLLLLVACAAAAAVVAA*
>Tc00.1047053510377 .430]S087 | AG--YKEC- | 7
MAMMMTGRVLLVCALCVLWCGAGWVYAGDVENNAGEGFMASGVLGVNRLRVPSVCGKVA I TLPSRMVSF
I TAAEASTNDDASG I | GGNPDSPSGAGAAAGSYSGGAGGAGGSGGGGGTSGGSGNSAGGSDGNRDTTED
HPGVGGGSLQSPPSVDPNSSR I PNEVGESQNTEVSLSTEEA I SPEAAAESGPTASPGNTPPKVETADKS
KPNEEEKELSVTQAAAP I SVNGEASTGEQNQHNDVGKVDHSSNQTPPPVPPSAVTTPAPSKEPAPPATE
PSPSDGS I PAPNVPQNAKDQEQKTSVLT IKMESNAPE I PSEDNVVQQQGQNTTTEELMETSSRGSQAET
TTSSIYTSGTGEAQSTADADDAQRPNPSESQNDLEGSDTNNSSKTDEVAPQSAITLTTAQKNGTTTPGD



SDSSTAVSHTTSPLFLLLLVVAAAAAVVAA*
>Tc00.1047053510377 .450]S047 | A--TS-ECD| 8
MAMMMVTGRLLLLCALCVLWCGAGGGFANEERAGLGSGGAESLLESQELEKSPQVTQG IRDGTGGVKEQ
VPSKPPEDEVEEDEDEDDEDEEDDSEENEHEE TEDGEKKS I EGQSDQEGTVAPEPGSREKNL I GSGQEN
HQP I VSAEG I SLSGSQESNANPTQPEVDEKKETKKSLPAVENAHTPVNGEHTLLGGVAGGNPPSPPEEG
VDSREHDGEDTTSEEKKDVPPPETAATPQSRQDKGSEGNGEDTKATTVTANTTDTKNTQNSDGSTAVSH
TTSPLLLLVVACAAAAAVVAA*

>Tc00.1047053510377 .134]S001 | A---H-ECD| 18
MAMMMSGRVLLVCALCVLWSVAADGDVVVSGGEDNSLKELF I PVARLQERQEQRAVEATADAKAAAEAA
ETATAKAEEAEAAATEAKAAAE TAAEAAKAAAEAAATAAEAAAAEAK TAATAAKAVDTEAKAKAAAAAA
ESAATKATTASEAATKAKATASAAKAATEAAAAKAAAAAAAKAEEAEAEAAAEAAKAAAKAAATAAEAA
ATAAEAATEAKTSAETAKTATAKAKTEAEKAAKATATATAAATATAAAEKAATAAAKAAASAEKAATAT
SKAKASAETAKAKAAAAEKAAAEKAKAAAGKEAEEAAEKATEEEKAKASTAKAAVKAAATEADAKATAG
KTAEAAAEALRGTTVREEEVK TATHDQDNSVEHHSGEKQEL LQEKEPERQEKEQHEKQQHQQREHSAGN
GEESPKEKTANGTNATAITDDSDGSTAVSHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510387 .40] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASAGTDNTVATTNNSNSSETSNAGSSPGGVTGSSSAGGTSGPAAVPGASGAGEGGAGVSGDGST
GDQGTGGPPAPAAAPPSPASPSGGPSVPAAAPGGDSSASGSDGEAGPSGTNSSSTTGDSPTGDQTPAAA
AAHNSSPPEGPEGTTSGTGHKGQEKEEEEEEEEENEKQQQSDEAQAQQHQQHEHPAENGEESAKDKTAL
RTNATANTGESDGSTAVSHTASPLLLLPLVVVVCAAAAAVVAA*
>Tc00.1047053510391 .20 S133 | ANQ---ECD| 6
MAMTMTGRVLLVCALCVLWCGVFG I AADDAGGGDGSAGENL I ALWLTRLRMECAEEV I RRKGSSANASA
VEECMRRGMDGVRAVLDGRRRWRRQQFAVAAADVARDVSDPESSSQGQSGSDDGLKDKVPLEPALEPPP
EKLDKAPGNGDALQTPAE I PGLPETRSEKMLNEKNEKEVKDDRDPVKR I GEGVS 1D I DEEVDGAAE I SD
ENPKHEDEEATNTRERNGGEGSLNNEDE I SGNHHVSDD 1 STGLHVALPSVSHVNGKGTQSVEGTNGTVG
EKGLAGQT I VQQAEGSPAPEEPTVEF 1 QKEDTSKEAKEKGHQVGRGKEQTT I EEKSTEGAAAGNTAEDS
HVTEAQTPEQSETSNTNGNVEKAEEKKRDESTKNEEKSTKEKEREKNAVKSKNEEKEE TKEERVADEKE
TTTVEKKMAAVQSLTK INTTTPGDSDSSTAASHTTSPLLLLLLVVVACAAAAAVVAA*
>Tc00.1047053510459 .20 S132 | ANQ-H-EC- | 3
MAMMMTGRMPLVCALCVLWCGLAG I AADFVGSANGSAGE YWGSWW I TQLRRECAEEV IRRTGGRTNVSA
VEECVRQG I DGVRAVLDGRRRWGPQRSAVVVVAAEDGEDPVKNGDSSERSFLSEQSSQAGRVLPSGGGG
SGILPGGEGGTGQNTPPPHSPSTGPSPPNLPEKQASAAEEEEEGVKSDPKDNENKPGESLKDRETP IDN
QNTQNPEETTTGKKLHEEDNKTKQLLQGDNQPPKVEE I APRKPVEEPPREKEDVDEPDAGAAERNS IES
HLEATRNHAEKPLAGSEHFDKENYYQKEEKEKKREEQGDAHVQQQNGKHETLHGLP IEAGTTRGSLANP
PPEELQQKQTSAGSTKQLEGEVPL I SAESKSNGNNDPSLPSVSTRAGVAATHEAAKGNAEVQNNAESTE
TAVNNKEDPNEHL TENDKESAKDKNALRANATANTGDSDGSTAVSHTTSPLLPLLLVVACAAAAVVAA*
>Tc00.1047053510463.90]S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGKGASVETKNRSNSSENSDAGASTGSAGPGGGPGRDGGAGGSAASSGASGSVAPSGGASSG
AVVPGGGDSGASGSGSRGAGGPAGSSTGGGPAAGGAGAAGASGSGSAGGEVDGSGGTPASSAPGAPPSA
PGPSGGPSAPADATGVDPSAGSSDGEAGSSGTNPSNTTGDSSTGNQTPAAAAEANNSSLPGGPAGTTSG
TEHTQEKEEEEEEEEEENEKQQQSDETQVQQHQQHEHPAESGEESAKDKNALRTNATANTGDSDGSTAV
SHTTSPLLPLLLVVACAAAAAVVAA*

>Tc00.1047053510463 120 S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMALGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGKGASVETKNRSNSSENSDAGASTGSAGPGGGPGRDGGAGGSAASSGASGSVAPSGGASSG
AVVPGGGDSVASGSGSRGAGGPAGSSTGGGPAAGGAGAAGASGSGSAGGEVDGSGGTPASSAPGAPPSA
PGPSGGPSAPADATGVDPSAGSSDGEAGSSGTNPSNTTGDSSTGNQTPAAAAEANNSSLPGGPAGTTSG
TEHTQEKEEEEEEEEEENEKQQQSDETQVQQHQQHEHPAESGEESAKDKNALRTNATANTGDSDGSTAV
SHTTSPLLPLLLVACAAAAAVVAA*

>Tc00.1047053510463 .140]S094 | AGW-H-EC- | 1
MAMTMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMALGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGKGASVETKNRSNSSENSDAGASTGSAGPGGGPGRDGGAGGSAASSGASGSVAPSGGASSG
AVVPGGGDSGASGAVPGAPGVPGSGGGGGGSGTSAVGHGTGSVSSASVPGAPGGGSVAGEVDGSGGTPA
SSAPAAPPSAPGPSGGPSAPADATGVDPSARSSDGEAGSSGTNPSNTTGDSSTGNQTPAAAAAHNSSPP
EGLAGTTSGTGHTRKEEEEEEEENEKQQQSGEAQVQQQRHEHPAESGEESAKDKNALRTNATANTGDSD
SSTAVSHATSPLLPLLLVVACAAAAVVAA*
>Tc00.1047053510463 150 S095 | AGWTH-EC- | 7
MAMMMAGRVLLVCALCVLWCVAGGVYARDFDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I AAVEASDEEGSVETKNNSHSSE TSDVGASPGGAGAAGAPAAAGGTSAGGDSSGSAGAVPGAPGGTGAS
GVPGSGGGGGGSGTSAGGQGNSG I SPASSGPAAPTGVNSSTGRSGEAGSSGSNSSNTTGESQTGDQTPA
PAAAHNSSLPEGPAGTTSGTGHTRQEEEESEKQQQSDEVQVQQHQQHEHPAENGEESAKDKNALRTNAT
ANTGDSDGSTAVSHTTSPLLLLLVVAYAAAAAVVAA*



>Tc00.1047053510463 . 200 | SO99 | AML-VFECD | 25
MAMMVTGRVLLVCALCVLWCGAVFGHATEDYCGEGGGNGLRHTSNGGDDGVSLKTDCGLLSSRMGL 1KA
VEASDAGPELSVVPEQVEKSQDTENSSKDKTSRSGASVPDGDGFAGQPAPPKPGESGPGGQERESGVLD
PNVRKEAEERNGSLSESQKLRTDQSSTTGGPGTEDSEEPALEDTSERNGSSN IHLNEEDAGEAEVQE IS
EPEEPEKDKSNMALTETHDSQAKQKEAQLPTPPTLPTTQVDEHSSPGDTVAKQQLQKPQSEMGPNENSQ
STSVAT I TANQHNEPSADHAGSRPPSPTANGDAANHEADKTTEDG I PNNDPAADGAE TREGKRNENKEA
NPKETPVDVTAMKTTTAKAGDSDGSSAVSHTTSPLLLLLLGVACAAAAAVVAA*
>Tc00.1047053510463 .240]S032 | A---H--CD| 8
MAMTMTDRVLLVCALCVLWCVAGG I CEEQVKVVDGGAPGGGSVVLVKANGVTATPMPSEQTGVLQVAEE
APNKRAADSSSEEEAKEEDGGDEPEEGSKEEAEE I IMEEGKGGKETDKENQSQREGAAGHPVAAKG IAG
NSNQTLHTPLSTEHNPSPDSPRLNLESPQNNLSKNNDSAKNQQTEGSRPGEEDKSKLSEGVPEPGPGKG
NSGPEPGKQTE IHEPTGLSSASSGDAQETKHAVNGPPNASPGPVGGVTTGSHTDVKTGTEVHPPPPQEH
PSPAVAAEKEDS IMEDVA I QRGGNERPQEKLPEAATAAPPEGLRTSAVRSSEKTEDVTDENEE I GEENA
EDETKQRQEQLQLPQQPQQSGEKGQQQQQQQQQEDQSHGYSTDDGEVPKKDKNDVGTNNSDGSTAVSHA
TSPLLPLLLVVACAAAAAVVAV*

>Tc00.1047053510465.140]S132 | ANQ-H-EC- | 3
MAMTMTGRVLLVCALCVLWCGLAG I AADFVGSANGSAGE YWGSWW I TQLRRECAEEV IRRTGGRTNVSA
VEECVRQG I DGVRAVLDGRRRWGPQRSAVVVVAAEDGKDTVKNGDSSERSFLSEQSSQAGRVLPSGGGG
SGSLPGGEGGTGQNPPPPHSPSTGPSPPNLPEKQASAAEEEEGVKSDPKDNENKPGESLKGRETPIDNQ
NTQNPEETTTGKKLHDEGNKNKQLLQGDNQPLKVEE I APRKP I EEPPREKEDVDEPDAGATERNSIESH
LEATRNHAEKPLAGSEHVDKENYDQKEEKEKKREEQGDAHVQQQNGKHETLHGLP I EAGTTRGSLANPP
PEELQQKQTSAGSTKQLEGEAPF I NAESKSNGHNDLSLPSVPTRAGVAATHEAAKGNAEVQNNAESTET
AVNNKDDPNENL TENDKESAKDKNALRTNATANTGDSDGSTAVSHTTSPFLPPLLVVACAAAAVVAA*
>Tc00.1047053510465 .74 ] S095 | AGWNTH-EC- | 7
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSMLP
I AAVEASAGEGGSAGGRQNSSNSRETSDAGANGSAGGSPGGGPAGGPGGSGSPAGGSGAEAPASAAGGS
GGGDGSGGSGGTPTGGRGTGG I PSGPASGAPPPAPPLAPAAVVATPASGSGGTAGSSGTNSSNTTGDSS
TGDQTPAAAAANDTSPPEGPAATTSDTGLKGQEKEEEEEDHEKQQQSDETQVQQHQPHGYSTDDGEESA
KDKNALRTNATANTGDSDGSTAVSHTTSPLLLLLLVVACVAATAVVAA*
>Tc00.1047053510469.10]S097 | AGWTH-ECD | 44
MAMMVTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGGNGSHMPDGCNKTA I TVPLRSVLP
I TAVEASAGEGDALATKNDSHSSETSNAGASTAGSGGGDSSGSAGASGSGSAGAAGASGGSGTSTGGSG
SGGGGGGGPAGPSAGGKGNGG | SPASSGPAVAPSDPPAGSPSAPAAPPAPAPPSDTAAAPGVNSSAGSS
GGTAGSPGSNPSNTTGESPTGNQSSAAAAPNDSSPAEGPEGTTSGTGHTRQEEEEEEENEKQQQSDEAQ
AQQHQQHEHPAENGEESAKDENALRTNATANTGDSDSSTAVSHTTSPLLPL I VVACAAAAVVVAA*
>Tc00.1047053510475.100 | SO30 | A-————- CD|31
MAMMTGRVLLVCALCVLWCGDEGVGSPAGGAGGLLGNGGKGAVETTDNSTSAPDSSDLTKGLPKVNQST
ETFTGKSLEVDEVNAEQQDVAPGVEDEDGSPSDHLEESLKDDPDQGK TKPE IQNKGQEGRQTPQSQVNY
PQQPQPLLHQSQPLPPSAPQPHTPASEKGEGVGENNTGGEGQPSLRVENKGNEDPENLGKEDSLNDPGT
KSQSSEQVQTTVPNTVPPEHK TQNGMLTPEQMTNESQSTDTSTNLPE I QKENKEYPASTEGTAQSTSNG
SQEQEAEPSTSEEPSPFEEEQSTGTKTTEDARTPDAAATEKSQTGDNEKVGDSDGSTAVSHTTSSFLLL
LLVVACAAAAAVVAA*

>Tc00.1047053510477 .80]SO10 | A-—--RECD| 22
MMTGRVLLVCALCVLWCGVSG I AADDAGDGDVVVSGGDNKKLEEQKLSSPV I PGMKPQAPEVKEESPTR
RSDDVLEETDEAVVERDEADRRGVGVDGEKVKTVQKGRGEGASEGDSATEAELHLTEDE ILRLPSPNGA
KGGEKT I PSNDTPPEEKVQQKQEDPPSLLQSEPGDPASGRGVPPESTEHKPPASGNPSSETETTGIERV
STPTHVRESPRVTEKEVVSTEHEREDKEGSGGNP IKVTDVRLPEPQELRSKSLDGTQRVETGVRPINSL
PGDQNKQRVLVNLSQGESANDPPETTPQSSSTGGHRVENSRTNEDGAKNTEGSAAGEKKDDKKGLEKDY
VPT I SEGKVQPPVTTAASTSETAIDGDSKGSPTAATALQSDDDTESNPAKNDLSQPSSERTEELSTTPD
PEDASE I TENAAAEKAG I PTTKAIATAKTNDTVTPGGSDSSTALLHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510477.100]SO70 | A--TIFEC- |13
MAMMAGRVLLVCVLCVLWCGAGGGGLAEKTQDRLDTASEESESPKKNKDTDGSAGTDGPTAKTKAPQAA
DRGSKEQEGTVEQAAASVPGVTGAGAGMETAPQPGREATESAKGTRGNKEETKKEEESEKELEEGEEEE
EEEKEREKEKKEEDDTDAKKG I SADSQEQRSLPSGAEGASNQTKPKSAQTTDVNDPAAEGAGKRKEKQN
ENKEANPKKTPVEATAMKTTTATPGDSDSSTAASHTTSPLLLLLFVACAAVAAVVAA*
>Tc00.1047053510483 .20 SO99 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVFGHAMEDYCGEGGGNGLRHTSNGGDDGVSLKADCGLLSTRMAS KA
VEAAEGEQEMNVTAPLENLEDNKLGNNTKGSGVAGLEGNDGVAVQPPTKKPLNLGRSGAGEQEGMSRPV
DANDGKRTSHTHNQSVRDPEKLKTVESSSSSRSPGTEG IKIHKLENTSERNESYKKTPTEENNLFSKYD
CTELVLKEEPEKTADKKNASHEAPTETRGSQAKDAE I QTATPPPPPATMNGHSSTVNLRPIQLLQYVQD
DNAEFRTPSLMANGGAANNQADKSTEEG I PNSDPAADVAGTAEGKQNENKDANPKERPVEATAMKTTTA
TTGDSDGSTAASHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510483.70]S004 | A-—-V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGGGCSETTQDPPGGASQAGNNPASGSGVTGNASGHTVTGEAEVVSL



QQSRLDNVGNSAAGSPQLQAALEPESPTEQPQSDPEHTVPSTHSQSSGEGRQDGTPDGQPGKPG ISPSQ
EDNKDVS I ENQQSNDPPSHSGNDDVVSRNSGERTEDDSRRAETLVAAPSEEGQEPENVTPSLEQPLETS
TAAPTATTQTTSMQPPEENASSTVKMNDAAPHSTVTANTNHTVTPAENDSSTAVSHTTSPLLLLLLVAC
AAAAAVVAA*

>Tc00.1047053510483.120]S118 | ANP-VFE-D|3
MATMMTGRVLLVCALCVLWCGAATVVSSAPDATRAQSFWREDL I QKWHELLKNECKVENPYENNEDLKE
LAVNCCVRDAMNELCSAFYGNTVMENKDANVEG I CKVYAGKPDDVVNCPKPKTNLSPAAVTPVKVSDPE
APREKEEELRKTPEEAPKAPPEEAPTPLAGTPLTNSPANPTKVSPSPPLKGQPTNAEEVPVPNSEEGSV
NTGPTNDSEEEDTDTVADTEQDEPSNSQAEPATPTHTVASDNGDNE TDKGTGEDTPNNTPEPDVAGTEE
NQEENKNNKPKERTLQVAG IKTTTATSGDSDGVKATPPLLLLVVACAAAAVVVAA*
>Tc00.1047053510483 .180] SO80 | A-—-YKECD | 24
MAMMMTGRVLLVCALCVLWCGAGSRCDEGEDTAI1VVVSPVGRSNDGNGGPGPAPPSPTG IGTSGPLPMV
PESEVSQER IPGAYSEGRGEKNYQNEDGVQENVAEDVENSRNHERL SEQSTQKESQEETPEEEKEKDAY
PPAEEVVKGTQQSLSQKPPPQQLQVQTTAPTEGGGPTAPTGPARPPAPAEPSSRNGSRT IEPTDSRNPS
QESHDKSLLQTKTESSAPEPPLKDAFSEQHGQETTTPDSMLNASAGSQARNTAPSTSTSGSGEAESEAD
ENDAQRPNPNKSHDDSDSRKTKVSTTMSEATTQKTET I AAAQTNHTANTDDSDGSTAVSHTTSPLLLLL
LVACAAAAAVVTA*

>Tc00.1047053510483.220]S051 | A--TS-EC- | 2
MAMMTGRVLLVCALCVLWCGAGGCFANEESVGLGGGADLSLGSKGPETSLQVTQGLKDEAEGVKGKKNL
SSSEDEDEEDEEENDDDDDDDDGPGTDEEERTQGQSDQEVKVTSDPNSREKKL 1 STEQQTGQS 1VSAGN
I SPSGSQESNAKPLQTEVEGKKETDKSRTAVENALRPGKAENT I PGG I AGGN I PSPPEDGVDSREHDGD
ETTSEDKKNDPPPETAATPQRHRDEGSEGTGEDTKATTVTSNTTDTTNTQNSDGSSGVSHTTSPLLPLL
VVACAAAAVVAA*

>Tc00.1047053510483 .310]S089 | AG---KECD |6
MAMMVTGRVLLVCALCVLWCGAGGVDASNLENNAVGGCMASGVLNTNKSYTPSGCDKTALTLPLRSVLS
I TAVEASTDPLVTGTAENKSDLAPSSGADFGCAGSPPGRGDEGGGGRDDGAGGPGGVGGASGSQARGSK
ASVGGGGGSNGGSKARVDGSLKSPASDVKSPSPVLGDGGSSPGAPTGSVGSDGSKGF I LGSFSSGGRSQ
PDAGSPGGDASLSAPVAGGNSPPS I TDESDALEK TGAAASTKGGKPQEAGEQSGANRARNEL PKLSAPA
ESTPEAQEDCPSEQEKPESEAAGRAATGKEKRR I DAEAQGPSTVMSTASTPPLPPPAPATVGEQPTAVA
VPAGGSPTAQTDSQTLTEERTKTPPPPNKKETEETEPTSGDGVAEQQGQGTVLPDLKGGPTGSPAEVTA
SSI1STSGSGDGRSRTDENDDNSRGPNPGGLHNDPESSHTNVAPTASETKPRTAKAAATARTDDTAKPGS
SDGSTAVSHTTSPLLLLLVVVACAAAAAVVAA*

>Tc00.1047053510483 .154 | S043 | AG——-—- cD|27
MMMMMTGRVLLVCALCVLWCGAGRVYARNPDNNSLGGYMASRGFGRNTSFLSNGSIKNLSTPLLLSASF
I SAMQAEAREEVSSPGVTNLPLSGATGLSPAFSDRGAS I PRPTVPGLRAAIPGVDVPSDGPGA I PAPVR
AADAP I PGVAVSSDGAAAFSSLGAAAAGPGPLRDPAFPGPDAN I PGSVAPGHG TP I HGTAGPGAAAFSS
LGTP IHDAADPGAA I PGA I PGPGSARGAAGHRPVGPGHGPG | PGHGPAGAGDGPAFSGLVPAVPGAGHS
VGGGSEPPDSRSAV I SSSQGGNGKTAPVSVSSDERIASPEEVLAQKETGSQGTSSPEGQPTVSSNTEKQ
RNNSASAGGHSLGHDAAGDEL QDSLEEQQKNDHSQTNETKKSSGDQNTESQRSGGALSEVSNTTTHG 1K
TQQPKTNSANEKNYSQNTDATHTTSPLLLLLLLVACAAAAAVVAA*
>Tc00.1047053510487 .50 S013 | A---V-EC- |8
MAMMMTGRVLLVCALCVLWCGAGGGGCSETTQDPPGGACQAGNNPASGSGVTGNASGHTVTGEAEVVSL
QQSRLDNVGNSAAGSPQLQAALEPESPTEQPQSDPEHTVPSTHSQSSGEGRQDGTPDGQPGKPG ISPSQ
EDNKDVS I ENQQSNDPPSHSGNDDVVSRNSGERTKDDSRRAETLVAAPSEEGQEPENVTPSLEQPLETS
TAAPTATTQTTSMQPPEENASSTVKMNDAAPHSTVTANTNHTVTPAENDSSTAVSHT ISPLLPLLVVAC
AAAVVAA*

>Tc00.1047053510487 .79] S043 | AG————— cDj27
MMMMMTGRVLLVCALCVLWCGAGGVYARNPDNNSLGGYMASRGFGRNKSFLSNGSIKNLSTPLLLSASF
I SAIKAEAREGKVPSARVTDSHLSGAAGLSPAFSGPDAA IARPTVPGHVPGAA I PGADFSARVPAFSGL
GSAGPVHGPVSAADAI PGAAVHGHGAGPGHGAAAFSGLGAAGPGA I PGPAPVRGPTFSGPDAN I FGAPV
PGHGPAA I PGAPVSGHGPGA I PGAPVPGHGPGA I PGAPVSGHGPGA | PGAPVPGHGPGA I PGAPVSGHG
PGAIRGSLRGSAVPGDDDAFSGLGDA I I AEAVPGAAAAFSGHAAAVPGHAAGPAGAGDGPAFSGLVPAY
PGAGHSVGGGSEPPDSRSVV I SSSQGGNAKTAPVSVSSDEQ I ASPEEVLPQKETGSQGTSSPEGQPTVS
SNTEKQRNNSASAGSHSLGHDAAGDELQDSLEEQQKNDHSQTNETKKSSGDQNTESQRSGGALSEVSNT
TTHG IKTQQPKKNSVNEKNYSQNTDASHSTSPLLLLVVACAAAAAVVAA*
>Tc00.1047053510495 .20 ] SO38 | AG————— c-17
MAMMMTGRVLLVCALCVLWCGAGDVYAGDLDKRALGGCMASGVLGMNASYVPNGCNEYMPTPPLRSALP
IPA1QAEDGQVRDTAPGSGSGVGEGGGSPGALSPAGAAASGSAPAPVAPVAPAGPVADPTADPPGGSAA
TGPAAAPGSPVSVPGPVAGPGGNAGSSPGVHAPPHIDDTVI TSSDLSSTREGSREEALQQKETESHDPS
SSKGLTQEALPDVQQPETSTSENSKTGCGEDVSDCEGQEKLGKTKMEKQVLEASKTQKPPPAQHKESKD
NEENSTEASSTESQNTEPQQE I KTPVDESDSTSTDASTAVAARSTSAGSQEEATASSSNGSHSPLQGEY
FTGTDTPENAPSPAAAETEKRQGENVTTPGDSDGSPAASHTTSPLLLVVVACAAAAAAVVAA*
>Tc00.1047053510497 .50 SO83 | A-—-YK-C- | 4
MAMMMTGRVLLVCALCVLWCGAGGRCDEERTAARGSGDESLPESRG I GTPREETQELQVGSPV IKVEVP



RESSPH I EEADGEDSDDENGDEKVKKDEKEKNKVQPQKHESKNNEGAPQSLPPPPTPTPSGHTTAEREK
PQNSKKVTNEATPSGSKMDSEATQPPSGDATQEQHSHDADTEDPTMNAATGSPAEPTVSSTSASGSGDH
VHNKADEDDAQSSEEQHDSLETGKTKVVPKLSEAAPQTATI TAAQTNGTTTKVGDSDGSTAVSHTTSPP
LLLLVVACAAAAVVAA*

>Tc00.1047053510497 . 100 S099 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAGGGHAMEDYCGEGGGNGLRHTSDGEDDGVSLKEYCGLLSTRMGL IKA
VEAADGEEL SGDPLETSEESSPGKKLDDKTSGGGTPGLGGGVAGPATAAAAALEPGESGRGETKRELEV
AETAGEKRANDRRKGSERNPENLKNGQSSSFSSGSPVTLGGEGLASEKNSKAAEPSEDGLKVTKLSQQK
AEGEKENKNDT ILTGVRENPEKNTE I QTAPPPPATNGKSSPEDTVRMQQLQQVLDG I ESNNNSQTNSGT
E 1 SDNQHNEPSADHGESGLPSPTTNGDAANNEADKSTEDGMPNNGTAADGAGTAEGRQNENKDANPKET
TVTAAAMKNKTVTSDDSDSSTAVSHTTSPLLLFVVVACAAAAAVVAA*
>Tc00.1047053510553.30]S101 | A-L-VF-C- |1
MMMTGRVLLVGALCVLWCGLSGMALNDYCSEGGENGLRHTSNGGSDGVSLKVDCGLLSAPMGL I KAVEA
ADEEQEL SDPGPRDRSEEL SPDNTEDGGATGLGRDVVA 1QAAA I PPKPEGPGTGRQEGKSTVVNTKGKE
EDNKKGTAADSKKLKPDQSSSSSGGSGPPVGEEPLSENSKSSKYSG I QLKEQGKDLRSKSHSHEEVVEE
TSESEQEGTEEDKYKK INDKAPAV I RENPVEQKEMQTSTSPTQVNGQSGTEDNVPMQQLQQPQSGMNQN
NNSQTTSVAPTTANQHNEPSA IHTETRPPSPTAKRDAAN 1VSDKSTEDSNQNNDLAADGAVTAEEKQNE
NDEESAKEKNGVGANSTANTDESDGSTAAITHSTSPLLLLFVSAAAAAVVAA*
>Tc00.1047053510557 .60 SO10 | A-—--RECD | 22
MAMMMTGRVLLVCALCVLWCGADGGCEEASAGFQSDASGDLVGEGVDSQDSPRPETPGSHTAGPETPLP
NVQGQALSPPPEVTVSGTEGAAEEEKARRNEDVKLVEKEKEGDGTSQEVKEPENKL I SVKDRQSHDNEG
LQPPSLNGTHEDET I TPSEDSLQVNKDKQELPSPLQLPLPNSAADGNPSSTSAAGRGDEKSRENGNGTR
NSQQSVAED I EQNKDAGEKVVAPTGGEEDSRLPVMTVEEMRGATTKGNSGSSTTAATAMQSGTGTEGTP
TNNHPNRPS IDSDTPLGS I SDGEAASANKYDTVSQSAGSTTAPTTNAKTGETAMPGDSDGSTAVSHTTS
PLLLLLVVACAAAAAVVVAA*

>Tc00.1047053510561 .30 S023 | A----R-CD|3
MAMVMTGRVLLVCALCVLWCGADGGCEEASAGFQSDASGDLVGEGVDSQDSPRPETPGSHTAGPETPLP
NVQGQALSPPPEVTVSGTEGAAEEEKARRNEDVKLVEKEKEGDGTSQEVKEPENKL I SVKDRQSHDNEG
LQPPSLNGTHEAET I TPSEDSLQVNKGKQDLPSPLQLPLPNSAADGNPSSTSAAGRGDEKSHENGNGTR
NSQQSVAED I EQNKDAGEKVVAPTGGEEDSRLPVMTVEEMRGATTKGNSGSSTTAATAMQSDTGTEGTP
TNNHPNRPS IDGDTPLGS I SDGEAASANKYDTVSQSAGSTTVPTTNAKTGETDMPGSSDGSTAVAHTTS
PLLLLVVACAAAAAVVTA*

>Tc00.1047053510561 .50 | SO89 | AG---KECD |6
MAMMMTGRVLLVCALCVLWCGAGGVDASNLENNAVGGCMASGVLNTNKSYTPSGCDKTALTLPLRSVVS
I TAVEASTDPLVSGTAENKSDLAPTSGADFGGAGSPPGRGGEGGGGRNDDAGGPGGVGGASGSQARGRK
ASGGGGGGGSNGGSKAHFGGSLKSPASDVKSPSPVLGDGGSSPGAPTGSAGSDGSKGF I LGSFSSGGRS
QPDVGSPGGDASLSAPVAGGNSPPS I TDESDALEKTGAAASTKGRKPQEAGEQSEANRARNELPKLSAP
AESTPEAQEDSPSKQEKPESEAAGRAATGDEKRRSDAEAQGPSTVISTASSPPLPPPAPATVREERATA
VAVPAGGSPTAQTDSQTLTEERTKTPPSPNKKEPEETEPTSGDGVAEQQGQGTVLTDLKGEPTGSPAEV
TASS ISTSGSGDGQSKADGNDDNSKGPNPRGPHNDPEASHTNVAPTASETNPLTAKAAATARTDGTATP
GDSDGSTAVSHTTSPLLLLVVACAAAAAVVAA*
>Tc00.1047053510583.130]S061 | A--TIFECD|52
MMMTGRVLLVCALCVLWCGACGGEPSEPPSPALPDTAPEKKPQKKEGEAVVGGVDQSSKEVAPKEPTPK
APELKEVTEKSLQENVPGGGASKAASPTTDSMVQNTEVKNEEEEDEEENDEEEEL EEGEEEKEDGENED
EEHKEDDTKEKGDTKKEEAVTG I AEGTSAGGQEQPSLSFAAEGASN I TNPNSTPTTGDDDPAADGAGTV
EGKQNENKDANPKETPVEATAMKTTTATTGESDGSTAASHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053510621 .20 S057 | A--TH--CD| 1
MAMMMTGRVLLVCALCVLWCGAGG I CEEQVKVVDGGARGGGNVLLVKENGATATLMPSEQTGVLRVEEK
APNKRAADSSSEEEDKEEEEDDDDDDDEPEEGSKEEAEE I I 1 EEGKGGKETVKEHQSQGEEAAGRSVAT
KG I TRNSNQQTLHTPLSTEHNPSPDSVGLNLESPQKNLSKNDDSAKNQQTEDSTPGEEDKSKLSEGVPE
PGAGKGNSGPEPGKPTE IHEPTGLSSASSGDAQETKHVVNEPPNASPGPLGGVTTGSHTDVKTGTEVHP
PPPQEHHSPAVAAEKEGS IMEDAA I QRGRHERPQEKL PEAATAAPPEGLRTSAVRSSEK TEDVTDENEE
I GEENAEDETKKQQEQ 1 QLPQQPQQFGEKGQQQQQQEEQPHGYPTDDGEVPKKDKNAVGTNNSDSSTAV
SHATSPLLPLVLVVVCAAAAAVVAA*

>Tc00.1047053510621 .60 ] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TMPLRSVLP
I TAVEASAGTDNTAVV I PNDSHSSGTSNAGASGGSAGPGAPDVGGGGDSGGEGSSGPGASPPVPAAPAP
GPSGGASSGDSGDGGNSGGGGGGAAGASGGGGGGGSGSGEGGSGSSTDDHATGSVPSSSSLASPAAPAA
PGDGSAGGHDTGGVSSGSSVPAHPPSPGPFGAPSPGVDSSAGSSGGKAGSSGSHPTNTTGDSSTGDQTP
AAAAANNSSPPE I PAGTTSGTGHTRQEEEEEEEDHEKQHQSDE TQVQQHQQHEHPAENGEESAKDKNAL
RTNATANTGDRDSSTAVSHATSPLFPLLLVVACAAAAAVVAA*
>Tc00.1047053510621 .49]S104 | ANP-VF-CD| 10
MAMMMAGRVLLVCALCVLWCGASVVLSAAGGFTSDRSDTAKNMVLLWYPETNKTCKENSTKGG I LDESA
FKSCMHESMKE I CEVYYNMASTDSDDPEAEE I CKKYTGDPVEAAESSTPQDKLSPGAETPVAAPTPETS



KGGAAEMGSTPG I PGGDSPANPTEGSQSTLAATDTANNELGNGTGGRVPAGAPEFDVAGTEKGNESEAK
DGTTKKTPVESVVMRGVTAPDDSDGSTAVSHATSPLLPPLLLVACAAAAAVVAA*
>Tc00.1047053510623 .20 SO08 | A-———— ECD|43
MAMMMAGRVLLVCALCVLWCVAGG I CDEEAGGPAGGVVGNGGRSAVESSESSAPGPDASEPPNDVLNVN
QATGTSAVKSLEGKEVSTAQRDVLSRGKDKKDGSPSEHLEDPAEDAPENEKTKLKLKKEEQEG IVPLQS
QANVSPQPQPQPQQSQPPSSPQPH I SSSEKGKGVGENTKGGAGQSSLAVENKGNNDPKAPRKEDSLNVP
GKESESSEQAQTKVPNTVPPEHK IKNEMLTPEQKTNEGQNTDTSTNLPETQKESKEYPASREGAVQSTL
TGGQEQEAEPSTSEEPSPFGEEQQSTGTKTTADARTPDAAAKDKNALRTNATANTGDSDGSTAVSHATS
PLLLLLVACAAAAAVVAV*

>Tc00.1047053510625 . 150 | SO97 | AGWTH-ECD | 44
MAMMMAGRVLLVCALCVLRCGAGGVYARDVDTNGLGGCMASGVLGENGSHMPDGCNKTAITVPLRSILP
I TAVEASEGESDALATKNDSHSKENPDAGVSGSTAGPGAPAAAGGGRGGGGDGPGSGTSTGGQGTGG IS
PASSAPAAPPPPAPPSGPAAALGADSSADR I GGTAGFSGTNSSNTTGDSPTGDQTPAAAAAHNSSLPEG
PTGTTSGTGHTRQEEEEEEEEEMQQQSDETQVQQHQQHEHPAENGEESAKDKNALRTNATADTGDSDGS
TAASHATSPLLPLLVVACAAAAAVVAA*

>Tc00.1047053510625.190 | S096 | AGW-H-ECD | 1
MAMMMAGRVLLVCALCVLRCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEAAAEEDNAGGTRNNSNSSENLESGASTASSAVPGAPAGGGSSGTSAGGQGTGGVSSGSSEGPST
PAALPASSSGGTAGSSGNNSSNTTGDSPTGNQSSTAEAHNSSLPEIPAGTTSGTGHTRQEEEEEEENER
QQQSDETQVQQQEHEHPAESGEESAKDKNALRTNATANTGDSDGSTAVSHTTSPLLPLLVVVCAAAAAY
VAA*

>Tc00.1047053510625.19]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDVTDNAGGKKNDPNSSGTSNAGVNGSDPAAVTGRGSGGVPGGESDASSGAGAPAAAGGGGSG
GSGTSAGGHATDSVPSDAPGPAAPPPANAAGHSGGPPATAPGVNSSAGSSDGTAGSSVTNPSNTTGESQ
TGDQSSAAAANNSSLPEGTEGTTSGTGQKEEEEEENEKQQQSDETQVQQQQQHEHPAESGEESAKDKNA
LRTNATANTGDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510625 .54 ] S097 | AGWTH-ECD | 44
MAMMAGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNETA I TVPLRSVLP I
TAVEASDGGGSVEKQNDSHSSGTSDAGSSPGNGAAGASAGSPAASGDRGATGGGSDAGGGSSGSEGGGD
SSGSGGGGGRG I SAGDQDAGG | SSGPSHPASRVGSGLASPPTPGAPSVPSGGGGTPTGGHGTGSVSSVP
SAAPPAPAAPPAPFSAAGPAAPGVDSSTGSSGGTAGSPGS I SSNTTGDSPTGDQSSAAAAANDSSPAEY
PARTTSGTGHTREEEEEEEEEEEENEKQQQSDEAQVQQHQQHEHPAESGEESAKDKTALRTNATANTGD
SDGSTAVSHTTSPLLLLVVVACAAAAAVVAA*
>Tc00.1047053510625 .88]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGGDSASGTKKDSHSSEASDAGVNGSGSAGVPDGGPGPDGGAGGAGDSDAGPGAPVAPLGGA
SGGSGTSTGDHGTGSVSSGSSEGPSAPAVATVVDTSAGRSDGEAGSPGTNPSNTTGDSSTGNQTPAAAA
NETSPPEGAAGTTSGTGHTRQEKEEEEEEENEKQQQSDEAQVQQHQQHEHPAENGEESAKDKNVLRTNA
TANTGDSDSSSAVSHNTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510625 109 | SO95 | AGWTH-EC- | 7
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAIEASTGKGDALAPKNNSNSSETSDAGGSGSGSTAGPAGPAAAGGGGSGTSTGGQGTGG IPSGSAGP
PPPATPAPPSGPPAALGAGAPAAGSGDGEAGSPGSNSSNTAGDSQTGVQTPAAAAAHNSTPAEGPTRTT
SGTGHKGQEEEEEEEEEENEKQQQSGEAQVQQQQQHEHPAESGEESAKDKNALRTNATANTGDSDGSTA
VSHATSPLLPLLLVVVCAAAVVAA*

>Tc00.1047053510627 .60 | SO89 | AG---KECD |6
MAMMMTGRVLLVCALCVLWCGAGGVCARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSALP
ITAIEASTGESVSDSTD 1 YPDSLSVPPSPPPVTGLPEALKAPKAPQDPPESDVGQTGVGDRLSLVPNDD
SSGAGGGFEENGNSNKSGVSASEFSTVVGASRSS I PPEVGGSENKSGAPPNLKLESPETNELRERILVE
TNKDTQKVSKLEENPESSRKKEKAN I RGTSEEAGKNEAGRSGVEAHGPSSVLSADGQLQRQGTTVTMTQ
PPPPSPEQQTSAVSPSPGVDTPAARSREAGDLEEGRG I PPARKASHNSTDEKRKAPPLRSEKESAAPKP
PSADGVLEQNSEDTTTKEA IKMDAHTDGPAATSEQSTSASESGVVKRNESEDGDNAQRPEPKGQHNDPD
AVNTKAAPTASEAASYTAKTVPARKNDTVTYGDSDSSTAVSHTTSPLLFLLLLVVACAAAAAVVAA*
>Tc00.1047053510627 .80 ] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLRCVAGGVYARDVDTNALGGCMSSGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGGDSAGGY 1 QNNSNSRETSNAGGSPGGGPAGGPGGSGASSGDSSGAVAPAAAGGGDSSGGG
GGSGGQGSGTSAGGHGTGSVPSGPSPAPAAPLAAAAPPAAAPGGPSAPVDATPASGSDGEAGSPGTNPS
NTTGDSLTGDQTSAAVEANDTSPPEGPEGTTSGTGHTRQEEEEEEDHEQQQQSDEAQVQQHQQHEHPAE
SGEESAKDKNALRTNATANTGDSDGSTAASHATSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510627 .110 | SO97 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGGDSASGTKKDSHSSEASDAGVNVSAGVPDGGPGPDGGAGGAGDSDAGPGAHVAPLGGASG
GSGTSTGDHGTGSVSSGSSEGPSAPAVATVVDTSAGRSDGEAGSPGTNPSNTTGDSSTGNQTPAAAANE



TSLPEGAAGTTSGTGHTRQEEEEEEEEENEKQQQSDEAQVQQHQRHEHPAESGEESAKDKNALRTNATA
NTGDSDSSTAASHATSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510627 .150] S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVHARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
I TAVEASAGKGGSAGATGASGGPGPGDAGGSGGTQKNS ISSETSDAGG IQNNSHSMKTSDTGVPRGGDS
DGGSAAGEKGGSGGGGSGTSTDGHGTGSVSSGPSAVPAPAPAAPPSAPGHSGGPSAPTDATGVDPSASG
SDGEAGSSGTNSSNTTGESPTGESPTGDQTPAAAEANNSTPAEGPAGTTSGNGHKGQEKEEEEEKEEEN
ENQQQSDEAQVQQQEHEHPAENGEESAKDKNALCTNATANTGDSDGSTAVSHTTSPLFPLLVVACAAAA
AVVAA*

>Tc00.1047053510627 .190] S097 | AGWTH-ECD | 44
MAMTMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTAITVPLRSVLP
ITAVEASTGESVSPSGPAGVVASGSSPGSGSGASPAGGPAAGAGGPSLSPAPPAAGGGSPGGSPGGGGG
SGTSAGGQGTGGVSSGAPGAPAVPGVYNSSAGRSGEAVPSGSNPSNTTGESSTGDQTPAAAAAHNPSPPE
GPTGTTSGTGHKGQEKKEEEEEEEENEKQQQSDETQVQQHQQHEHPAENGEESAKDKNALRTNATANTG
DSDGSTAVSHTTSLLPRLLFACAAAAAVVAA*
>Tc00.1047053510627 .128]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGFHMPDGCNKTAFTVPLRSVLP
ITAVEASTGGGSVETRNRSNSSGTSNAGASNGSVSAGGPGPGGVAGGSAASSGDSSGAVAPPGASAGSS
PDGGSGGGVSSGSGGSSGTPTGDQGTGDVSSAGGGGGGGSGDGSTGGDGTGSVSSAPAAAPAPPPVSPA
GPAVALPSDAPPGVDPPAGSSDGKAGSPGSNLSDTTGDSQTGNQTPAAAAAHNSSPPEGPAGTTSGTGH
KGQEKKEEEEENEMQQQSDETQVQQHQRHEHPAESGEESAKDKNALRTNATANTGDSDGSTAASHATSS
LLPLLLVVACAAAAAVVAA™*

>Tc00.1047053510693.130] SO061|A--TIFECD]52
MMTMTGRVLLVCALCVLWCGVCGGGRAQAASPDTKSSEEKPQNEKDTTGVVGAGEGDQNDKEAAPQAAA
PTKSGLPAVAPSPSQATESGGASETPGAAKDSKHQKEDEKKEKEEEEDQDEEKEVDEEEEKEVEEEETE
GEEDEEVEEEEEDDTNEGKATKKEDADTSTTEG I SAGNEEQPSLSSAAEGASN IANPNSTPTTGNGDPA
ADVAGTREEKQNENKDANPKETPVEATAMKTTTATTGDSDGSTAASHTTSPLLLLLLVACAAAAAVVAA
*

>Tc00.1047053510693.190]S116 | ANP-VFE-- | 1
MAMVMTGRVLLVCALCVLWCGAATVVSSAPDATRAQSVWPEY L FLNWHELFRNECKVEKPYGNNEDLKE
LAVNCCVRDAMNELCSAFYGNTVMENKDANVEG I CKEYAGKPDDVADCPKPKTNLSPAAVTLVKVSVPE
APKDNEEELRKTPEEAPTPLAGTPLTNSLAKPTK I SPSPPLKGQPTNAEEVPVPNSEEGSLNTGPTNDS
EEGDTDTVTDTEQDEPSNSQADPTTTTPTVARDNGDNETDKGTGEDTTNNAPEPDVAGTEENQEENKTN
KPKERTLQVAG IKTTTVTSGESDGVKATSPLLLLLVVACAAAAVVAA*
>Tc00.1047053510693 230 S004 | A-—-V-ECD| 18
MMMTGRVLLVCALCVLWCGAGGRCDEVLPVAVSSV 1 SASGVSGAPDNASGQTSSGVAGNPSAEQTQLNK
VGNSAPGSPQLQVDLQTQSPT IQQTHSGAENAISSTTSKPSGEQLQNVPDGVPAGEPEASLGQEEGKNE
T 1ANQQSNGPPSPSSNND I VSRNSGERTEDTSRRAETLVAAPSEEAQQRENVTRSLEQPRETSTAAPAV
TTQT IFMTLPKDGESSGVKMSEASPQSARTAQTNHT TTPGDSDGSTAVSHTTSPLLLLVVACAAAAAVY
AA*

>Tc00.1047053510693 . 280 ] S099 | AML-VFECD | 25
MIMTTGRVLLVCALCVLWCGAVLGHAMEDYCGEGGGNGLRHTSNGGDDGYSLKADCGLLSTRMAL IKAV
EAAEGEQEMNVTARPQDNSKASSPDSKVGNNTKSTGAPDSKGGSVAGEPAEAAPTPGESDTEGQVVKPE
GLDANGGKKADGKRDRNDGTATGPQQQRADQPSSSSSSGSSGTESAKQPLYKENSERNETLDDPPQEEE
EKDRGSESDSHEEEAEELEKKEDKKNASNQAPTGTLGGLTKHTE IHTATTEPNGQSSPQALGDVEKPEE
VQGEKDPKNNSQTKSVAS I AANQQNETSADHGESGSPSPTANGDAANNDSDNS TEERMQSNHSAADGAG
TAEGKQNENKDANPKGTPVEATAMKTTTATTGDSDGSTAVSHTTSPLFLLLLVACAAAAAVVAA*
>Tc00.1047053510693 .320]S010 | A----RECD | 22
MMMMTGRVLLVCALCVLWCGAGGGCEEVPGVSPSGVSGG I ERERGDSEDSLRSEPPGAKKLAPETPPPK
VQQQEV I SPPPKVPPVGSEDGAGGDKEGKAGEEGAKDVGKENRGDATSKEVKKPENHPKSVKSPQSREN
EGLQSPSLNGTHGVGT I TSTSDSLTVNTNQQDLSSPLQPPLPNSSPHA I PSSTSAAGPDNEKSRENGNG
TKNSQMPVVGE I QERNGTCVKAVASTSGEENSRLSAKRVEEMSDATKKDNSESSTTATAALRSDAGTEG
TPTTNHPNQPSTEGATQPATTFDGEAASANKYDTVSQSAGY TTAPTTNAKTNDTARAGDSDGSTAVSHT
TSPLLLLLVVACAAAAAVVAT*

>Tc00.1047053510693.163] S032 | A---H--CD|8
MAMTMTGRVLLVCALCVLWCGAADGDVVVSCGDDRILKELF I PVARLKARQEQGAAEAAADAKAAAETA
AKAAAATKAATEAAAKAKEAEAAAKEAETAAKEAETAAKEAEAAAKEAEAAAKAAKAVDTEEKAKAVAA
ATESAAKKATTASEAAAKAKAAAEEAKAAAEAAATATEEAKAAAEAAATATEAAEAAAEAAATATEAAK
AAEAAAEATAEAANAATAAAKASAEEAAEEAATATL I ATSAAKAAEEAAEKAAKAKEAAETAEAKAAAA
EKAAATEADAKATAAKTAEAPATATEAAKALRGKAVGEEEVKTAVHDQDNSVEHHTGEKQELPKEEEPE
RQENEQHEKQQHQQREHSAGNGDESAKNKTANTTNATA IKDDSNSSTAVSHTTSPLLPLLVVVACAAAA
AVVAA*

>Tc00.1047053510699 .80 S061 | A--TIFECD|52

MAMMMT GRMLLVCALCVLWCGAGGGGCSETAPVVPGTGVTGNGNNPESKSNTTDGVGGDGQTGQKAVTQ



PAAGSVQKVPGTEAESAPKPGAQVSGTAEET I EKKDTTKKEDEDEEEGKDEDKEEGEEDDGGEEKKEKE
EDDTSTTEGKSAIGQEEP I SPSGTVKASNKTQPQSTQTTSDKDQAADGAGTQEEKKNENKEANPKETTV
EATAMKTTTATTGDSDSSTAVSHTKSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510699 .89 ] S043 | AG————— cD|27
MMMMTGRVLLVCALCVLCCGAGGVYARNPDNNSLGGYMASGGLGGNTSFLSNGS IKKLSTPLLLSASFI
SAIQAEAREGKVPSPGVTNSPLSGVAGLSPAFSGPAAA I PAPGPVPGPA I PVPGSVRGPDAP I PGVAVP
SPGPSGPGLRAAGHGLGASFPSPAVSGVGAA I PGRGPAGPDHVPGA | PGHGPADPGLGPAGHGHGPAIP
VRGPGA I PGVAVPGAPVPGNGPAFSGRDAAI PGPGPSPV I PGPGSAVHGPADPGAV I PGPGAAAAFSGH
GAGPGLGPA I PGHGPAGPDPAFSGLVPAVPGAGHSVGGGSKPPDSRSVVTSSSQGGSEKTAPVSVSSDE
RIASPEEVLAQKETGSQGTSSPEGQPTVSSNTEKQRNNSASAGGHSL GHDAAGDEL QDSLQEQQKNDHS
QTNETKKSSGDQI TESQSSGGALSEVSNKTTHG I KTQQPKTNSANEKNYSQNTDASHSTSPLLLLLVVA
CAAAAAVVTA*

>Tc00.1047053510713.110]S061 | A--TIFECD|52
MTMMTGRVLLVCALCVLWCGVCGGGRAETSQDSPATPPEENTQKEENTVGVTGGGVQNGKPEVPQAAGY
SVQGANEAAARPSQAQQSGGGASVTSSTTKDNKGRNTEEGKKEEKEVEEEEDDRREDGKDDKKEKEETK
EEEAVTGTTEE I SAGGQEQPSLSSGAAGASN I TNPNSTPTTGDDDPAADVAGTAEGKQNENKDANPKET
PVEATKTTTATTGDSDGSTAVSHTSPLLLLLVVFACAAAAAVVAA*
>Tc00.1047053510713.130]S061 | A--TIFECD|52
MAMMMTGRVLLVCALCVLWCGVCCGGRAET IPASP I SPSDEKSQNGKAVVVAGEVGQNGEKKAPKETSS
PTRSELPAAAAKSLQETQPGGGASKAASTTTDNTDQNTEDKKKEEKGVEEKEDEEEEEEEEEDDRREDG
KDDKKQKEETKKEEAVASTTEE I SAVSQEQPSSSSAAEGASN I TNPNSTQTTGDDDPAADVAGKAEGKQ
NENKDANPKEAPVEATATKTTTATTGDSDGSTAVSHTASPLLLLLVVACAAAAAVVAA*
>Tc00.1047053510715.30]S046 | A--TV-ECD|3
MAMMTGRVLLVCALCVLWCGLSGVAAHGEEDAEKKEDGSSGGPGPDADDGSAGLQAMQVPVKGGPERED
HSLGAQTGNSTNEQSVVVMSPPESSLGPEEEEEEEEVETVQKEKLESTTEEEETPKL TSSQEGEGPPAP
VTTRKNEKPAETSDATPGKGQSSSGDVSTRPELHKTPSEEQPSSTAPQAPAPAAAAQ IKNESTTSADVV
SGQQ IKEESQHDMQSEGASGKEENVPTTVTKKDGPTESNAESTPTPPSAYKDA I TNDDEKSNEEV 1 PKH
DQTPDGETMNEASQVENNEGNTNKTQTVEAAA I TNNTATPGDSDSSTAVSHTTSPLLLLLLVVACAAAA
AVVAA*

>Tc00.1047053510715.40]SO70 | A--TIFEC- |13
MMMMTGRVLLVCALCVLWCGAGGGGRAEAPSV I SDTPSVKGNDSKGDNVTVGGAAGGGQNGKPAQSQAA
GVSVQGANEAAAEAAPAPQPGGVTSEKAEAAKGSNGQKEGKTEEKQDKEEEEEVEEDEEGKEEEEDDTE
EEEENGANEEEETKKGEAVTGTTEGTSAGGQVQP I LSSGAEGASNNTNPNSTPTTGDDAPAADGAGTRE
GKQNENKDANPKETPVEATAIKNTTATTGDSDGSTAASLTTSPLLLLLLVVACAAAVVAA*
>Tc00.1047053510715 .64 ] S097 | AGWTH-ECD | 44
MAMMTGPVLLVCALCVLWYVTGGVYARDVDTNALGGCMASGALGENGSHMPDGCNKTA I TVPLRSVLL I
TAVEASTGRDSAGGTKNDSNSSGTSDAGASGAVAPPGGGPDGGAGAGGSAGASVPGGGGGGSSGAGVTG
SGSAGPGGG I PSDAGPPAPAVVAPPPVPPSAPAASPAVAPAAPVVDSSAGRSDGTAGSSGTNSSNTTGE
SQTGNQSSAAAAAHNSSLPETPTGTTSGTGHTRQEEEEEENEMQQQSDEAQVQQNQQHEHPAENGEESA
KDKNALRTNATANTGDSDGSTAVSHTTSPLLLLFFFVACAAAAAVVAA*
>Tc00.1047053510833 .20 S068 | A-—- IFECD| 10
MAMMMTGRVLLVCALCVLWCGVCGGERAETTPASPGNTSGKNPQSKGETVVGAGGGEQNVQQTAPQAPA
SKASGLPAAEADAVPSPSPAPQPGGEASVTASAT I EKKDQNKEDKKNEEKKEEVEEEEERKKEEEREPY
TGTTEG I SAAGQEQP I1VSSGAEGSSK I TNPNSTPTTGDDDPAADAAGVAEGKQNENKESNAKETPVTAT
AMKTTTATTGDSDGSTAVSHTTSPLLLLLLVVACAAAAAVVAA*
>Tc00.1047053510921 .30 ] S043 | AG————— cDj27
MAMVMAGRVLLVCVLCVLCCGAGGVYARELDNKALGGYMALRGFGRNTSFLSNGSIKKLSTPLLLSASF
I SAMQAEAREEDVPSARVTDSPLSGATGLGTVPHVPGGPPAAEGKSLGPPSVSHSSRNTGGSSGNVGSY
PSTTQNKSPEE I PLQEQTGTEQNFLSPEKKAADEK I DGAQ1QDYSSALRQGVDDAATLDGEG INSLEET
KNEKED I KTPEAEESLEDPTKKLQGGETDPPASSTEKKPEPQPPHRTKNPATEENDSKNTDASTALPNT
GQEDNPKKRRTEGPLHEAGTVQSTSTG 1QEQTPAAAPNENPSSLPKEQSTVTQTTTNAQPLDSVQTKKR
QSGDKKKLDNSDSSTAVSHTTSPLLLLLVVVCAAAAAVVAA*
>Tc00.1047053510933 .20 S033 | A---V--CD|9
MAMMLTGRVLLVCALSVLWC I AGGRCDEEEEAPLVGPPLNSTSVGVSENATGHTAPSDAGVLSAEQKQL
NPLGALPLQAALQPESPKEQTHSSPEHKDPLPPSTQLQEERQGGPDEG I LKEPGASLSQEDKKHTS IGD
QQRNDPPPASSNKDVVSNNSEESTEDTSRSAE I I GGAPFEEVQERENVTLSLEQPRETSTAAPAITNQT
SSTTPPDQSESNTVKMSDATPQS IGTANTNDSTTK I DSSDSSTAVSHTTSPLLLLLLPVVACAAAAAVY
AA*

>Tc00.1047053510933.90] SO80 | A-—-YKECD | 24
MAMMMTNRVLLVCALSVLWCGAAVVAVGDV I GEVG I KDESSKALQVDSQAREAGKRDVSGPEAVVPRLH
EQQGKNARKNDDSA 1QPTRQFKVEEDRDHSEEEEEKENEGSLEGTVKDGEVLPSPAEGQPTSNEPPPPP
ASGGSRNGV 1 SGGGSKLGEGSNGGEGPTLNSSSSSGDGKPPAVDSSGSGGGTGSVPGGKG I GGGGTPGY
ESLKFPVSGVALPPSTPAAGSASSAQNLEPSERSGWPEPTASLR I APLNVDARKESKPKDEPQTF I AHG
EAERHVTDEETSKKEAEESAVEGKRLFNLPHNASSTPAGPAVRLPEGSQVQVNRDEGEGLPPEATKSET



STGQKHGTSQSQNESRGTKFSSKNEVAVKHGHVTVPSDSMTNASANSQGVTTAPS I STSGSEDAQSTVD
GNTDDDQRPNKKKAHNNPEDDNANVAPTFSETPPETDT IQKNGTSKVDDSDGSTAVSHSTSPLLLLLPY
VACAAAAAVVAA*

>Tc00.1047053510959.30]S023 | A----R-CD| 3
MAVMADRVLLVCALYVLWCGADG I YAEGDLEGPPAALSPGLAPSSPGDVGSLDNTGSLAEHGVGVGRIE
PLENAVSGGDVSEELLNSNNDDEESGCGSEDGHRRQENRDEVAEDEVL I IPQTDQSE I TPKGPQIPARE
DNAAQLQQTQPPQGMHL TSTAHEGPQDASELRTPLSQNLSQQKTGTVSSKFAIHTPTDNEEGK I PSPPP
KSGSDTSNSPEQLFVAKPERGNQREGADDSPTDSKEDKNPPATTRKTDAKNTHSSVSSSATDTTPKPDA
VTEDNPPATDSSQKSSGDAEQLTAIPNPNEASDSTEDAASQSAGTATKTNDTAKPAESESDSSTAVSHT
TSPLSLLLLVACAAAAAVVAA™*

>Tc00.1047053510961.10]S013|A---V-EC-|8

MAMMTGRVLLVCAL YVLWCGAGGVGAEGQEAGTLSPPPGPVYDDQGGVLSG I GRMKPSDTDGQVTVDGY
RDRAESKHLSSRFPLVDAKDVTPDG I GGEGNGAVDEVAPEENESLQNSCDEDGERSEGCVQVQGGDGFP
GNEGGHVDRGRQQDDRNPLPPLSDQTSSEE INSPLPAERNPHNQRPVSRQAPVVVEKQTDPVS I RPQKE
AATLESEAVRNAANSHSQESAAELTNGTLPAHARVTEAEDRSKNVFDTHKDAAEKQKKPAHTTGKSESP
AASGDAHKATASTAAVDNEAA I KKAKSPGGASSP IS 1SDNSNNDTEQNNARDTSEEASHSTENATTHSA
GIPRAPHTTAKTDDTTTQEDSNSDGGTVKMGEAAPQTAGTAQANDTATHDESDSSTAVSHTTSPLFLLL
LVACAAAAAAVAA*

>Tc00.1047053510961.30]S013 | A---V-EC-|8

MAMMTGRVLLVCAL YVLWCGAGGVGAEGQEAGTLSPPPGPVYDDQGGVLSG I GRMKPSDTDGQVTVDGY
RDRAESKHLSSRFPLVDAKDVTPDG I GGEGNGAVDEVAPEENESLQNSCDEDGERSEGCVQVQGGDGFP
GNEGGHVDRGRQQDDRNPLPPLSDQTSSEE INSPLPAERNPHNQRPVSRQAPVVVEKQTDPVS I RPQKE
AATLESEAVRNAANSHSQESAAELTNGTLPAHARVTEAEDRSKNVFDTHKDAAEKQKKPAHTTGKSESP
AASGDAHKATASTAAVDNEAA I KKAKSPGGASSP IS 1SDNSNNDTEQNNARDTSEEASHSTENATTHSA
GIPRAPHTTAKTDDTTTQEDSNSDGGTVKMGEAAPQTAGTAQANDTATHDESDSSTAVSHTTSPLFLLL
LVACAAAAAAVAA*

>Tc00.1047053510979.10]S074 | AML-YKECD |9
MAMMMTGRVLLVCVLCVLWCVTVFGDARDNRCVEGEKNFLTHTKNGGNDRVRLTADCEL ISTRMGL 1KA
VEAGEREEESESDNAPLEKTEKSAPGTLLAVTEGNAAPGPKEGKGAAGAATPSPSGPGVPGTGDETRQL
TAAGQKGSENKNVDPNNKASNKSQDQHTDQLPSSPGSSSTRSDEKSSLTGTDE INQLPNDTETKGDASR
QDTNGSDEA I EKEDGEKEKEKKQEKNTLLPEKHEGQNNGGGKPPPVPAPPTGEESP I PDQENSQNPKKY
TNENKPSGSKTESKSTQPPLGDATQGQHSHNTDTEDSTKNVATGSPAETTTTSSTSTSGSCDHVQNKVD
EDDAQSSEEQHDVLETGNTNVVPTLSEAAPQTAGTATTAAQTNHTTKSGDGDGSTAASHITSPLLLLLT
VVACAAAAAVVAA*

>Tc00.1047053510979.50]S131 | ANQ---EC- | 3
MMTTTDRVLLVCALCVLWCCVAAVAVSAAGGAGGDGGAGEYL I AGRHAQLRRECAEEAGRRTGGRANPS
AVEECVRQGMDGVRTVVDGRRRWRRQQFAVAAADGGSGNDGRNSVSSQKAVSGTGTVLPDDPKLKSPVA
PGP I LADTTTGGGNLL I PAGSLETAKDKNGEPSRETDKGEKATVENRSNEGTNGDEQVDNAA I GKPNED
PENKKGETLQVEER IVKTEEHEVKNGLEESNTETDEENRNKAAEDPEGDNEVT I LSSGGQYNEEGERQT
EKDSGS IKKEKEVNGGGATDG I SAVAPVALQPASPVDVTDRRNLEKKNDGDTGGNRDAGRTQTQESAGP
SQTEKLSAELVTEEEAAETETGAPGKKTQPEDAGKEQTTVGAKSNQETPVAAKEANNKKEVPREEEDAE
TAATNENFDKKRTSGKDNAHNGAETTRQENENEVEKAEG THAEAEGNEEQTGKKNFADKDRKLNDTATP
GDSDSSVAAFHTTSPLLLLLTVVVCAAAAALVAA*
>Tc00.1047053511057 .30 S100 | AML-VFEC- | 15
MMAMMMTGRVLLVCALCVLWCGAVFGRAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCEVLSTRMAL IK
AVEAADEQEMGVTGPSHDTGEPLQNDTKGSAAPGPGGG I VAGQPEASPPKPKGSGTEGQQGKPEGLDPN
GGKEVDKRDHTDGKTTEPQHQSVDQSSSSSSSSGSPGTQSGEEHNLENNSKSNEPSDDSPEDDESDPLS
QSDSREEKAEEEPKKTGDKKNLSHEAPTETRGSPANDAG IQTATPSPPPATMNGPSSTEDLPPVQAPQR
VQDDNAESRPPSHTANGDAANNEADNS TEERMPNNDPAADGAGTAEEKQNESKEANPKEKPVEATAMKN
DTATTGDSDGSTAAFHTTSPLLLLLVVACTAAAAVVAA*
>Tc00.1047053511077 .60] S067 | A--- IFEC- |4
MAMMMTGRVLLVCALCVLWCGACCGGCSE I PPAPETGVSDDGKDSK I ENKSVVSVGEDDQTGKPRVSET
AAPLVPEVPVAGVTQTQGAQASGTMEQNKKKTNENDEEEEE SEEEAEDEAGEYKGNEMKEKEEDSKEAV
TSTTMG I PADGQEQQILSSGAEGASN I TNPNSTQTTGDGDPAADGAGTAEGKQNENKDANPKETPVEAT
ATKTTTVTTGDSDGSTAVSHTTSPLLLLLLVACAAAVVAV*
>Tc00.1047053511077.110]S004 | A-—--V-ECD| 18
MMMTGRVLLVCALCVLWCGAGGRCDEVLPVAVSSV I SASGVSGAPDNASGQTSSGVAGNPSAEQTQLNK
VGNSAPGSPQLQVDLQTQSPT IQQTHSGAENA I SSTTSKPSGEQLQNVPDGVPPGEPEASLGQEEGKNE
T IANQQSNGPPSPSSNND I VSRNSGERTEDTSRRAETLVAAPSEEAQQRENVTRSLEQPRETSTAAPAV
TTQT IFMTLPKDGESSGVKMSEASPQSARTAQTNHT TTPGDSDGSTAVSHATSPLLLLLVVACAAAAAV
VAA*

>Tc00.1047053511079.60]S100 | AML-VFEC- | 15
MAMMAGRVLLVCALCVLWCGAVFGHAMEDYGSEGGGNGLRHTSNGGDDGVSLKADCVLLSTRMAL IKAV
EAADNGHVELSGVPDHLQDTGESSPNNTEGSAAAGPGGQPAGLLPKPEGSDTEGQQGEPEGLDPASGKK



TDGKSDRKDGTATGPQHQRADQSSSSSSPGSSGTEGVKRPSSRANSESNEALNHLPQEEKDLRGESDGR
EMEAEEEPKKTGDKKNANREAPTETRGSPANNTE IQTATPPPPPAPMNGHSSFEDLPPMQPLQRVQDDN
TESRPPSPTANADAANNDSEKSTENGMPNSDQASDAPGTAEEKQNENKDANPKETPVTATAMKTATATT
GDSDGSTAVSHATSPLLLLLVVMCAAAAVVAA*
>Tc00.1047053511081 .10 S100 | AML-VFEC- | 15
MAMMMAGRVLLVCALCVLCCGAVFGHAMEDYCGEGGGNGLRHTSNGGDDGVSPKADCGLLSTRMAL IKA
VEAAEAGEESSGVPDQPQDKSESSPNNKLGNNMQSTGVPGSGGSVAGQAPLGSGGSDTGGQERGSNVLG
PNEEKEAGRMDQKDGKGTGPHNEGAEQSSSSSGSPAPQSGEDHKLENTSESNESSD I QLKKEDAVEAE |
PK I SEKEEPGGGKENENGKAL TG I PDSQTKMKETKTVTPPPLLTKTAEEARIT1GIPAGDSTPAETNGH
SKPEDTVNMQQLQQPQDG I ESNNNSQTNSGTE I SANQQNEPSADQAESTPLPTANGDAANNKAEKSTEE
GMPNNGPAADGAE TREEKQDENKEANPKETPVEATAMKTTTATTGDSDGSTAVSHTTSPLLLLLLVACA
AAVVAA*

>Tc00.1047053511081 .60 S061 | A--TIFECD|52
MMMMMTGRVLLVCALCVLWCGAGGGGCSEPTQVSQD I TSVNENGPK TDNDSSGGAGGGGKNGQSAQSQP
AGVSVQGANEVGAALRTGTQAPETADAEKKNQTEKGKDSMVQNTDDEKKQVEENGANEEKDDRNKEKED
EEVEGDEEGEEEEEREEKEEDGTKGKEETMKGADTSTTEVISAGNEEPP I ISSGAARASNITNTNSTQT
TGDDDPAADGAGTAEGKQNENKDANPKETPVTAAAMKNTTATTGDSDSSTTASHTTSPLLLLLVVACAA
AAAVVAA*

>Tc00.1047053511099.190]S115 | ANQ-VFEC- | 1
MAMMTGRVLLVCVLCVLWCGAGGGDADGSAVEYSLLRWHAQLRRECAEEAGRRTGGEANASAVGECLRQ
GMDGVRAVVDGRRRWRPQRYALVAKDPEDGPTEAISVGSTLPLLVQETQGTLQGLALRDQAKSSKGGAG
GGTELGLEQPQPEEPSVTKYKELDVRRELMGDENRSVPERKALVGSDLKDSKAMKVPANQPEVDALSPS
SSDVRAAD I PGGVSSDLSSEVSRSSEASGKGGGDQQKNTSVAAKTSAAAPSAKESFHTASSPAKEDTES
TQPADVLLKQGN I PTAGATQNVTTEGQEETTLSSFAADDDNAVTNDADEDNAENSGDDLASRAAVTDEK
QQHQREDGSEKETAPAATPQVKNEDPGSADVVSVQQVQKAQGGRESGSESRKEDSVLTTSKQKDGTYDS
HAESTPTSRLSEKSVAASNGPDEATEEE I SNKNTAGVDAVPEAAQDDGNKDDGAKETP IKTTAIANDTT
PTGDSDSSTAVSHTTSPLLLLLVASAATAAAAVVAA*
>Tc00.1047053511099 .220]S023 | A----R-CD| 3
MAMMTGRVLLVCALCVLWCGYPLVSAVTGEDREHSGQGVVGSVGQSSSPVGGHGDNGDVTDGSSVSGGS
HLPGSAPTGGKPSLPGVGESVGLNESRDALTLAKEGHEVVRDQHELVPHVSYHTDAGTGGKSDLSAPEQ
SPNAKTKLENGGGVCGDDAATAEGEV I TTVNEEQLGVSSTSDSHPPAADRGAKEQEGTVEQAASTAALT
PVVGRETTPKGDTEEDSPEDKAATGAG 1 TQD I PAVSQQQTHSSSTSTTGNGPTSALGKGGAAED ISNNN
ERSGKALLQEGAEHETVAGSQSQAIPAATARNTLGTTVSGDSDNSTT I TTAVRSDTGTEGTPTSNHPNR
QS IEGATSPGMNSDGEAVLAKKYDTVPQSAGSTAAPTTNNKTRDTASHGNSGSSTVVSHTTSPLSLLLY
VVACAAAAAVVAGPA*

>Tc00.1047053511149.60]S022 | A-—--R-C- |4
MTMMTGRVLLVCVLCVLWCGYPLVSAVTGEDREHSGQGVVGSVGQPSSPVGGHGDNGDVTDGSSVSSGS
HLPGSAPTGGKPSLPGVGEGVGLNESKDALTLAKEGREVVRDQHELVPQVSHHTDAGTGGKSDLSAPEQ
SPNAKTKLENGGGVCGDDAATAEGEV I TTVNEEQLGVSSTSDSHPPAADRGAKEQEGTVEQAASTAALT
PVVGRETTPKGDTEEDSPEDKAATGAG 1 TQD I PAVSQQQTHSSSTSTTGNGPNSTLGKGRAAED ISNNN
ERSGKALLQEGAEHETVAGSQSQAIPAATARNTLGTTVSGGSDNSTT I TTAVRSDTGTEGTPTSNHPNR
QS IEGATSPGMNSDGEAVLAKKYDTVPQSAGSTAAPTTNNKTRDTASHGDSGSSTAVSHTTSPLSLLLL
VVVACAAAAAVMVAGPA*

>Tc00.1047053511171.90]S061 | A--TIFECD|52
MMVTGRVLLVCALCVLWCGAGGGGCSETPQVPPASPPVNDSVPKNDNNSTGGAGGGRQSGQSKALQEKS
LPVQGATGAGVEKA IKPEAKVPETADAEKKNEDQTQGAEDVGKKKDEEQEPNEEEEEEEEEEKRNGKKE
EEEKKHEDAGTGTTEGMSTGSEEQP I LSSGAEAASNKTNLKSTQ 1 TDDDDPAADAAGTRKEKQNENKEA
NPKETPVEATATKNTTAMSGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511173.50]S081 | A-L-YKEC-| 1
MAMMTGRVLLVCALCVLWCWCGGFADEAGASAGGGNGLRHTSNGVNDGSSKADCGLFFTSMGLLKAVEA
GEDNLPLTDKVSSE IKEVSDLVFSQKGVDGGPLAGAKEGNGAAGAVTSPPGPGVSEANEGERYLEVLGP
KGDDELTRVSASGEASNSQNQTAHQPVLLSDSSDTRPGEVLPLSNSGSAP 1 YKDPLKKGDVDSRDATVG
DTQKVEELKEENKEEEELKEFKDRAESETRKEGKKEEGTPTK I STAQPTALERTQTPVVKLNVGKSPDA
VPEGDASQTESEDAQAL THQQHESSSSQTETKSEAPEPPATDGVPPQQVQDTVTKDSMENATATNQAET
TVSPNYTGGSGEAQSEADGNDAQRPNPNEPHDVLEGVDTNDAPTLSEAAPQTEETAAAARINGTATPGD
SDSSTAVSHATSPLLLLLVVACGAAAAVVAA*
>Tc00.1047053511173.100]S099 | AML-VFECD | 25
MAMMMAGRVLLVCALCVLWCGAVFGRAMDDYCSEGGGNGLRHTSNGGDDGVSLKADCGLLATRMAL IKA
VEAAEAGQDELSGGPGLSQDTKEKLDDTSVGTNTVGSAAAGLGGS I VAGQTAALPPTPGGSGTGGQVVK
PEGLDANGGKEADHKEDRNDSTATGPQLQSVDQSSSSSSSSGSPGTQNGEEHNLENTSKSDESSDDSPE
DDESDPLSQSDSREEKAEEEPEKNELNTENTSHEAPTLTTAPAEEAE I QAAIPTTPLHSHSGAEDSGKY
QQLQQPQDG I ESNKHSQTKSAAS I TANQHNEPPAGHAESRPLSPTANGDAANNESEKSTEEG I PNNDSP
ADGAGTREEKQNENEASNPKETPVEATATKTTTATTGDSDGGTAVSHATSPLLLLLVVACAAAAAVVAA
*



>Tc00.1047053511173.150]S010 | A----RECD | 22
MAMMMTGRVLLVCALCVLWCGACGGRCQEVLLVSQSDVPGE I EGERGHSQGSSGFKTPDSHTPDSETSV
RDVQQEQDPSPPREETQLGTKGGNKVGKAKEKDDAKEAGKEREVDGK I 1 EPKKPEDKLTPVEGQQLNNN
EGLQPTSLNGAHGAET IKSSRETLPVREDQQDLSSSLLPPLHNTSPGGTPPSTSAAGRVDTKSRENDIG
TKNSQQSVVGD I GQNKDTGEKAVASTDEEEGSRLSVTTVEGMSETTTKSDSGSTATTAAVRSD IGTEEI
LPTNHPSQPSTEGATPPGTTSDGEAASTNKYDTVSQNAGSTTAPTTNVTTTDTAKKGDSDGSTAISHTT
SPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511173.180] S003 | A---Y-ECD| 2
MAMMMAGRVLLVCALCVLWCGAGGGYAEDVDVAVGGPG TFGEGGGGAGGQSPPADGSRGGSRGSKADGS
HLGEGDASDSASDD I SLALSPELDVVPTLSEEPLPQEEEESEGKQKHPQTGPQDASTPKVNGRET I DPD
PQKQLSDKSKTES I TNVGGGETADGGKENNVHNNGLSSNKSDPQPLLEPRIKKVSLPTEPSPPPAELSP
APPELPTVPSPTGLAPATTVSAGETNPTPSTGSQNTTETTSKTSTSNAKTKREAQEKSSGNVAPNQNRQ
DTDTPDSMRGATTSRPAETAVPSVSK 1 GSGGTQNKEDKVDNGAQRTNRKEPQDGLEDDTDDAHTASETE
LQTPETATTQKNATSNSGDSDGSTAVSHTTSPLLLLLVVACAAAAAVAAA*
>Tc00.1047053511173.210]S010|A----RECD| 22
MAMMMTGRVLLVCALCVLWCGAGRCQEVLLVSQSDVPGE IEGGRGHSQGSSGFKTPDSHTPDSETSVRD
VQQEQDPSPPREETLLGTKGGNKVEKAKEKDDAKEAGKEREVDGK I 1 EPKKPEDKLTSVEGQQLNNNEG
LQPTSLNGAHGAET IKSSRETLPVREDQQDLSSSLLPPLHNTSPGGTPPSTSAAGRVDTKSRENDIGTK
NSQQSVVGD I GQNNDTGEKAVASTGEEEGSRLSVTTVEEMSETTTKSDSGSTATTAAVRPD I GTEETLP
TNHPSQPSTEAATPPGTTSDREAASANKYDTVSQNAGSTTATTTNATTGDTAKKGDSDGSTAVSHTTSP
LLLLLVVACAAAAAVVAA*

>Tc00.1047053511173.270]S061 | A--TIFECD |52
MMVTGRVLLVCALCVLWCGAGGGGCSEKAKVPSAPQD I TPVNDNGPKNDNNSTGGAGGGRQSGQSKALQ
EKSLPDQGATGAGVEKA I KPEAKVPETADVEKKNEDQTQGAEDVGKKKDEEQEPNEEEEEEEEEEEQVE
EEGEEEEEEEKRNGKKEEEEKKHEDAGTGTTEGMSTGSEEQPNLSSGAEAASNKTNLKSTQ 1 TDDDDPA
ADAAGTRKEKQNENKEANPKETPVEATATKNTTAMSGDSDSSTAVSHTTSPLLLLLLVVACAAAAAVVA
A*

>Tc00.1047053511173.360]S061 | A--TIFECD |52
MAMMMTGRVLLVCALCVLWCGGGGCSETTQDPPGGASQGGNNPDGRKNT TNGAGGGVKSSVPAEPQLPA
ESVTDLSLAAAGADVSAAQQSGKQASEMEEEKMKNKKERTDEKEKHEDDEEDDDEEEEEYEEEE IDEDD
KNKEEGETKEEKEDKEKEEKK I KEDDTDTTKGMSTGSEEPP I 1 SSGVEGAANQTKLKSTQTPGDSDPAA
DGAVTREEKRNESKEANPKETPVEATATKNTTATTGDSDGSTAVSHTTSPPLLLLLVVACAAAAAVVAA
*

>Tc00.1047053511173.400]S070]A--TIFEC- |13
MAMMVTGRVLLVCALCVLWCGAGGGGCSETTPDLPGGASQGGNNPDSRTHTTNGAGGGVKSSVPAEPQL
PAESVTDLSLAAAGADVSAAQQSGKQASEMEEEKMKNKKERTDEKEKHEDDEEDDDEEEEEYEEEE I DE
DDKNKEEGETKEEKEDKEKEEKK I KEDDTDTTKGMSTGSEEPP I ISSGVEGAANQTKLKSTQTPGDSDP
AADGAVTREEKRNESKEANPKETPVEATATKNTTATTGDSDGGTAVSHTTSPLLLLLVVACAAAASAVY
AA*

>Tc00.1047053511173.430] S130 | ANQT--ECD| 2
MAMMMTGRVLLVCVLCVPWCGLSG I AADGVGGGDGSADGELLLQWRNRLRRECAEEVSRRTGGSGNASA
VDECVRQAMESVRAVVDGRRRWRRQR I AVVAASAAAAAAGNGDVSTDKDGQARNKEVSPPE IKDEKPVA
SGQESTDATRRKDQTTQDPSAAIVSRKKL I SDQKQEEDEDNEDEEAEEEAK IRETPPPVVPPVAAAGGG
GG IKPPSGASGPAGPGA I LTSRSSSGVDSSSR I GGEGSTVS I SPNAVGKPSKQDKVPEAKESQHAQPHD
GVAADTLNNGLEQNSSAPTTTGQNYNEVATLGAGGLRSSGEQ I TVKGGSEASRTDESSADPNTKLQESE
KTPLKSSQAAAKEPKTYHEVLTSVKEETKSKSTDASENLPDAAES INEHPASAATTMQSTSTGSQEAAV
TPSSNG IPPLHEETTTGTDTTENAQPPKETTVEATAMKNGTATTGDSDGSTAVSHTTSPLFLLLVVACA
AAAAVVAA*

>Tc00.1047053511173.460]S010]A----RECD| 22
MAMMMTGRVLLVCALCVLWCGAGRCQEVLLVSQSDVPGE I EGERGHSQGSSGFKTPDSHTPDSETSVRD
VQQEQDPSPPREETLLGTKGGNKVEKAKEKDDAKDAGKEREVDGK I 1 EPKKPEDKLTPAEGQQLNNNEG
LQPTSLNGAHGAET IKSSRETLPVREEQQDLSSSLLPPLHNTSPHA I PPSTSAAGRVDTKSRENDIGTK
NSQQSVVGD I GQNNDTGEKAVASTGEEEGSRLSVTTVEGMSETTTKSDSGSTATTAAVRSD IGTEETLP
TNHPSQPSTEAATPPGTTSDGEAASTNKYDTVSQNAGSTTAPTTNATTGDTAKKGDSDGSTAVSHTTSP
LLLLLVVACAAAAAVVAA*

>Tc00.1047053511173.24]S043 | AG--——— cDj27
MAMMMTGRVLLVCALCVLWCGVCGVYARNPDNNSLGGYMASGGFGRNKSFLSTGSSKNLSTPPLLSASF
1 SA1QAEAREGEVSSPGVTDSPLSGATGLSPAFSGLGSAVPGPGPGFVHGPAGPGDGAAAFSGRGAAGP
DPVRSPAFSGPDAN I FGAPVPGHGPAA I PGAPFPGNGPAFSGLGAAGPGDGAAAFSGRGAA I ADAAI PG
AAGPVRGVDAP I PGPAVPGDGPAFSGLGAAGPGHAAA I PGAAVPGTADPAA I PGSAVLGHGAIPGS 1SD
AAIPGPASPGDGAAAFSGRGAA I ADAA I PGAAGPVRGVDAP I PGPAVPGDGPAFSGLGDAGPGHVAAIP
GAAVPGTADPAA I PGSAVLGHGA LGS I SDAA I PGPAGAGAAAAFSSLGAAFSGAGHSVAGGSEPPNSR
SVVISSNQGGNGKTTP 1 SVSSDEQ IVPPQEVLAQKETGSQHTSSPEGQPTVSSNNEKQRNNFASAGGRS
LGHNAAGDELQDSLEEQKKNEHSQKNETKKSSGDQI TESQSSGKE I SEVSNTKAHG IKTQQPKKNPVNE



KNYSQNTDASHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053511173.64]SO59 | A-TTIFECD |4
MMTGRVLLVCALCVLWCG I AGGGGCSETPQVPQD IKSGNGNNHQSVNNNAGGAGEGGLSGKPVESQAAG
VSVTELPGAGAATKLPGAETSPTAGTEKKNEETGQEKEEENDKQEEEEK TKEDEKVVDKKEEEAEEDDE
EDKDDDVKDEEEEEEQKKKKDDNGATKKLSAVGQEQPLLPSGAEGASNNTKSKGTQTPDDDDPAADAAG
TREEKQNENKDANPKETPVEATATKNTTATTGDSDGSTAVSHTTSSLLLLLVVACAAAAAVVAA*
>Tc00.1047053511183.80]S114 | ANP-VFEC- |3
MAMMAGRVLLVCALCVLWCGAAVVASSLPGATTVQSAWSEYMFLNWHEL LKNECKAENATETNFDESAV
KCCVHNAMRDLCYDVYGKTVMENKDANVEG I CKEYAGEPNHAGECPKQQQNPLPDAEATVGLSVPEVPG
KERSLRTPAAAPPGASTAKPTDPPPSLPVEGQHDGADDMPGPNSEETSESMKTTKDLAEED IVTTADTK
QNEASNGQTEATTKTPPESSDDDDNETDKGTGEDTPNNAPESDVSETEENHDENKGNNSKETPVQVAG
KTVTAKPDDSDSGTAVSHTTSSLLLLLHAAAAAVVAA*
>Tc00.1047053511183.260]S114 | ANP-VFEC- | 3
MAMMAGRVLLVCALCVLWCGAAVVASSLPGATTVQSAWSEYMFLNWHEL LKNECKAENATETNFDESAV
KCCVHNAMRELCYDVYGKTVMENKDANVGY I CKEYAGEPNHAGECPKQQQNPLPDAEATVGLSVPEVPG
KERSLRAPAAAPPGASTAKPTDPPPSLPVEGQHDGADDMPGPNSEETSESMKTTKDLAEED IVTTADTK
QNEASNGQTEATTKTPPQASDDDDNETDKGTGEDTPNNAPESDVSETEENHDENKGNNSKETPVQVAG
KTVTAKPGDTDGSTAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053511183.280]S082 | A-—--YKEC- | 17
MAMMMAGRVLLVCALCVLWCGAADGDVVGPVTSGDPGGGQSPLADGSHGGSGGKKAD I SHESKSEPLVA
ASGEESPTVRIDPDGVSSLSEEHLRPEKRTSNGKQEESQSPPQDASPTKVNPAEALDFLPQERLLGTPE
KEV 1 TNGGGGGTANGGKEDTDQNAGLSPDSSDSSVPPVPQVNHVLPPAEPSPAMTVSAEETNSPALTGS
QHATERTSTTSPSHSKTAPGAPEKSSGNGEPNQHREDSETPGSMKDGPTSHPAETPAPLVSTSGSDGAQ
KKEDKVDNSDQRPNNKEPQYGHEDGNTEDAPTANETAPQTAKT I TTQKNVTSKPGDSDGSTAVSHI TSP
LSLLFVVACAAAAVMAVPAWSVVR™*

>Tc00.1047053511183.360] S062 | A--TVFECD|5
MAMRMTGRVLLVCALCMLCCGVGLTNGDTAIEMR IEENPRSTVPDPAVGNAKEQATQDLVVEGPENGDP
SLAAQTGNNTKQQKVVVETPPL I PVRTQEEEEEEVKKEESEEPKSLSEDRETSKLLSMPEGERPPPPPP
GKPSPV I INGNSAGNTNEAREKELPSVDGGFTQRQVLKSPTAPTAATPQVKNEDLGSADVVSVQQVQKA
QSGRESGSES IKEDSVLTTSKQQDGTSDSHAESTPT IRSSAKSVAASNGPEKATEDE I SNKNTAGVYAV
PEAAQADGNKDDNKKETP IKTTAIANGTASTGDNDSSTAASHTASPLFLLLY I ACAAAAAVVAA*
>Tc00.1047053511183.530]S082 | A---YKEC- | 17
MAMMMTGRVLLVCALCVLWCGAADGDVVGPVTSGDPGGGQSPLADGSHGGSGGKKAD I SHESKSEPLVA
ASGEESPTVRIGPDGVSSLSEEHLRPEKRTSNGKQEESQSPPQDASPTKVNPAEALDFLPQERLLGTPE
KEV 1 TNGGGGGTANGGKEDTDQNAGLSPDSSDSSVPPVPQVNHVLPPAEPSPAMTVSAEETNSPALTGS
QHATERTSTTSPSHSKTAPGAPEKSSGNGEPNQHREDSETPGSMKDGPTSHPAETPAPLVSTSGSDGAQ
KKEDKVDNSDQRPNNKEPQYGHEDGNTEDAPTANETAPQTAKT I TTQKNVTSKPGDSDGSTAVSHI TSP
LSLLFVVACAAAAVMAVPAWSVVR™*

>Tc00.1047053511183.560]S117 | ANP-VFECD| 7
MAMMAGRVLLVCALCVLWCGAAVVASSLPGATTVQSAWSEYMFLNWHEL LKNECKAENATETNFDESAV
KCCVHNAMRELCYDVYGKTVMENKDANVGY I CKEYAGEPNHAGECPKQQQNPLPDAEATVGLSVPEVPG
KERSLRAPAAAPPGASTAKPTDPPPSLPVEGQHDGADDMPGPNSEETSESMKTTKDLAEED IVTTADTK
QNEASNGQTEATTKTPPQASDDDDNETDKGTGEDTPNNAPESDVSETEENHDENKGNNSKETPVQVAG
KTVTAKPDDSDGSTAVSHTTSPLSLLLLVVACAAAAAVVAA*
>Tc00.1047053511185.100]S025 | A-————- c-117
MAMMTGRVLLVCALCVLWCSAYCRCTEEESVSLSRSG I GDSRTGSGVSGENGVKTDKTKTMKTASEGDS
HPSERDVSDGGSFDQAPPDKS I CKEKNDGSTVKPLTTDGEVLLDSQET IATHLKGMDTDLADPN INQNH
KNPKAIDG I DTQLPDAPAAPKAQPSPPTVPTANKTVNSKEEL TAEETPEHSRATRNPNEGSETKNTTDQ
ALKPDAGG I DTLASEDASSPS I DDAATSEATANTARVGSP I ASLNNTDGKNEGSRDGESPTPSPSAAEP
ETITTAKPTTHDVSHPNKNGTVTFTGEKNAPTTNPKSATEGKETADVESDSSTAVSHTTSPLLLLQLLI
VVARAAAAAVVAA*

>Tc00.1047053511185.120]S030 | A-————- CD|31
MAMMRTGRVLLVCVLCVLWCGACGGYGRCTVGHCALAEL DDAKFAKGMDGEVVLMKRDCVPTTALRGVY
TAVPAAGDSDELGSPDAGVGTSGKQKVDAEESAVVFAGSEPTPGGCGAVSTASSPASADT IAASSTPVS
GAGGAVGPKQQPAVVSGFQYDFSFGGREGKEGEEAGSAGRGEEPSVSSVCSQPPLVAVDLT ICTVDQNK
EQNDNASFDTDHQMATQHEEGVPHVPGKRASVQTLPVPTPAGGQPGHATQPSEELEEHATAPNSGPTRD
ALNGDSQEQTPQPQTPTDNKQSLPVLQGLSEGVQENQNNMEN IRKGNQVDSTGNTQNKEHDSAAATHEL
LTASINTRLSGAPGNESNTTLLSGTLRSSTAGTEEQAKAGSMPLRQPKPPEEKL I SEELPPTATEVEAP
GGPSAPPPKSLPQSALPSSKKVPDTTQSTEDPQSKGVEPTTDARQNA I TEGQAETTSPSSPADDAAAND
ADESNAE I ANDGSAVNAGVPEEEPNQEQVDGSEKQTSFTSTAKKHNAT IEDSDSSTAVSHTTSPLLPLL
LVVVACAAAAAVAAA*

>Tc00.1047053511213.60]S129 | ANQT-KECD | 2
MAMMMTGRVLLVCALCVLWCGAAVVVSAADGAEEDGSAGEYL | SRWRAYLRRECVEKVSRRTGGRANAS
AVEECVCQGMDGARAVADGRRRWGRHRYAVAAADGPFENDSTPESSLQGQTGSGAGLTGGRRLEPSLNP



DTG I SDKATAEEETLTRHPEAPELVKNRTEE I LKEQEKEKEKKKSAEEENEDEGNDNGEDDNASTESSG
DDHDEEEEEEEDVEAGTNKKEGRDGGDVDGDNSLDDHA 1VQLAAPVYVERQERSLTLNNGGAKGKGGAG
ETRVPEGAGLQGAEKESAKLPHETGADLMETEGLKEGADQSGAGNQQA I DESKSNEAAPPATQEEMKKE
PPKEAKKATANENV IKKETTEKGKNGAERGKGESSDRAGKEKKENEERKVEEANNEPQDGSETANTDVA
LTVGEAAPQTAKPVTVAQANDTVTPGDSDSSTAVSHTTSLPLLLLVACVAAAAVVAA*
>Tc00.1047053511221 .50 S099 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAGGVVYAMVDRCSEGNGNLLTQMNNAESDGVFPRADCSLLSTQMGL IR
AVEAGDKEGAELGGTVTSEKPKQLLSGTTSKGNDDVLTPGSPAPLPTPKVSDQVEQEKPLKTVDPNGID
DTRNPTSGKATESQRQSAGQSSSGSTVTQPGKDHNWNNPSESNASSTVKPTDDGGVN 1 PPN 1 PERGAGA
LEKVKEDEDETKKPKQAVQEEAGEHKENKNDNSPTGSLENAAKMKT I PQETSPSLTKAPAEVALKT I1GK
TEGNSTQARVNGQSSPEDTVPVQQLQQPQSEMKSNNNSQTEG I AP 1 AANSQNEPSDGHAETKPPSPTEN
GNFASNEADKSTEDSTPKNDPAADGTGTREEKKNENKEANPKETVPATNATTGDTATPGDSDSSTAVSH
TTFPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511255.30] S033 | A---V--CD| 9
MAMMMTGRVLLVCALCVLWCGAGGRCEEEVVPVAE I TVDSASGGVVTDKE I DRTVTGGAGNPSVEKTQP
QNVEDSAPGSPQSQAGSD I ELTKQQPHTDQKNTDPPPHSKSLQEERRDGTSENSPGESATSLSQGDTKH
ASIESPERNNPPTVSSNDDVVSRKSEERTEDNSGSTETHVAAPSEEGQERENVTSSLEQPRETSTAAPN
VTTQTTSMTPPKDSESSSVKMSEASPQSTGTANTNQTAT ITQNSDGSTAASHTTSPPLLLLVVVVCAAA
AAVAA*

>Tc00.1047053511255.50] S063 | A--T-FECD| 1
MMMMMTGRVLLVCALCVLWCGTAGAAADGSEERADLSG I GGGSLPELKE I GKSPEEPQGKKDEAGDVKG
KKHPASSEDEEEDDADGDEEDYDVVDDDDDVEEEEREEETVETAETE I PNDPTKEEASSPPQSKHEKGP
AAAPAEG I PTTQSPATPVQPTTQGQPPTAAPSPEDSPVPAALAATVTPAVTPSEQGNTPAAARKKDEKQ
SED 1DPAQESEQPDPQDVVLVQHSQGVHESKESNNNPRNPASASATANQRDATFNGRGEPAQTTSSTKS
GFESNDDNSGTEEG I SSDDPTADGAGKNDTKNSQNKHGNTKETPVEATAVKATTATTGESDGSTAVSHT
TSPLLLLVLVACAAAAAVVAA*

>Tc00.1047053511255.80] SO30 | A-—-——— cD|31
MAMMMTGRVLLVCALCVLWCGAAVVGSVANDVVDGGVKEGPLGGSRSDSGDEKAGKPEL SKSVDEGLGS
AGHSLDTRSGTNVSEQGNLVNEPPTENVGKEGVEGEALGAQRNEVHAQQVEAEGEELAVKQKSQTKDKY
TVPQSLPPTPALMQGSQRTPRQPKENSKKSTGQPPKLQVPPAKSPSQASDLGEADAGPVGIEGTGRNV I
GGSRDKNKDPKGREGH I SGPPSGGASST I SNNGDASQMNGGAPSTQDTKSLKNNEQSGPTASSGNAPLN
RETPETSTPDAKQHSSETQENETSQVADGDANYSTAGQSAVGTKGSSGVSTTASNAPTTPQPQLPAPPY
PPTATVTGAPAEKPTAERSPPPADSTTGGNLAATTTAPTNDTTTKPGDSDSNTAVSHTTSPLLLLLVVV
ACAAAAAVVAA*

>Tc00.1047053511255.130]S082 | A-—--YKEC- | 17
MMMMAGRVLLVCALCVLWCGAGGCAEGEDAEDDGFMSGGKGLPRNPENY I SAPEALGAPKPHSGVREEE
SLIPEEVPPQTTEE I SEDDAEDEEENSSEEEAKGGK I NDSTKRMKDEEKKE TPEEEPLPVKNSHSPQVQ
EELKEKDNTEPKTRNENKKEEGPPPPVSTAQPTTLATTQTPE I KLPGRKTPHEDPEGDASQKGLKDAPT
L THQKNESSLSQAEKTAEPPEDPSQD I VAEQKGQATATENL TENAPATNQAETTASSNSTSGSGETRIT
ADENTANAQRPNPNESHDDLEGSDTHPAPTASEAAPQTA IKTATAHKNGTATPGDSDGSTAVSHTTSPL
LLLLVVFACAAAVAA*

>Tc00.1047053511255.200] SO75 | A-L-YK-CD| 1
MAMMTGRVLLVCALCVLWCGAVGDARDNRCVEDDGNVL THTHNGGNEGLRLKADFGL I STRMGL IKAVA
AVDGGDGAGNDSLENKDKSPQGGVLAGTKDNEAPGAGGVQGAAGAVNGQLPAAGQKG I ENKNVDPGRNA
ATDSQDQNNDHLSSSSGSTPSRSGEKPSSTGTSEMTQLPKDTVTKLDADLQDKRESSEG IKAEETEEEE
RQK I KAHTGSSESKNNGGETTPPPLTSSDEESP I SDQENSQNSKKVKNEATPSRSKTASEAPAPPSEDA
TQGQHSHDTDTEDPTKNAATGSPVEPTTPSTSASGSGDHVHNKVDEDDAQRHEGQHDSLETVNTNVVPT
LSERASQTPETATDARTNDTTTKVGDSDGSTAASRTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511255.280] S039 | AG----EC- | 2
MAMMMTGRVLLVCALCVLWCVAGGVYARDRDNNAVGGCVASGGFGAKTSYVKSGREKTALTLPLRSILP
I1PAIQAEDEQEARESEEENTLGSVGTTGPGSVSGGGHGTVVPGVAGDSGGGPNLKSPSVDTPVTHGGGG
AGSTGGLSSTSQGNSQGVLPEVGPKPQQSSLLEEKVAAVAPTLVEPPKNSAPAGGESVENDAQSRADRQ
PRLDESTKGKLNLDPTEARALPGDTNQTLQGGEKAVPDVSKATEPEPKTQKETEPSEDKNDRHNTHAST
KSPDVPKGNNAKEGNNEDPAHTPVTPQSTSNGSQQLAAVSPSTGTPTSNEEKSTVAKETEDPQPSDTSQ
TEKRQTSGNGKVDDSDSSTTLSEAAPQTAITITAAQTNHTTTPGDSDGSSTAVSHTTSPLLLLLLVACA
AAVAIV*

>Tc00.1047053511255.330]S068 | A--- IFECD| 10
MAMMMTGRVLLVCALCVLWCGAGGGCSEAAPESPATGVSGKDNNLEGRNNTTDGVGGGGQTGQQEASQT
AAASLVPVSGTAPNPLPAQQSAAKASEVANVTTEKNKDTTKKEGEADKHEKLKDEEEEVDDGKEEDGGE
EKKKQEEKDDTGTTKTKSAGGQEEP I SPSRVEEASNK TKPQSTQKTGDKDPAADGAGTQEEKQKENKEA
NPKETPAEATAMKTTTATTGDSDGSTAVSHTTSPLLLLLVFACAAAAAVVAA*
>Tc00.1047053511255 .360 | S004 | A-—--V-ECD| 18
MAMMMTGRVLLVCALCVLWC 1 VAAVNGGAVAAMESEEESERLPSGRQDGDGRGHQESEDSVQQESETAN
ESLGAGKGKSPKKQDGVVSTQP INSDRTV IETETERGKSKEEGSKETTGRIVTPKRDEK ITELTSTTEE



DRKKASPPAERAQTKDE I TPGVTPPAKNENSAG I LSATPGKAMY I PEGNSKQSEGGTNPANGLATAMPS
TKKGEAPEALTSQPTKNEKAEGDSTVRRNTEKP I PEVTASVQKTE I LLDDEEVTSNQRNEDLASTTGNQ
EGEQSDFHAESTPKS I SAASNAANDDADTDTDQG I PNNDSATGGAVTEGRHQDGKKEERAEEKTPLKSV
P1INDTATTGDSDGSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511255 540 S092 | AGW-H--CD| 1
MAMMMTGRVLLVCALCVLWCGAGGVYARDRDNKSLGGC I ASGVLGENQFHLSSGFEKTV IKVPLRSTLP
IPAVESSTEDS I VSAVNDSGSSENS I PGDSGLAGAGTPGAGGPSGLPGAGGGGGSGSVVTGGTASGGDN
AGDVSSGPSGGVGGGKNDSAVPLSPSGVDSTPSSSDGEAGSPNSNSSNTVGESPREDQSPDATGTHNSS
PPDEPAEMTSSNEDARQEKEEKEQHEHPAENDEESAKDKNAVNKNTTENTENVDSSTSVSQNISPLLLL
FVVACVAAAAVVAA*

>Tc00.1047053511255 630 SO30 | A-————- CD|31
MAMMTTGRVLLVCTLCVLWCGAGGRCENSVTAPSESGVNNP I 1 APVPTKGGDLPKSNKVEDSKPLEDDD
NHDPVNLPEQESCKNDSTKSPKCTEGPEVV I DSSLDPVGQGENNEVQNSG I PASSEKDMTLKDQELQER
LQDRETLSREPATVKEPKVTMSAEHSSLPSPSKANQETVSSAD I YGVG I GTVQRDNMPNTLTGNDGSKS
RTAQPDSAS INTQTSVDENTSSPETAPHVNTAADTDSAGSTTAALNTTNTKKENNADSGGSLAASPAVG
TNTATATTTTTQDASEFSKDGVKLSTDDVEQNAFKTNSDADSGTTETAAANSEVPTAANNATN I TSNTE
TTADSDVSTAVSHTTSPLLLLLLVACAAAAAVVAA*

>Tc00.1047053511255 670 SO30 | A-————- CD|31
MAMTMTGRVLLLCALCVLWCGAWLCDATQTSSSAPHRDNAEETMTPEEVTKAIEKLTEEVLESIRLSCR
MSF 1 TSVNATLPAHDDTEVEKCVNKTAVE I SGVTSRGRPAAATTDANLASPLPSSSSAASALQGQAQGS
PGAAPESVKPPQTDPVNNEQLSEVPASTDGGAGGGGELADRSSRTPTDVARTHEARPAVNATS IPTATQ
GDSEKSPANTTRTRETNETGDTDGSTAVLHTTSPLLLLLLVACAAAAAVVAA*
>Tc00.1047053511255 690 | SO99 | AML-VFECD | 25
MAMMMTGRVLLVCALCVLWCGAVFGYAMEDYCSEGGGNGLRHTSNGGDDGVSLKSDCRLLSARMAL I1KA
VEAEEAGSGLSVTLPPGKPKETSLDNNQGGGAPGLGGDLGVEGQPEAAALQPTPGGSGTEEQVTELEVV
DPHDKNVAGDKKEQKDVNAGDSQHQRADQSSSSSSSSGSSGTENVKQPALKENSKSNE I PDKPPQEEEE
EEEKDLRSKSDGREEEAEEKE TEEDKKKASNQAPTETPGGPTNKEE I QTATTETNGQPSPEALGDVKQS
EEVQDEKDSNNNSQTKSVDS I AANQPNEPSADHGESGPLSPTANGDAANNDSERSTQTTGDYGPAADVA
GTAEGKQNENKDVNPKETPVTATAMKTTTVTTGDSDGSTAASHTTSPLLLLLFVACAAAAAVVAA*
>Tc00.1047053511255.169]S041 | AG--H-ECD| 1
MAMMTGRVLLVCALCVLWCCAGSVYAGDRDNNAVGGCMASEVFGADLSHAPSGCNKPG I TVLFRSTLP I
TAVVASDEEVTSVTMQNDLGSRENSNAAGPAGPAGPTGPADLADPADPAGPADPAGPADPAGPAGTAAA
GVPGAPGGGGGGGTSLGGGGTDE I SSVSSGGENEPPPPLLKAENEA I RVPTVGEDEAKKAPQSHDNSVE
QHSGENQEHLHEE I RDQQKKQEQRQEQHENN INHEEGEEKQQQQEQHQQHDHSAKNSDGPTKNETTVGT
NATASTGDSDSSTAVFHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511257 .90 ] S043 | AG————— CD|27
MAMMMTGRVLLVCALCVLWCGAGDVYAGDLDNRALGGCMASGVLGMNASYVPNGCNEYMPTPPLRSALP
1PA1QAEDGQVRDTAPGSGSGVGEGGGSPGALSPAGAAASPGGSSGRESDSPASSSGYLSSQSDGAVMK
SSDLSTTHSGPQQEVLQQEATETHDPSLSKGLTQEALPDVQQSQISTSENIKTGCGEEASNCEDEQSVE
KATLGKKDLTVAKAQKPPATQNTKSKDNEEKPAEASSTESQNTEPQQE I KTPVDESDSTSTDAFTAVAT
RSTSAGSQEEATASSSNGSHSPLQGEVFTGTDTPENAPSPAAAETEKRQGENVTKDGDSDGSPAVSHTT
SPLLLVFACAAAAAVVAA*

>Tc00.1047053511259 180 S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGGNDALVMQNY SNSRENLESGSDSGGAFGSNSAAGEGAGSGEGAGSGGTPAPAAPPPAPPA
GSSAPAVTASSPPGPAAPGVDPSAGSSGGTAGSSGTNSSNTTGDSQTGNHSSAAAAHNSSLPEGTEGTT
SGTGHTRQEEKEEEESEMQQKSDETQVQQQQQHEHPAENGEESSKDKNALRTNATANTGDSDGSTAVSH
TTSPLLLLPVACAAAAAVVAA*

>Tc00.1047053511259.220]S012 | A----REC-] 10
MMTGRVLLVCALCVLWCGFSLVSADTGDDREHSGQGVVGSVGQPSSPVGGHGDNGVVTDGSSLSSGSHL
PGSAPTGGKPSLPGVGECVGL TKSKDALTLAKEGHEFVRDQHEL VPQVSHHTDAGTGGKSDLSAPEQSP
NAKTELENDDGVCGDDAAAAEGEV I TTVNEEQLGGSSTSDSHPPAADRGAKEQEGTVEQAASTAALTPV
VGRETTPKGDTEEDSPEDKATTGAG I TQD IPAAGQQQTHSSSTSTTGNGPTSTLGKGRAAED I SNNNER
SGKALLREGAEHETVAGSQSQA I PAATARNTLGTTLPGGSDNSTT I TTAVRSDTGTEGTPTSNHPNRQS
I EGATSPGMNSDGEAASAKNYDTVPQNAG IPTTKAI ATAKTNDAASHGDSDGSTAVSHTTSPLLLLLLP
VACAAAAVMAA*

>Tc00.1047053511373.30]S097 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCGAGGVYARDVDTNALGGCMGSGVLGENGSHMPDGCNKTA I TVPLRSVLP
I TAVEASDGKGASPSGSGAAGASGASPGASVAGGTGGGGDSGGAGGGSTGGHATGSVPSGSSAPPAAPA
PPAPAGGGGG I SSGSSAAASPPSPPGPSAASGPPAPPAGSAPAAAPAVDSSAGSSGGEAGSSGSHPTNT
TGDSSTGDQTSAAAAANDSSPAEGRAGTTSSTEHTRQEEEEEEEEGEEEDHEKQQQSDEAQVQQHQQHE
HPAENGKESAKGKNAIRTNATANTGDSDGSTAVSHATSPLLPLLLVVVCAAAAAVVAA*
>Tc00.1047053511399.50]S121 | ANQ----CD|9
MMAMMMTGRVLLVCALCVLWCGVSVVAADVAGGGDGGADEYFVLRWHAQLRRECAEAFGRRTEGRKDVF



TVDDCVRRGMDGVRAFGDGRRVWRRQRSAVVAGDDTTDDDSTRGSSSEVQTETETGSLDGRTPKPSVKP
IPGEVPDGQDSGT I SEASVPT INGTGENLDGEEEEGDVSQDESQEDRDGEDEAVDAAVGNGGSETSHTE
HEEEKERVKEEKAGSTTNEREGDENNAAGRRPPQGTAASRPALPVDVSNPQNPVLGQDGAGGEKAGAGP
VVLPQAAGLREAERAPAKL TPGGGAAGKE TEKQKGTAEQVAAKEVQTAVEDSSAEAAAAGKDSKGEKEE
ENVNEAAKEESHGNVDEEAAGKNGGNATKKLQKEPTDDEAK TKKRNEQKEAENANNTKEEPDEEEVKKA
AQEEEAADKEKMGAAR IPTKINTTTPENSDGSTAVSHTTSPLVLLLLVVVCAAAAAVVAA*
>Tc00.1047053511401 .100 | S044 | AM-———- cDJ2
MMAMMMTGRVLLVCALCVLWRGVSVVAADADDCVRRGMDGVRAFGDGHRVWRRQRSAVVAGDDTTDDDS
TRGSSSEVQTETETGSLDGRPPKPSVKS I PGEVPDGQDSGK I SEASVPT INGTGENLDGDEEEGDVSQD
ESQEDRDGEDEAVDAAVGNGDRETSHTEHEEEKERVKEEKAGS TTNEREGDENNAAGRRPPQGSAASRP
ALPVDVSSPQNPVLGQDGAGGEKAGAGPVVLPQAAGLREAERAPAKL TPGGGAAGKETEKQNGTAEQVA
AKEVQTAVEDSSAEAAAAGKDYKGEKEEENVSEAAKEESHGNVDEEAAGKNGGNATKKLQKEPTDDEAK
TKKRNEQKEAENANNTKEEPDEEEVKK TAQEEAADKEKMGAAR I PTKINTTTPENSDGSTSVSHTTSPL
LLLLVVVCAAAAAVVAA*

>Tc00.1047053511449.30] S008 | A----- ECD|43
MVMTMTGRVLLVCALCVLWCGGTVLVLAAGDGDGDGRGVDSEPLLESAESAALLPSSPESRVELKVVSN
PPPKHVEEVHTPAKESSAEEEEAGEEEV TVKSEEGQQEDENSLQVNRRKTPELL INENETPQAREGEGS
LTAGALEESPTTPGPQAPTLQVPPPSPSQASVVGEGDGGLVG I GGTSRVTGEATKDPKGSEGP I SGPPS
GGASSSTTSNDGDASRKNGGAPSTQDTTSLKNNEQSGPTTSSGNAPLNRGTPERSTPDAKRHFSETQEN
ETSRLPDGDANYSAAGQSAVGTKGSSGVSTTASNAPTTPLPQLPAPPVPTVSTVTGAPAEKPTAEQSPP
PADSTTGEGLAATTTAQTNDTATPGDRDGSTAVSHTTSPLLLLLVVVACAAAAAVVAA*
>Tc00.1047053511451 .90 SO80 | A---YKECD | 24
MAMMTGRVLLVCALCVLWCGTSGGRCDEDVRVTEEKKESSGDLQPVTPVAGAGKQHAEP INQDSDLVRQ
PLVKDLEGPLPKHQTDDKFLGVVDNEDDGTGKEKEEGDKAQEGAPD IHTQEEEEVSPPPSPLPPAPLQS
PPPAAASDETQPGGGTGADSSGGGSNGSGSS I GGGGSNLETLFLNGGSQSAFGSLGYDGETGSFSGGAG
KGGVD I GSPRGDFSDSSLSADGTFLSPALDAPSSQDTQSSENVERSKTMPAGLPLPNVNALKGPESKAG
SLPPNTQEKAKFSDAGGGAAGNKAKQSDVETDDPSSSFANTGSTTASS I SRT IPRSATSNSCTGKSGQR
SLTTAPRTSEASKREMQNKASSPNKTGSESPDRPSKDGMQEQKDKVTTQLNTTKKASAGGLAETTATSI
SANPSGDVQNREDEDDARQPKPNRVQDDAEAGNTNVAPTVSEAAPQTLETVTTRKRETNETGDSDGSTA
VSHTTFPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511451 .59 S043 | AG--——- cDj27
MAMMTGRVLLVCALCVLRCGAGGVYARNPDNNSLGGYMASRGFGRNKSFLSNGS IKNLSTPLLLSASFI
SAMQAEAREGKVPSAKVTDSHLSGATGRSPAFSGPDAA I ARPTVPGHVPGAA I PGADFSAHVPAFSGLG
SAGPVHGPVSGADA I PGAAVHGHGAGPGHGAAAFSGLGAAGPGA I PGPAPVRGPTFSGPDAN I FGAPVP
GNGPAA I PGAPVPGNGPAA I PGAPVPGNGPDA I PGAPVPGNGPAA I PGAPVPGNGPAA I PGAPVSGHGP
GAIPGAPVPGNGPAAIPGAPVSGHGPGA I PGAPVPGNGPAA I PGAPVPGHGPAA IPGAPVSGHGPGAT P
GAPVPGHGPGA I PGAPVSGHGPGA I RGSLRGSAVPGDDAAFSGHAAAVPGHAAGPAGAGDGPAFSGLVP
AVPGAGHSVGGGSEPPDSRSVV I SSSQGGNGKTAPVSVSSDEQ 1 VSSKEVLAQKETGSQGTSSPEGQPT
VSSNTEKQGNNSASAGSHSLGHDAAGDELQDSLEGQKKNDHSQTNETKKSSGGQNTESQSSGGALSEVS
NTTTHG IKTQQPKKNSVNEKNYSQNTDASHT TSPLLLLLVACAAAAAVVAA*
>Tc00.1047053511487 .170]S001 | A---H-ECD| 18
MAMMTGRVLLVCVLCALWSVPADGDVVVSGGDDS I LKELF I PVARLQLRQEQRAAEAAADAKAAAEAAA
KAGAAAKAATEAAEKAKAATAAAKAAKAAAKTAAAKAKEAEEAAEAAKAAAEAVDTEEKAKAEAAKATA
TSAATKSTTASEAAKEAKAAAEAAKAAAEAAAAKAEEAEAEAAVKAAAEAVATATEAAEAAKVAAEAAA
TAANAATAAAAADKDEAEEEDDEAAAAAAETAATATL I ATSAAKEAAEKAEKAKAAAE TAEAKAAAAEK
AAAEKAKAAATEADAKARAAK TAEAAAEALRGTAVGEEGGRTA IHDQDNSVEHHSGEKQELLQEEGPER
QEKEQHEEQQHQQHEHSARNGEESAKDNTANGTNATA I TDDSDGSTAVSHTTSPLLPLLVVACAAAAAV
VAA*

>Tc00.1047053511553.10]S004 | A---V-ECD| 18
MAMMMTGRVLLVCALCVLWCGAGGVFADEVVPVVEPPV I SASGGVVTDKDTGRTAPGGAGNPSVEKTEL
KKFEGSAPG I SSLEAASE I ESTKQQTQSDHEHKDPVTPSQSSGEQRQDEQNEDPPEEPGASLGQEERKH
ALGGVPERNNPPPASSNNNTVSSNSEERREDTSRSTE I I VAAPSDEGHERENVTPSLEQPLEASTAAPA
ITTQTSS I TPPDESGSNTVKMSEASPQSTGTTQTNHTATPGDSDGSTAVSHTTSPLLLLLVACAAAAAV
VSAWE*

>Tc00.1047053511553.30]S122 | ANQT---CD| 3
MAMMMTGRVLLVCALCVLWCGVFG I VAYGACGGDADGSAVEYSLLRWRAQLRSECAEEVSRRTGDGANA
SAVEECVRQGTDGVRAVVDGRGHWRPQQFVVVAAENAEELEHNHESSPQTL TGSVAQLPDQQPLESSPN
SVPGSAV I TTGEGKPTSSAQPPGTPDKGSEGL I KKESDDEGTKEKSEEEEDEEVEE TDEEEDDNAGSGT
SDGSQEQGKQKAGTGQRASGGTGKENGNVVAGNKLTEAAAASPPVVSVDVENPKSVEL TRDDVGGKRQT
HEKTVQEPPAVKLRENVAAE I I STEDAAEGEKQKAEEKAEETETKEEQRTTAEKLKEETPTTPEKTTKE
EQKDKEVQHVQSKNEEKE TDGAEPTAKKEADVEKTAAFKN INMNN I TKPGESDSSTAVSHTTSPLLLLL
VACAAAAAVVAA*

>Tc00.1047053511553.100] S007 | A--F-RECD| 2
MAMMMTGRVLLVCALCVLWCGAAVVVSSEPDVDGTSGDSASRGG I SLESPPTVLSPLPPVKSDFAEDEG



EGVSGKEEMERSSEEEGSAPVLDTKKSTP IKPQQEATHTLAGK TSEGMDGVAGVEGGGKEKKAEEKKDD
KSKEKPGSTLLTVSGSNLTGEQNPRVHPPGGTQESEVVNPLTDSSPG I GVQQQVSLGLLEGAPAKSTTD
ANPSSLSTGGRGFDNGEGREDGSG I TELPAAREGQ I EMEDGGRKVKSTTGVEKELQSPVNKAANTSETV
INGYRKSRPTAATALQSDDGSESNPATNGLNHSSSEG I AHLSTTPDPEDASEGTENATSQSAE IPTAPI
NTVKTNDTAIPGDSDGSTAIPHTTSHLL I LLPVVACAAAAAVVAA*
>Tc00.1047053511553.140]S082 | A-—--YKEC- | 17
MAMMMTGRVLLVCALCVLWCGTSGGRCDEDVRVTEEKKESSGDLQPVTPVAAAGKQHAEP INQDSDLVR
QPLVKDLEGPSPKHQTDDKVLGVVDNEDDVTDKEKEERDKAQEGAPDGQTQEEEEVPPPPSLLSPAPLQ
SPPPPAASDGTQPGGGPGADSSGGGSNGSGSS I GGGGSNLETLAHNGGNQSAFGSLGYGGETGSFSGGA
GKGGVD 1 GSPRGDFSDSSLSADGTFLSPAPDAPSSQGTQSSANVERSKTMPAGLPLPNVNAPKGPESKA
GSLPPNTQEKAKCSDANGGAAGNKAKQSDVETEDPSSSFANTGDQTVEKTLLLPQTPAVLLPVPSAELS
PEVPPVTPVQANPDGEGGLPTAPRASEASKREMQNKASSPNKTGSESPDRPSKDGMQEQKDKVTTQLNT
TKKASAGGLAETTAKS I SANENGDVQNKEDEDDARQPKPNRPQDDAEAGNTNVAPTVSEAAIQTAETVT
TSRKNDTAPPEDSDGSTAAFHTTSPLLLLLLVFACAAAAAVEAA*
>Tc00.1047053511553.150 ] S025 | A-————- c-117
MAVMMTGRVLLVCALCVLWCGAGGGECTEVVKAPAGGAGGGSGGKSAVETAETSTSGPDTSDSP IDVSK
VNQSTEASGGKSLEGNGVNVDQQDVVPGVEEEDGSPSGRLEE 1 VVNDPGKENTERPLQNKEQEVRQLPQ
SQVHVPQQPQSPPQQSQPLSPSAPQPHT SASEEGKGVGENNTGGEGQPSLGAQD I GNEDSKNHRKEDPL
KSSG IKSQSSKQAQTTVPNTVPPEHKTQNEVLTQEKKTNESQSTDTSTNLPELQKENKEYPASTEGTAQ
STSTGSQEQEAEPSTSEEPSPFEEEQSTGTKTNEDARTPDAAATEKRQTGDNEKVGDSDGSTAIPHTTS
PLLLLVAAAAAAAAVVSA*

>Tc00.1047053511593.30] S066 | A---VFECD| 8
MAMMMTGRVLLVCALCVLWCGVCAVEVSKADDSETTDVSQGPAKGPLPGPAGRNTGQQESSGQVSQGLQ
NAEEPLDSKNEAVDNQRKDSK I ETPTADKSMDDKGEAEKGQ | GGGAGGEESGEL LEERKAQPDGQGSEG
QARQAGNGSAKVGSHSSATTPSEGERQGTGEQSPPAPSLPAASTQGHGAAPPASLQGAPAATLKTNEKP
VENPRTEPEKEKLSSEDDVSEQTSQGVNDGVEPNNDSQKKENVSVAL TEQNGESDGDSESTQPRHLAVG
DASN I DAERGTQ I GLPKNNPTANGAVTEGAKRGENKHGNRKETSVEATAI TNKTTTGDSDGSTAVSHTT
FPLLLLLLVACAAAAAVVAA*

>Tc00.1047053511593.60]S062 | A--TVFECD|5
MAMMMTGRVLLVCALCVLWCGAVMVMAEANVDKGTEMKKDESFDSSEL 1 SG 1 VSAEQHVTQDSVREGSE
NGNQSLGAQTGNG INQDNVV 1 1ASPASTVRGEEEEEEEEEEEEEEEEGESVDAEGETEE IEELKGP 1EG
KETSQLTLPQEGVLLPSEPLTTTLNGNPAGTLNATPAKGQPRSDDGSAQEEGLKLPTLKAPAAPAAAAE
ATTTQTKDENPSSADDPSVQHVEASQHDMELRSASRKEGT IPTTVTKTDGPTEVNAESTPTSPSASKGA
I TNDADEGNEEG I QKHDQAPDGEATKEAQQGENKEENTNKTATLETAA I TNDTATHGDSDGSTAVSHTT
FPLLLLLPVACAAAAAVVAA*

>Tc00.1047053511593.80]S072 | A---VFEC- | 6
MAMMMTGRVLLVCALCVLWCGVCAVEVSKADDSETTDVFHVPAKGPPPGPAGRNTGQQESSGQVSQGLQ
NAEEPLDSKNEAVDNQRKDPK I ETPTADKSVDDKGEAEKGQ | GGGAGGEESGEL LEERKAQPDGQGSEG
QARQAGNGSAKVGSHSSATTPSEGERQGTGEQSPPAPLLPAASTQGHGAAPPASLQGAPAATLKTNEKP
VENPRTEPEKEKLSSEDDVSEQTSQGVNDGVEPNNDSQKKENVSVAPTEQNGESDGDSESTQPRHLAVG
DASN I DAERGTQ I GLPKNNPTANGAVTEGAKRGENKHGNRKETSVEATA I TNDTARTGDSDSSTAVSHT
TFPLLLLLLVACAAAAVVAA*

>Tc00.1047053511599.90]S107 | ANP----CD| 1
MMAMMMTGRVLLLVCALCVLWCGVSVVMASNVGGFALHAD I SVLFGRWYSLMMRDCESTSAFKNGTVNE
SAVGECKREAKKALCDFFYGDHSGEHDASHLHS I CLPDVGTGGAVDQQAQEQ I STLRETGKPAPPTTPQ
GLSEELPDPPP I PALEGTPASAGASSQAPP I QASTEPTVTAKQAEPNTAGSVPPTQSQGGPETMRPPQE
PPKLSS IPDTGTQRDPPTEDRAEQTLSPAKANDNSNDYNEEDTAEEST IDTPASGAVQKEGNESETPGS
GLKKTKTPHTTVEGSNTVKPGDGESSPTGPPAGESDAATTTTTNNHDPRSLNNNGNNTFTEEVDQKEAT
RKPKNAPDSTDTAAAKSEASATAINISTNTTKKTTTGDSSTAVSHTTFPLLLLLVACAAAAAVVAA*
>Tc00.1047053511599.120] S035 | A---V--C-| 1
MAMMMTGRVLLVCALCVLWCSAGCRCDEEEDTALVGDLPANSESGSGGPEKDTDHTVPGGAENPSAQQS
QLNKVRGSPPG I SSLEAPSEVESKKRQTQSDPEHTDLLSPSKSSGEQRQDGTPERAPGRPETSPNQEDN
KDVS IVNQQN I DPPSPSGNDDVVSHNSGERTEDTPSSTE I I DAAPSEEVEKRENV I PSLEQPRGTSTAA
PAITTQTSSTTPTDVGESNTVKMSEASPKSTGTSQTDHTTTK IANSDGSTAVSHTTSPLLLLLLVCASA
AAVVAA*

>Tc00.1047053511607 .40] S066 | A---VFECD|8
MMAMMMTGRVLLVCALCVLWCGAAVVAAADTGGVEMEGAEGSESLPSGPSDGDEGGKQESEGSVRQVSD
TANESFVAVDGKNSKQQDGVVTTTPTKPERTDGGTETEE IKRKEQKENPE I PNKDDKTTQLTSRSEEKE
ETAPSPDEKEEPPAERGK TQGAALPGASPGVPSRAQNENSAENL TATPGEERVLPEDHSDQSQGGKTPA
DGLAAEMSSKEKGKAPEAPPSPLEKNEKPEGDLKATTNTEKNNLENLASVKKTES I LEDKEATSNLQKE
GLASTTGNQESDPSDGYAESTPTS I SAASNAAKDDADTDTDKG I PNNDSAAGVAATEGRHQDENKEDNR
KETTPLRSAAMINETATVGDSDGSTVVSHTTFPLLLLFVACAAAAAVVAA*
>Tc00.1047053511607 .110]S091 | AG--YKECD | 14
MMMTGRVLLVCALCVLWCGAGWVYAREFENNALGGCMASGALGASWYHMPSGCDKAALTPPLRSALP 1P



A1KAEASEDDVPLREEDDS ISTSGAVVGTAMPGESDGAGLV 1 QSGPPAGGVAPTTPSGGSSTQNMESQR
AVQHLEPTDPAASVLLKVEVPGEPMP I AEESLSNTQDRPE IRVTGEDNTEREKLRSAVDTGDRFSDQPK
EPTPPLKTTPQLQPTTPVPPPSSKASTTELSSGEGNPQAATTDTQTPTPTIGKTTTSETATDYKAPKTP
SKDDEAEQHSKERVPSDLMKNTANGHPADTKASS IPT 1 GSGDVQRNADKNGNDAQRPDTKGTHKDPAAV
NTNDTLTASVAAPQTTERLADAK TNHTVTPGDSDSSTAVSHTTSPLLLLLLLVACAAAAAVVAA*
>Tc00.1047053511613.10]S052 | AG-TH-EC- |1
MAMVMTGRVLLVCGLCALWCGAGGVYARDVDSNAVGGCTTSGELGTGLSHVSSGCNKPG I TAPLRSTLP
VTAVEASGEE INSVTMQNNLGSSE I SNAAGPGPAGPADAAGAAGAAGAGVPGGGGTSLGGGGTDEIPSG
SSGGKNEPAPPPLLETENEALRVTTVGEDEAKKAPQNHDNSVEHQSGQNQEHLHEEEREGEHLQEE IRD
QQKKQEQQEEEHEES I KQEKEQEEKQHQQHENYAKNSEEPTKNETAVGTNATASTGDSDGSTAVSHTTS
PLLLLLLVVVCAAAVVAA*

>Tc00.1047053511613.40]S091 | AG--YKECD| 14
MMAMMMTGRVLLVCALCVLWCGAGWVYAREFENNAVGGCMASGVLGMRTLYLSSGCNKTTPTLPLRSAF
FIDAIQAEERELKD I1SQESNSLGSVS 1 PPPPPLPAPETLEAPPPLGASVSEASGRSEVGPASQADGDGG
GGGSSR I SHGDKHP I LKVSGLVDKSTSSTTNDGDGLKNTDVESATQKDNSSGTDEQAGKALDLP ILPTV
QNPEVLHSDKNK I PPNTQEATNVEARDNGASEGRTGESDVHAKDSSSVSSAKSKPTGKPSLPVQPTGQS
PPTAAGDTRNSTQTNEKTTTSG I GTDSEAPKPYSKNDVAEQYDEDRDPSDL IRGANTGHPTDTASSP IS
TSGNGDFQGMANENGDNPERHNPRETHDDPEVGNVNVGPKASQPAPETVKTVTAQTNDTVKPGDSDGST
AASHTTSPLLLLLLLVACAAAAAVVAA*

>Tc00.1047053511613.60]S091 | AG--YKECD| 14
MMMTGRVLLVCALCVLWCGAGWVYAREFENNALGGCMASGALGASWYHMPSGCDKAALTPPLRSALPIP
ATKAEASEDDVPLREEDDS ISTSGAVVGTAMPGESDGAGLV 1 QSGPPAGGVAPTTPSGGSSTQNMESQR
AVQHLEPTDPAASVLPKVEVPGEPMP I AEESLSNTQDRPE IRVTGEDNTEREKLRSAVDTGDRFSDQPK
EPTPPLKTTPQLQPTTPVPPPSSKASTTELSSGEGNPQAATTDTQTPTPTIGKTTTSETATDYKAPKTP
SKDDEAEQHSKERVPSDLMKNTANGHPADTTASS IPT 1 GSGDVQRNADKNGNDAQRPDTKGTHNDPAAV
NTNDTLTASVAAPQTTERLADAKTNHTVTPGNSDGSTAVSNTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511613 .80 ] SO08 | A-———— ECD|43
MMAMMMTGRVLLVCALCVLWCGAGGGFCEGALEDEFCSKSYVEALSLLANKTDDE IKEKYCKQDDEKTT
CLKTLRSN I ADALKKEKTKEDSAAHRESD I SRDTGASVGSSRAKSSKAAGANTAVLSPPPPLNV 1GGVD
AQ IHGSAGGAGHQQHSDDVRSEAEQRNHPESGRCSEGQAALGEC IHVPAGDAAAEGSRQHRVDVQGKK I
HKKEEHTPEAGLKSAEAREGTEEAPATPQDPTNTAESHEDKSQRVAAPAT IPAENTSSGSSQEQTSQSS
SPSGSETTGSLDNEVPEETS INTQMSGAPFNGEGKHRESTAGNEDTTKVVSAAVQSNTATPGDSDGSTA
VSHSTSPLLLLLLLVVACAAAAAVVAA*

>Tc00.1047053511613.90]S015 | A---H-EC- |9
MAMVMTGRVLLVCALCVLWCGAGGCAENDAGGLGEDENTELKG I ASDGLQRDSHDSETGKKQLTEPKAA
EEPL IAPGGDH I DKQGSSVVQ I KADRDGRREEVEPTGNVNGSQKNSKDALDTHQTE I TEVRTKVEGTPP
SPPEGGGGPTQPKSPE I SRAPVQSPEQLFPPAAHAGEKSLRAPTALSP I TSVQPPLLPKGKGETDGVQP
GPEDKSNEPKVKVEPQVHGNEGQHQS TQHHEVPQEKELGAQEQNTQNQ I INEQHESERLQVQQEKEKEK
QRSEEELEQREHLHEEEREGEHLQEE I RDQKKKQEQQEEKHEEPQEEHEDS I KQGKEQDQQKQHQQHEN
AAKNSEEPTKNETAVGTNDTASTGDSDCSNAVSHTTSPLLLLLVVACAAAVVAA*
>Tc00.1047053511613.110]S030 | A-————- CD|31
MAMMMTGRVLPVCALCVLCCGLVSADAGDDDFSGGHGTLGGSGVGADGRPSVPVGSDVSTGGTKDECSL
GSGGGSPVSASPPCKSLLSDAENPGGEVFNDTKKVLSRVEGNSNVEQDPPQPRSHVVSTAEVLAPGQPN
SEAQEQSSGKLRTEEGRNNGDGGTTVKEEVTGVESRDTADLSPNDSRPPKAARPVTGEEKGTGKQAASK
ASLTPAEERGTSAATDQKVDSPKEEAASSAGATKNRSPVGQQQTEASSPSKRGSTSTLTPEKEPAEELH
SNNNQPPGDAAPTEGTQHETLPGEKMQTEPATTNNKP I DAAPTGDSESSPTAPPAGESDAATTTTTNNH
DARSLNNNGNNTFTEEVDQKEAARKPKSAPESTDTAAANSEASATAINISTNKTNKTTTGDSSTAVSHT
TSPLLLLLVVACAAAAAVVAA*

>Tc00.1047053511613.180]S030 | A-————- CD|31
MAMMMTGRVLLVCVLCVLWCGAGVFAEDPSPDAGASGHSAS I VGGLQE I TQNGPSLLGEPSSETVTPKV
EGGAPLGSAVKFPGRSEQEVDALEGEDLSDKSFDKK I SKDKNAQLSSGPPADNDSSPTGVGNAGGSGLP
SSGASGDL TDSTDDRAGGAGNVGH INPPAEL TPPHPPEPNSKGGRAPPAVPNLNTSGSQGK I AAQGQPS
AKQETSLATQPQVSGMRPPPQDEKQSGGK I ENSPEPGEAPATSDTTLVTSSGTEGQIPQSSSPRSGSDD
VTHQSEQHHVAPLGNTQQDDAAVADEERRRGETGG I PTDSHRGPEAAAANNANAKVAPPTEGSDGSTAV
SHTTSPLLLLLLVVCAAAAAVVAA*

>Tc00.1047053511625 .90 | SO40 | AG----ECD| 2

MAMMMTGRVLLVCALCVLWCGAGGVYARD IDNNAVGDCMTSGVLGTNCSRVPSGCDKTAPKLPFWSALP
1 TVLQADAPEGKELASQGGNLNSSESSGTGAPEKASENPDG I PGTDDSSSGGSFGGAGGNVARQEAEGT
DNTPSSPPVTPVTPQAKETKAKEVLSSSLPPPAGGSAPEPNGTHNLPGTNAGNSASENEPGSNSLERPS
EDGEAGQQDKEADTQGTQETEGTQGTAASP I STSGSSGAQI EADADDDDSQRPNPEGPQNDGTEAGDTH
GPSAVSDAAPQAAKAIAAQTNGTVTPGDSDSSTAVSHTTSPLLLLVACAAAAAVVAA*
>Tc00.1047053511645.10]S082 | A-—-YKEC- | 17
MMAMMMAGRVLLVCALCVLWCGAGGGGCDETPQALLSGSGGGTVVGTGAGPSGGADNGLFASEPNGESE
GDRLERTDLGQ INSSPRGGTVGPDNNLAVMPVGSPVTRNQVLSNEALSLQSPPSPKPSAPELQDLPEGP



PLSGGSQGGEADNAVGGVGPSGSSSGSGVKSMVSASFSAGMLSPPNPVDGDVLQGGKGTTATLSMDSSE
KSVKSQSAEPPAPAQPNLDRQEASTSNAENHSP I KPHTAGNQVVNGGATGKENTQRAAVTGGPSSDTRP
TTLQPAPQEQPKTEL I 1 VPAGKERATDPRTREKEERDSNKAPPPPASSAGGTPAAKELQISTEEMHQTS
PSETQKLLLGQETPSKDDAEDQNTEGTAASDSVKDEAASSLVETTASP I STSGGADTKSVASEDADNAQ
QPDHKEAHKDPEPQNTSPAFTATEALPQTAIPLTTAPTNDTTTPGDSDSSTAVPHTTSLLLLLLVACAA
ADAVVAA*

>Tc00.1047053511797 .120 ] SO08 | A-———— ECD|43
MMMTGRVLLVCALCVLWCGAGGRCDGDGSG I TEPQDQPSKASQSLSQGGHAEQLE I TNS IGGVVNNSNE
LLNGQDGKNGSPQTGSVKQPATDNDRMEAEEEKAKGKKVKDEE I KRDGKEKLQDDSEGTKEHEGP I EAK
RNTSPPTAANKLLTSEEEPVDPAAGHAGHTGQAVKPPQLPATPPLPAVGPQ I PLKAASPQVSDETQPFG
SSVEGSKEGGGVDLKTPASDSGNPSSVVSLFSGGGTSGGGGGSPQGDSSDTPLSAGGTSLSSALDAPSY
QETQSPESVRHSETVSPGTAVPNEHPRERSESEAKKNFSTSQEAAKSPDDDGDATEKEKEKGDVGLKAT
TSPTPNTSSPPVTQTTPRASSEEPSPTTEVQAGEETSTENVT I AMRNATENTGDTDGSTAVSHFTSPLL
PLLLVVACAAAAAVVAA*

>Tc00.1047053511797 . 200 | S043 | AG-—-—- cD|27
MMTGRVLLVCALCVLWCGAGGVYARD I LKNAQGGCVASGGFGKKRSYLWSGFDKDVPTPFLRSVLP 1PV
1QAGDSEGVSSKENNGKNL I LGDGVSGAE I TAGVGRGGGGSDGRGGVNSAGEEGAGGSHAGSVPGAGSS
PPAGGPASGGGSSPDRSANTGTTVSLSSPSQREAQQEVLQSDEAKDQSRQLLDGKAPDTPVAKTQSRGS
GPARGQGVEDTSTLSGKEQHSSEEPRKEDGDSDTLQTVDLAEDPNTK I EKKGKVLPELSNAPLPEPKTD
HPKTNPEKEKKGSQNTSASTDSPAKQEGNNEDPVSTSDTAESVSTGSQEQAAATSSNESSSPLQKETS I
EKTTVENSQPSDGAQTEKRQSGDKERVGDSDSSTAVSHATSPLLPLLLLVVCAAAAAVVAA*
>Tc00.1047053511797 .167 | SO97 | AGWTH-ECD | 44
MAMMMTGRVLLVCALCVLWCVAGGVYARDVDTNALGGCMASGVLGENGSHMPDGCNKTA I TMPLRSVLP
I TAVEASDGEDVSQQTNNSGSDTNTGSGGAAGASGGGGGGGSGSGGGGSGSSTDDHATGSVPSSSSLAS
PPAPAAPAVSPGDGSAGGHDTGGVSSGSSVPAPGPPSPPAPPEGPSDPPAAPVVDHSAGSSDGKAESSG
SNPSNTTGDSSTGDQTSAAAAAHNSSPAE IPAGT TSGTEHTRQEEEEEEEEEDHEKQQQSDEAQFQQHQ
QHEHPAENGEESAKDKNAIRTNATANTGDSDSSTAVSHTTSPLLLLLVVACAAAAAVVAA*
>Tc00.1047053511843.10]S056 | A--TH--C-| 1
MAMMMTGRVLLVCALCVLWCGLSVVANGGTDDLVSGRDEKNAEHLSSSDLSLPVRQGEPTAAGGGRGST
NSQEGKEASMSNTG IRLPQEQEVKLDAAPHKPTGNEYENKGPTEAGADTRNQPAPPPPP I SLSEEEDDE
L TKATQDQDSPVEQESTQNNE I LQEEPGHELNTQNPLPQEQHTSEQPQVKQEHGKEKQRSGQLEQREHR
EEPKDQQQKQEKQDEES I KHEEKQQQQKDE I QDQQHQQHEHPTENEEESAKDENVVRTNVTAAKGDSDD
SIAVSHTTSPLLPLLVACAAVAAVVAA*

>Tc00.1047053511875.80]SO30 | A-————— CD|31
MMTGRVLLVCALCVLWCGAGGGYGWAVGHCAVAELDDAKLAKGMDGEVVLMKRDCVPTTALRGVLTAVP
AAGDSDELGSPDAGVCTSGKQKVDAEESPVAFAGSEPTPSGSGAVPTASSPASADT I AASSTPVSGAGG
AVGPNQQPAVVSGCQDDSSSGGREGKEREEAGSAGCGEEPPVSSMCSQPPLVAVDLT ICTADQNNEQND
NASFHTDQQMATQNEDEVPHVPGTRASVQTPPVPAPAGGQPGLATQPSEDLAEHATAPNSGLSRDASNG
DSQEQTPQPQTPTDTKQSLPVLQGLSEGVQENQNNMEDGKKRNQVDSSGNMRNKEHDSATEKLELLTAS
INTRPSGAPGNESDTKSLSGTLRSSTAGTEEQAKAGPMPLRQPKPPEEKV I SEELPPTAAEVEAPGGPS
APPPKSLPQSALPSSKEVPDTTQSTEDPHTKG I EPTTDARQNAI TEGQAETTSPSSSADDAAANDADES
NAE 1 ANDGSVVHAGVPEEEPHQEQVDGSEKQTSFTSTAKKYNAA I EDNDGSPAASHTTSPLLLLLVVVC
AAAAAVVAA*

>Tc00.1047053511875.9]S127 | ANQT---C-| 1
MAMMMTGRVLLVCALCVLWCGAAVAVSAADVSVGGDGSAGEYLLLQWRTRLRTECAEE I GRMTGGRANA
SAVEECVRRVMESLHAVVDGRSRWKRQLSAVAAPAPVSPPAAPAAPAEGGGKENPNTVEVDKTRNNEVS
LPRONNELLVNSGQATTESQKKLPHSETD I VPPSNETSDQGQHNGERRKEEEEEEENDGESEHEEEDAE
EGEKAEEREEDKEEEESEKNTKKEEGEEDEERVDDDALEGMPAGGQEKRNSTSGPEGAPNKTNTEGTQT
PGDSDGSTAVSHTTSPLLLLLVACAAAAAAVVAA*
>Tc00.1047053511921 .140]S121 | ANQ----CD| 9
MAMMMTGRVLLVCALCVLWCGVSVVAADVAGGAGGSAVESL I AGRRAQLRRECAEAFGRRTGGGAN I SA
VEECVHRGMGGVRAVVDGRSRWRRQHSAVVAAVDSDDK I GEGSDGTLKGLSSSDQMPQAGQGGEEGQEH
TGSLEVTNKLEGNEDSQ I TGERNVSSDADRPKQTGSQVPAGGQPEDEEGTKSPQPPPPPPPAEPLPQLP
RQPPPGTNTLQSEETHPA I TAEKHSKPQDGGHSHETKMPQTKGSTKHGEGASSLQSPE I VSHLSRESTT
PLSTSTGSSGVAGSTVENSGANNPTPPAASVTQHDSEGDTGPAAPPASNTELQSEE IPNAG I IATTYDD
VNDSSRAAPTAERTTAGTRSTQTSGDAGDLERANNDDANDDVAHNGKTVEFEAASGNRDTEADNDEKY T
TVPENATNNT INTE IPADSAGSTAVSHTTSPLLLLLVACAAAAAVVAA*



